
Matthieu Million

ListjofjPublicationsjbyjCitations

Source:jhttps://exaly.com/authorypdf/5055919/matthieuymillionypublicationsybyycitations.pdf

Version:j2024y04y16j

Thisjdocumentjhasjbeenjgeneratedjbasedjonjthejpublicationsjandjcitationsjrecordedjbyjexaly.com.jForj

thejlatestjversionjofjthisjpublicationjlistxjvisitjthejlinkjgivenjabove.

ThejthirdjcolumnjisjthejimpactjfactorjsIFtjofjthejjournalxjandjthejfourthjcolumnjisjthejnumberjofj

citationsjofjthejarticle.

219
papers

8,343
citations

43
h-index

88
g-index

242
ext. papers

10,738
ext. citations

7.4
avg, IF

6.26
L-index



m Paper IF Citations

219 MicrobialJculturomicsjJparadigmJshiftJinJtheJhumanJgutJmicrobiomeJstudyXJClinicalgMicrobiologygandg
InfectionVJ2012VJahVJaaheWic 9.5 722

218 sultureJofJpreviouslyJunculturedJmembersJofJtheJhumanJgutJmicrobiotaJbyJculturomicsXJNatureg
MicrobiologyVJ2016VJaVJafb0c 26.6 555

217
slinicalJandJmicrobiologicalJeffectJofJaJcombinationJofJhydroxychloroquineJandJazithromycinJinJh0J
s“»ytWaiJpatientsJwithJatJleastJaJsixWdayJfollowJupjJqJpilotJobservationalJstudyXJTravelgMedicinegandg
InfectiousgDiseaseVJ2020VJcdVJa0affc

8.4 479

216
“besityWassociatedJgutJmicrobiotaJisJenrichedJinJLactobacillusJreuteriJandJdepletedJinJ
rifidobacteriumJanimalisJandJMethanobrevibacterJsmithiiXJInternationalgJournalgofgObesityVJ2012VJ
cfVJhagWbe

5.5 412

215 vromJ–JveverJtoJsoxiellaJburnetiiJynfectionjJaJ”aradigmJshangeXJClinicalgMicrobiologygReviewsVJ2017VJ
c0VJaaeWai0 34 388

214 sulturingJtheJhumanJmicrobiotaJandJculturomicsXJNaturegReviewsgMicrobiologyVJ2018VJafVJed0Wee0 22.2 303

213 uarlyJtreatmentJofJs“»ytWaiJpatientsJwithJhydroxychloroquineJandJazithromycinjJqJretrospectiveJ
analysisJofJa0faJcasesJinJMarseilleVJvranceXJTravelgMedicinegandgInfectiousgDiseaseVJ2020VJceVJa0agch 8.4 300

212 somparativeJmetaWanalysisJofJtheJeffectJofJLactobacillusJspeciesJonJweightJgainJinJhumansJandJ
animalsXJMicrobialgPathogenesisVJ2012VJecVJa00Wh 3.8 290

211 «heJrelationshipJbetweenJgutJmicrobiotaJandJweightJgainJinJhumansXJFuturegMicrobiologyVJ2012VJgVJiaWa0i2.9 235

210
sorrelationJbetweenJbodyJmassJindexJandJgutJconcentrationsJofJLactobacillusJreuteriVJ
rifidobacteriumJanimalisVJMethanobrevibacterJsmithiiJandJuscherichiaJcoliXJInternationalgJournalgofg
ObesityVJ2013VJcgVJadf0Wf

5.5 224

209 xumanJgutJmicrobiotajJrepertoireJandJvariationsXJFrontiersgingCellulargandgInfectiongMicrobiologyVJ
2012VJbVJacf 5.9 207

208 wutJbacterialJmicrobiotaJandJobesityXJClinicalgMicrobiologygandgInfectionVJ2013VJaiVJc0eWac 9.5 191

207 LongWtermJoutcomeJofJ–JfeverJendocarditisjJaJbfWyearJpersonalJsurveyXJLancetgInfectiousgDiseasesug
TheVJ2010VJa0VJebgWce 25.5 165

206
“utcomesJofJcVgcgJs“»ytWaiJpatientsJtreatedJwithJhydroxychloroquineZazithromycinJandJotherJ
regimensJinJMarseilleVJvrancejJqJretrospectiveJanalysisXJTravelgMedicinegandgInfectiousgDiseaseVJ2020VJ
cfVJa0agia

8.4 162

205 wutJmicrobiotaJandJmalnutritionXJMicrobialgPathogenesisVJ2017VJa0fVJabgWach 3.8 109

204 yncreasedJwutJRedoxJandJtepletionJofJqnaerobicJandJMethanogenicJ”rokaryotesJinJ evereJqcuteJ
MalnutritionXJScientificgReportsVJ2016VJfVJbf0ea 4.9 108

203 «reatmentJofJclassicJàhippleQsJdiseasejJfromJinJvitroJresultsJtoJclinicalJoutcomeXJJournalgofg
AntimicrobialgChemotherapyVJ2014VJfiVJbaiWbg 5.1 86
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202 uvidenceJofJtheJmegaviromeJinJhumansXJJournalgofgClinicalgVirologyVJ2013VJegVJaiaWb00 14.5 85

201
RapidJviralJdiagnosisJandJambulatoryJmanagementJofJsuspectedJs“»ytWaiJcasesJpresentingJatJtheJ
infectiousJdiseasesJreferralJhospitalJinJMarseilleVJvranceVJWJzanuaryJcastJtoJMarchJastVJb0b0jJqJ
respiratoryJvirusJsnapshotXJTravelgMedicinegandgInfectiousgDiseaseVJ2020VJcfVJa0afcb

8.4 82

200 vWvtwJbrainJ”u«JhypometabolismJinJpatientsJwithJlongJs“»ytXJEuropeangJournalgofgNuclearg
MedicinegandgMoleculargImagingVJ2021VJdhVJbhbcWbhcc 8.8 81

199 RapidJandJaccurateJbacterialJidentificationJinJprobioticsJandJyoghurtsJbyJMqLtyW«“vJmassJ
spectrometryXJJournalgofgFoodgScienceVJ2011VJgfVJMefhWgb 3.4 79

198 uvaluationJofJtheJ”anbioJs“»ytWaiJRapidJqntigenJtetectionJ«estJteviceJforJtheJ creeningJofJ
”atientsJwithJs“»ytWaiXJJournalgofgClinicalgMicrobiologyVJ2021VJeiVJ 9.7 79

197 slostridiumJbutyricumJ trainsJandJtysbiosisJLinkedJtoJNecrotizingJunterocolitisJinJ”retermJ
NeonatesXJClinicalgInfectiousgDiseasesVJ2015VJfaVJaa0gWae 11.6 76

196 uarlyJvecalJMicrobiotaJ«ransplantationJymprovesJ urvivalJinJ evereJslostridiumJdifficileJynfectionsXJ
ClinicalgInfectiousgDiseasesVJ2018VJffVJfdeWfe0 11.6 74

195 wutJracteriaJMissingJinJ evereJqcuteJMalnutritionVJsanJàeJydentifyJ”otentialJ”robioticsJbyJ
sulturomicsoXJFrontiersgingMicrobiologyVJ2017VJhVJhii 5.7 69

194 LackJofJMuR JcoronavirusJbutJprevalenceJofJinfluenzaJvirusJinJvrenchJpilgrimsJafterJb0acJxajjXJ
EmerginggInfectiousgDiseasesVJ2014VJb0VJgbhWc0 10.2 67

193 RecentJadvancesJinJtheJstudyJofJ–JfeverJepidemiologyVJdiagnosisJandJmanagementXJJournalgofg
InfectionVJ2015VJgaJ upplJaVJ bWi 18.9 66

192 roneJandJjointJinfectionsJdueJtoJanaerobicJbacteriajJanJanalysisJofJfaJcasesJandJreviewJofJtheJ
literatureXJEuropeangJournalgofgClinicalgMicrobiologygandgInfectiousgDiseasesVJ2014VJccVJaceeWfd 5.3 65

191 qbnormalJweightJgainJandJgutJmicrobiotaJmodificationsJareJsideJeffectsJofJlongWtermJdoxycyclineJ
andJhydroxychloroquineJtreatmentXJAntimicrobialgAgentsgandgChemotherapyVJ2014VJehVJccdbWg 5.9 65

190 uvolutionJfromJacuteJ–JfeverJtoJendocarditisJisJassociatedJwithJunderlyingJvalvulopathyJandJageJ
andJcanJbeJpreventedJbyJprolongedJantibioticJtreatmentXJClinicalgInfectiousgDiseasesVJ2013VJegVJhcfWdd 11.6 64

189 NonJcontiguousWfinishedJgenomeJsequenceJandJdescriptionJofJracillusJtimonensisJspXJnovXJ
StandardsgingGenomicgSciencesVJ2012VJfVJcdfWee 62

188 vWvtwJbrainJ”u«JhypometabolismJinJpostW qR Wso»WbJinfectionjJsubstrateJforJpersistentZdelayedJ
disordersoXJEuropeangJournalgofgNucleargMedicinegandgMoleculargImagingVJ2021VJdhVJeibWeie 8.8 62

187 LactobacillusJrhamnosusJbacteremiajJanJemergingJclinicalJentityXJEuropeangJournalgofgClinicalg
MicrobiologygandgInfectiousgDiseasesVJ2012VJcaVJbdfiWh0 5.3 61

186 rWcellJnonWxodgkinJlymphomaJlinkedJtoJsoxiellaJburnetiiXJBloodVJ2016VJabgVJaacWba 2.2 61

185 sytomegalovirusJandJherpesJsimplexJvirusJeffectJonJtheJprognosisJofJmechanicallyJventilatedJ
patientsJsuspectedJtoJhaveJventilatorWassociatedJpneumoniaXJPLoSgONEVJ2012VJgVJeeacd0 3.7 59

(2012-2013)
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184
tramaticJreductionJinJslostridiumJdifficileJribotypeJ0bgWassociatedJmortalityJwithJearlyJfecalJ
transplantationJbyJtheJnasogastricJroutejJaJpreliminaryJreportXJEuropeangJournalgofgClinicalg
MicrobiologygandgInfectiousgDiseasesVJ2015VJcdVJaeigWf0a

5.3 57

183 slinicalJefficacyJofJchloroquineJderivativesJinJs“»ytWaiJinfectionjJcomparativeJmetaWanalysisJ
betweenJtheJbigJdataJandJtheJrealJworldXJNewgMicrobesgandgNewgInfectionsVJ2020VJchVJa00g0i 4.1 48

182 RepertoireJofJhumanJbreastJandJmilkJmicrobiotajJaJsystematicJreviewXJFuturegMicrobiologyVJ2019VJ
adVJfbcWfda 2.9 46

181 slinicalJveaturesJandJsomplicationsJofJsoxiellaJburnetiiJynfectionsJvromJtheJvrenchJNationalJ
ReferenceJsenterJforJ–JveverXJJAMAgNetworkgOpenVJ2018VJaVJeahaeh0 10.4 46

180 NewJinsightsJinJgutJmicrobiotaJandJmucosalJimmunityJofJtheJsmallJintestineXJHumangMicrobiomeg
JournalVJ2018VJgWhVJbcWcb 5.6 45

179 vaecalJmicrobiotaJtransplantationJforJstoolJdecolonizationJofJ“èqWdhJcarbapenemaseWproducingJ
KlebsiellaJpneumoniaeXJJournalgofgHospitalgInfectionVJ2015VJi0VJagcWd 6.9 45

178 –JfeverJandJpregnancyjJdiseaseVJpreventionVJandJstrainJspecificityXJEuropeangJournalgofgClinicalg
MicrobiologygandgInfectiousgDiseasesVJ2013VJcbVJcfaWh 5.3 45

177 MicrobialJculturomicsJunravelsJtheJhalophilicJmicrobiotaJrepertoireJofJtableJsaltjJdescriptionJofJspXJ
novXJMicrobialgEcologygingHealthgandgDiseaseVJ2016VJbgVJcb0di 44

176 ymportedJLoaJloaJfilariasisjJthreeJcasesJandJaJreviewJofJcasesJreportedJinJnonWendemicJcountriesJinJ
theJpastJbeJyearsXJInternationalgJournalgofgInfectiousgDiseasesVJ2012VJafVJefdiWfb 10.5 43

175 wutJmicrobiotaJassociatedJwithJxy»JinfectionJisJsignificantlyJenrichedJinJbacteriaJtolerantJtoJoxygenXJ
BMJgOpengGastroenterologyVJ2016VJcVJe0000h0 3.9 42

174 LactobacillusJreuteriJandJuscherichiaJcoliJinJtheJhumanJgutJmicrobiotaJmayJpredictJweightJgainJ
associatedJwithJvancomycinJtreatmentXJNutritiongandgDiabetesVJ2013VJcVJehg 4.7 42

173 «heJnasopharyngealJmicrobiotaJinJpatientsJwithJviralJrespiratoryJtractJinfectionsJisJenrichedJinJ
bacterialJpathogensXJEuropeangJournalgofgClinicalgMicrobiologygandgInfectiousgDiseasesVJ2018VJcgVJagbeWagcc5.3 41

172 NaturalJhistoryJofJs“»ytWaiJandJtherapeuticJoptionsXJExpertgReviewgofgClinicalgImmunologyVJ2020VJ
afVJaaeiWaahd 5.1 41

171 qsymptomaticJhypoxiaJinJs“»ytWaiJisJassociatedJwithJpoorJoutcomeXJInternationalgJournalgofg
InfectiousgDiseasesVJ2021VJa0bVJbccWbch 10.5 41

170 RomboutsiaJtimonensisVJaJnewJspeciesJisolatedJfromJhumanJgutXJNewgMicrobesgandgNewgInfectionsVJ
2016VJabVJfWg 4.1 35

169 ymmunoglobulinJwJanticardiolipinJantibodiesJandJprogressionJtoJ–JfeverJendocarditisXJClinicalg
InfectiousgDiseasesVJ2013VJegVJegWfd 11.6 32

168  altJinJstoolsJisJassociatedJwithJobesityVJgutJhalophilicJmicrobiotaJandJqkkermansiaJmuciniphilaJ
depletionJinJhumansXJInternationalgJournalgofgObesityVJ2019VJdcVJhfbWhga 5.5 32

167 sultureWnegativeJprostheticJjointJarthritisJrelatedJtoJsoxiellaJburnetiiXJAmericangJournalgofgMedicineVJ
2014VJabgVJghfXegWghfXea0 2.4 31
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166 ahvWvtwJ”u«Zs«JasJaJcentralJtoolJinJtheJshiftJfromJchronicJ–JfeverJtoJsoxiellaJburnetiiJpersistentJ
focalizedJinfectionjJqJconsecutiveJcaseJseriesXJMedicinegpUnitedgStatesrVJ2016VJieVJedbhg 1.8 30

165 ReevaluationJofJtheJriskJofJfetalJdeathJandJmalformationJafterJ–JveverXJClinicalgInfectiousgDiseasesVJ
2014VJeiVJbefWf0 11.6 30

164  ubcutaneousJinfectionJwithJtirofilariaJimmitisJnematodeJinJhumanVJvranceXJEmerginggInfectiousg
DiseasesVJ2013VJaiVJagaWb 10.2 28

163 tevelopmentJandJvalidationJofJaJmicroarrayJforJtheJinvestigationJofJtheJsqôymesJencodedJbyJtheJ
humanJgutJmicrobiomeXJPLoSgONEVJ2013VJhVJehd0cc 3.7 28

162 LinkingJgutJredoxJtoJhumanJmicrobiomeXJHumangMicrobiomegJournalVJ2018VJa0VJbgWcb 5.6 28

161 qntiphospholipidJqntibodyJ yndromeJàithJ»alvularJ»egetationsJinJqcuteJ–JveverXJClinicalg
InfectiousgDiseasesVJ2016VJfbVJecgWdd 11.6 26

160 sultureJofJMethanogenicJqrchaeaJfromJxumanJsolostrumJandJMilkXJScientificgReportsVJ2019VJiVJahfec 4.9 26

159 MolecularJidentificationJofJpathogenicJbacteriaJinJescharsJfromJacuteJfebrileJpatientsVJ enegalXJ
AmericangJournalgofgTropicalgMedicinegandgHygieneVJ2014VJiaVJa0aeWi 3.2 25

158 MarseillevirusJinJlymphomajJaJgiantJinJtheJlymphJnodeXJLancetgInfectiousgDiseasesugTheVJ2016VJafVJebbeWebcd25.5 25

157 wutJMicrobiotaJqlterationJisJsharacterizedJbyJaJ”roteobacteriaJandJvusobacteriaJrloomJinJ
KwashiorkorJandJaJracteroidetesJ”aucityJinJMarasmusXJScientificgReportsVJ2019VJiVJi0hd 4.9 24

156 NoJ uchJ«hingJasJshronicJ–JveverXJEmerginggInfectiousgDiseasesVJ2017VJbcVJhefWheg 10.2 23

155 s“»ytWaiJreWinfectionXJEuropeangJournalgofgClinicalgInvestigationVJ2021VJeaVJeacecg 4.6 22

154 uxpressionJofJqsubVJ olubleJqsubVJqngiotensinJyVJqngiotensinJyyJandJqngiotensinWRaWgSJysJModulatedJ
inJs“»ytWaiJ”atientsXJFrontiersgingImmunologyVJ2021VJabVJfbegcb 8.4 22

153
«heJgenomeJofJsoxiellaJburnetiiJôc0eeVJaJcloneJlinkedJtoJtheJNetherlandsJ–JfeverJoutbreaksVJ
providesJevidenceJforJtheJroleJofJdriftJinJtheJemergenceJofJepidemicJclonesXJComparativeg
ImmunologyugMicrobiologygandgInfectiousgDiseasesVJ2014VJcgVJbhaWh

2.6 21

152 ymbalanceJofJcirculatingJmonocyteJsubsetsJandJ”tWaJdysregulationJinJ–JfeverJendocarditisjJtheJroleJ
ofJyLWa0JinJ”tWaJmodulationXJPLoSgONEVJ2014VJiVJea0gecc 3.7 21

151 yntroductionJintoJtheJMarseilleJgeographicalJareaJofJaJmildJ qR Wso»WbJvariantJoriginatingJfromJ
subW aharanJqfricajJqnJinvestigationalJstudyXJTravelgMedicinegandgInfectiousgDiseaseVJ2021VJd0VJa0aih0 8.4 21

150
vaecalJmicrobiotaJtransplantationJshortensJtheJcolonisationJperiodJandJallowsJreWentryJofJpatientsJ
carryingJcarbapenamaseWproducingJbacteriaJintoJmedicalJcareJfacilitiesXJInternationalgJournalgofg
AntimicrobialgAgentsVJ2019VJecVJceeWcfa

14.3 21

149 ReductionJinJincidenceJofJ–JfeverJendocarditisjJbgJyearsJofJexperienceJofJaJnationalJreferenceJ
centerXJJournalgofgInfectionVJ2014VJfhVJadaWh 18.9 20

(2014-2016)
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148 «otallyJresistantJtuberculosisjJwillJantileprosyJdrugsJbeJhelpfuloXJInternationalgJournalgofg
AntimicrobialgAgentsVJ2013VJdbVJehdWe 14.3 20

147 ”ersistenceJofJtNqJinJaJcuredJpatientJandJpositiveJcultureJinJcasesJwithJlowJantibodyJlevelsJbringJ
intoJquestionJdiagnosisJofJ–JfeverJendocarditisXJJournalgofgClinicalgMicrobiologyVJ2013VJeaVJc0abWg 9.7 20

146 uxtensiveJculturomicsJofJhJhealthyJsamplesJenhancesJmetagenomicsJefficiencyXJPLoSgONEVJ2019VJadVJe0bbcedc3.7 19

145 vournierellaJmassiliensisJgenXJnovXVJspXJnovXVJaJnewJhumanWassociatedJmemberJofJtheJfamilyJ
RuminococcaceaeXJInternationalgJournalgofgSystematicgandgEvolutionarygMicrobiologyVJ2017VJfgVJacicWacii2.2 19

144  peciesJandJstrainJspecificityJofJLactobacillusJprobioticsJeffectJonJweightJregulationXJMicrobialg
PathogenesisVJ2013VJeeVJebWd 3.8 18

143 «heJroleJofJtheJmanipulationJofJtheJgutJmicrobiotaJinJobesityXJCurrentgInfectiousgDiseasegReportsVJ
2013VJaeVJbeWc0 3.9 18

142 aJnewJspeciesJidentifiedJfromJhumanJstoolJfromJanJobeseJpatientJafterJbariatricJsurgeryXJNewg
MicrobesgandgNewgInfectionsVJ2016VJadVJefWeg 4.1 18

141 uvaluatingJtheJserologicalJstatusJofJs“»ytWaiJpatientsJusingJanJindirectJimmunofluorescentJassayVJ
vranceXJEuropeangJournalgofgClinicalgMicrobiologygandgInfectiousgDiseasesVJ2021VJd0VJcfaWcga 5.3 18

140
tescriptionJofJMediterraneibacterJmassiliensisVJgenXJnovXVJspXJnovXVJaJnewJgenusJisolatedJfromJtheJ
gutJmicrobiotaJofJanJobeseJpatientJandJreclassificationJofJRuminococcusJfaecisVJRuminococcusJ
lactarisVJRuminococcusJtorquesVJRuminococcusJgnavusJandJslostridiumJglycyrrhizinilyticumJasJ
MediterraneibacterJfaecisJcombXJnovXVJMediterraneibacterJlactarisJcombXJnovXVJMediterraneibacterJ
torquesJcombXJnovXVJMediterraneibacterJgnavusJcombXJnovXJandJMediterraneibacterJ
glycyrrhizinilyticusJcombXJnovXJAntoniegVangLeeuwenhoekVJ2018VJaaaVJba0gWbabh

2.1 18

139 MelioidosisJasJaJtravelWassociatedJinfectionjJsaseJreportJandJreviewJofJtheJliteratureXJTravelg
MedicinegandgInfectiousgDiseaseVJ2015VJacVJcfgWha 8.4 17

138 NonWcontiguousJfinishedJgenomeJsequenceJandJdescriptionJofJ“ceanobacillusJmassiliensisJspXJnovXJ
StandardsgingGenomicgSciencesVJ2013VJiVJcg0Whd 17

137
shildrenJaccountJforJaJsmallJproportionJofJdiagnosesJofJ qR Wso»WbJinfectionJandJdoJnotJexhibitJ
greaterJviralJloadsJthanJadultsXJEuropeangJournalgofgClinicalgMicrobiologygandgInfectiousgDiseasesVJ
2020VJciVJaihcWaihg

5.3 17

136 rlautiaJmassiliensisJspXJnovXVJisolatedJfromJaJfreshJhumanJfecalJsampleJandJemendedJdescriptionJofJ
theJgenusJrlautiaXJAnaerobeVJ2017VJdcVJdgWee 2.8 16

135 «heJqntioxidantsJwlutathioneVJqscorbicJqcidJandJUricJqcidJMaintainJrutyrateJ”roductionJbyJxumanJ
wutJslostridiaJinJ«heJ”resenceJofJ“xygenJynJ»itroXJScientificgReportsVJ2020VJa0VJgg0e 4.9 16

134 sontributionJofJ»ita”sRJ qR Wso»WbJtoJtheJemergencyJdiagnosisJofJs“»ytWaiXJJournalgofgClinicalg
VirologyVJ2020VJaccVJa0dfhb 14.5 16

133 «hrombosisJandJantiphospholipidJantibodyJsyndromeJduringJacuteJ–JfeverjJqJcrossWsectionalJstudyXJ
MedicinegpUnitedgStatesrVJ2017VJifVJegegh 1.8 15

132 RiseJofJMicrobialJsulturomicsjJNoncontiguousJvinishedJwenomeJ equenceJandJtescriptionJofJ
reduiniJmassiliensisJgenXJnovXVJspXJnovXJOMICSgAgJournalgofgIntegrativegBiologyVJ2015VJaiVJgffWgf 3.8 15

131  epticJarthritisJofJtheJhipJwithJ”ropionibacteriumJavidumJbacteremiaJafterJintraarticularJtreatmentJ
forJhipJosteoarthritisXJJointgBonegSpineVJ2008VJgeVJcefWh 2.9 15
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130 LetterJtoJtheJeditorXJwroupJqJstreptococcalJinfectionsJduringJtheJseasonalJinfluenzaJoutbreakJ
b0a0ZaaJinJ outhJuastJunglandXJEurosurveillanceVJ2011VJafVJ 19.8 15

129 shronicJqJveverJdetectionJinJtheJNetherlandsXJClinicalgInfectiousgDiseasesVJ2011VJecVJaag0Wa 11.6 14

128 MolecularJtetectionJofJvastidiousJandJsommonJracteriaJasJàellJasJ”lasmodiumJsppXJinJvebrileJandJ
qfebrileJshildrenJinJvrancevilleVJwabonXJAmericangJournalgofgTropicalgMedicinegandgHygieneVJ2015VJibVJibfWcb3.2 13

127 NewJinsightsJinJinfectionjJdiagnosisJandJtherapeuticJupdateXJExpertgReviewgofgAntivInfectivegTherapyVJ
2020VJahVJgeWhf 5.5 13

126  qR Wso»WbJynfectivityJandJ everityJofJs“»ytWaiJqccordingJtoJ qR Wso»WbJ»ariantsjJsurrentJ
uvidenceXJJournalgofgClinicalgMedicineVJ2021VJa0VJ 5.1 13

125 QuisenbergiellaJmassiliensisQVJaJnewJspeciesJisolatedJfromJhumanJstoolJcollectedJafterJbariatricJ
surgeryXJNewgMicrobesgandgNewgInfectionsVJ2016VJacVJaeWf 4.1 13

124 genXJnovXVJspXJnovXVJspXJnovXVJspXJnovXVJspXJnovXJandJspXJnovXVJisolatedJfromJstoolJsamplesJofJ
undernourishedJqfricanJchildrenXJNewgMicrobesgandgNewgInfectionsVJ2017VJagVJhdWhh 4.1 12

123 “steoarticularJmanifestationsJofJ–JfeverjJaJcaseJseriesJandJliteratureJreviewXJClinicalgMicrobiologyg
andgInfectionVJ2018VJbdVJiabWiac 9.5 12

122 ”ublicationJbiasesJinJprobioticsXJEuropeangJournalgofgEpidemiologyVJ2012VJbgVJhheWf 12.1 12

121 LatentJ–JfeverJendocarditisJinJpatientsJundergoingJroutineJvalveJsurgeryXJJournalgofgHeartgValveg
DiseaseVJ2014VJbcVJgceWdc 12

120 “ropharyngealJandJnasopharyngealJdecontaminationJwithJchlorhexidineJgluconateJinJlungJcancerJ
surgeryjJaJrandomizedJclinicalJtrialXJIntensivegCaregMedicineVJ2018VJddVJeghWehg 14.5 11

119 NoncontiguousJfinishedJgenomeJsequenceJandJdescriptionJofJ”aenibacillusJihumiiJspXJnovXJstrainJ
q«eXJNewgMicrobesgandgNewgInfectionsVJ2016VJa0VJadbWe0 4.1 11

118 MetaWanalysisJonJefficacyJofJamoxicillinJinJuncomplicatedJsevereJacuteJmalnutritionXJMicrobialg
PathogenesisVJ2017VJa0fVJgfWgg 3.8 11

117 qnalysisJofJ qR Wso»WbJ»ariantsJvromJbdVahaJ”atientsJuxemplifiesJtheJRoleJofJwlobalizationJandJ
ôoonosisJinJ”andemicsXXJFrontiersgingMicrobiologyVJ2021VJabVJghfbcc 5.7 11

116 «heJrutyrogenicJandJLacticJracteriaJofJtheJwutJMicrobiotaJtetermineJtheJ“utcomeJofJqllogenicJ
xematopoieticJsellJ«ransplantXJFrontiersgingMicrobiologyVJ2020VJaaVJafdb 5.7 11

115 spXJnovXVJaJsuccinateWproducingJbacteriumJisolatedJfromJhumanJstoolJfromJanJobeseJpatientJafterJ
bariatricJsurgeryXJNewgMicrobesgandgNewgInfectionsVJ2019VJbiVJa00e0h 4.1 10

114 vaecalJmicrobiotaJtransplantationJasJsalvageJtherapyJforJfulminantJslostridiumJdifficileJinfectionsXJ
InternationalgJournalgofgAntimicrobialgAgentsVJ2015VJdfVJbbgWh 14.3 10

113 traftJgenomeJsequenceJofJsoxiellaJburnetiiJtogJUtadVJaJstrainJisolatedJfromJaJdogWrelatedJ
outbreakJofJ–JfeverXJNewgMicrobesgandgNewgInfectionsVJ2014VJbVJacfWg 4.1 10

(2014-2011)
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112 –ueryJrectalJbleedingXJLancetugTheVJ2012VJch0VJddf 40 10

111 RelapsingJuveitisJandJopticJneuritisJdueJtoJchronicJ–JfeverXJBritishgJournalgofgOphthalmologyVJ2011VJ
ieVJa0bfWgVJa0chWi 5.5 10

110
LowJantibodiesJtiterJandJserologicalJcrossWreactionJbetweenJsoxiellaJburnetiiJandJLegionellaJ
pneumophilaJchallengeJtheJdiagnosisJofJmediastinitisVJanJemergingJ–JfeverJclinicalJentityXJInfectionVJ
2017VJdeVJiaaWiae

5.8 9

109 MolecularJidentificationJofJrorreliaJcrociduraeJinJaJpatientJreturningJfromJ enegalXJBMJgCaseg
ReportsVJ2009VJb00iVJ 0.9 9

108 ydentificationJofJdengueJtypeJbJvirusJinJfebrileJtravellersJreturningJfromJrurkinaJvasoJtoJvranceVJ
relatedJtoJanJongoingJoutbreakVJ“ctoberJtoJNovemberJb0afXJEurosurveillanceVJ2016VJbaVJ 19.8 9

107 “lfactoryJandJgustativeJdisordersJforJtheJdiagnosisJofJs“»ytWaiXJTravelgMedicinegandgInfectiousg
DiseaseVJ2020VJcgVJa0ahge 8.4 9

106 slinicalJevidenceJofJtheJroleJofJMethanobrevibacterJsmithiiJinJsevereJacuteJmalnutritionXJScientificg
ReportsVJ2021VJaaVJedbf 4.9 9

105 “ldJantimicrobialsJandJwramWpositiveJcocciJthroughJtheJexampleJofJinfectiveJendocarditisJandJboneJ
andJjointJinfectionsXJInternationalgJournalgofgAntimicrobialgAgentsVJ2017VJdiVJeehWefd 14.3 8

104 qJcaseJofJgiantJcellJarteritisJassociatedJwithJcultureWprovenJsoxiellaJburnetiiJaortitisXJInternationalg
JournalgofgInfectiousgDiseasesVJ2018VJfiVJe0Wed 10.5 8

103  ulfonamideJresistanceJinJaJdisseminatedJinfectionJcausedJbyJNocardiaJwallaceijJaJcaseJreportXJ
JournalgofgMedicalgCasegReportsVJ2013VJgVJa0c 1.2 8

102 slostridiumJtetaniJosteitisJwithoutJtetanusXJEmerginggInfectiousgDiseasesVJ2014VJb0VJaegaWc 10.2 8

101 “ccamQsJrazorJandJprobioticsJactivityJonJListeriaJmonocytogenesXJProceedingsgofgthegNationalg
AcademygofgSciencesgofgthegUnitedgStatesgofgAmericaVJ2013VJaa0VJua 11.5 8

100 inJtromedaryJsamelsJRSjJqJ”ossibleJ«hreatJforJxumansJandJLivestockJinJNorthJqfricaJandJtheJNearJ
andJMiddleJuastoXJFrontiersgingVeterinarygScienceVJ2020VJgVJeehdha 3.1 8

99  alivetteVJaJrelevantJsalivaJsamplingJdeviceJforJ qR Wso»WbJdetectionXJJournalgofgOralgMicrobiologyVJ
2021VJacVJaib0bbf 6.3 8

98  ternoclavicularJjointJinfectionJcausedJbyJsoxiellaJburnetiijJaJcaseJreportXJJournalgofgMedicalgCaseg
ReportsVJ2016VJa0VJaci 1.2 7

97 vromJuxpertJ”rotocolsJtoJ tandardizedJManagementJofJynfectiousJtiseasesXJClinicalgInfectiousg
DiseasesVJ2017VJfeVJ abW ai 11.6 7

96 wenomeJofJaJchronicJosteitisWcausingJslostridiumJtetaniXJNewgMicrobesgandgNewgInfectionsVJ2014VJbVJbeWf 4.1 7

95
 martwatchJulectrocardiogramJandJqrtificialJyntelligenceJforJqssessingJsardiacWRhythmJ afetyJofJ
trugJ«herapyJinJtheJs“»ytWaiJ”andemicXJ«heJ–«WlogsJstudyXJInternationalgJournalgofgCardiologyVJ
2021VJccaVJcccWcci

3.2 7

Matthieu Million
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94 rutyricimonasJphoceensisJspXJnovXVJaJnewJanaerobicJspeciesJisolatedJfromJtheJhumanJgutJ
microbiotaJofJaJvrenchJmorbidlyJobeseJpatientXJNewgMicrobesgandgNewgInfectionsVJ2016VJadVJchWdh 4.1 7

93
slinicalJoutcomesJinJpatientsJinfectedJwithJdifferentJ qR Wso»WbJvariantsJatJoneJhospitalJduringJ
threeJphasesJofJtheJs“»ytWaiJepidemicJinJMarseilleVJvranceXJInfectionugGeneticsgandgEvolutionVJ2021VJ
ieVJa0e0ib

4.5 7

92 qcuteJ–JveverJundocarditisjJqJ”aradigmJ hiftJvollowingJtheJ ystematicJUseJofJ«ransthoracicJ
uchocardiographyJturingJqcuteJ–JveverXJClinicalgInfectiousgDiseasesVJ2019VJfiVJaihgWaiie 11.6 6

91 qnaerococcusJrubiinfantisJspXJnovXVJisolatedJfromJtheJgutJmicrobiotaJofJaJ enegaleseJinfantJwithJ
severeJacuteJmalnutritionXJAnaerobeVJ2016VJd0VJheWid 2.8 6

90 yntroductionJtoJMeasurementJofJqvidityJofJqntiWsoxiellaJburnetiiJygwJinJtiagnosisJofJ–JveverXJ
JournalgofgClinicalgMicrobiologyVJ2019VJegVJ 9.7 6

89 uvaluatingJtheJserologicalJstatusJofJs“»ytWaiJpatientsJusingJanJindirectJimmunofluorescentJassayVJvrance 6

88 ymportedJextensivelyJdrugWresistantJMycobacteriumJtuberculosisJreijingJgenotypeVJMarseillesVJ
vranceVJb0aaXJEurosurveillanceVJ2011VJafVJ 19.8 6

87 tifferenceJbetweenJkwashiorkorJandJmarasmusjJsomparativeJmetaWanalysisJofJpathogenicJ
characteristicsJandJimplicationsJforJtreatmentXJMicrobialgPathogenesisVJ2021VJae0VJa0dg0b 3.8 6

86 virstJcasesJofJinfectionJwithJtheJbaLZrqXbJ“micronJvariantJinJMarseilleVJvranceXXJJournalgofgMedicalg
VirologyVJ2022VJ 19.7 6

85 NoncontiguousJfinishedJgenomeJsequenceJandJdescriptionJofJspXJnovXJisolatedJfromJtheJhumanJ
stomachXJNewgMicrobesgandgNewgInfectionsVJ2017VJaeVJggWhh 4.1 5

84 NoncontiguousJfinishedJgenomeJsequenceJandJdescriptionJofJgenXJnovXVJspXJnovXVJaJnewJmemberJofJ
theJfamilyJisolatedJfromJhumanJcolonXJNewgMicrobesgandgNewgInfectionsVJ2018VJbaVJa0eWaaf 4.1 5

83 sentralJandJperipheralJneurotoxicityJofJmetronidazoleJafterJtreatmentJforJbrainJabscessXJActag
NeurochirurgicaVJ2011VJaecVJbdiaWb 3 5

82 LowWdoseJchestJs«JforJdiagnosingJandJassessingJtheJextentJofJlungJinvolvementJofJ qR Wso»WbJ
pneumoniaJusingJaJsemiJquantitativeJscoreXJPLoSgONEVJ2020VJaeVJe0bdad0g 3.7 5

81 qcuteJ–JveverJsaseJtetectionJamongJqcuteJvebrileJyllnessJ”atientsVJ«hailandVJb00bWb00eXJAmericang
JournalgofgTropicalgMedicinegandgHygieneVJ2018VJihVJbebWbeg 3.2 5

80 MetagenomicJqnalysisJofJMicrodissectedJ»alvularJ«issueJforJutiologicalJtiagnosisJofJrloodJ
sultureWNegativeJundocarditisXJClinicalgInfectiousgDiseasesVJ2020VJg0VJbd0eWbdab 11.6 5

79 rouillabaisseJorJvishJ oupjJ«heJLimitationsJofJMetaWanalysisJsonfrontedJtoJtheJynconsistencyJofJ
vecalJMicrobiotaJ«ransplantationJ tudiesXJClinicalgInfectiousgDiseasesVJ2020VJg0VJbded 11.6 5

78 soWinfectionJofJ qR Wso»WbJandJinfluenzaJvirusesjJqJsystematicJreviewJandJmetaWanalysisXXJJournalg
ofgClinicalgVirologygPlusVJ2021VJaVJa000cf 5

77 sultureJandJidentificationJofJaJâ��teltamicronâ��J qR Wso»WbJinJaJthreeJcasesJclusterJinJsouthernJvrance 5

(-2016)

9



76 qntiphospholipidJantibodiesJproposedJinJtheJdiagnosisJofJinfectiveJendocarditisXJEuropeangJournalg
ofgClinicalgMicrobiologygandgInfectiousgDiseasesVJ2017VJcfVJaaeiWaafb 5.3 4

75 QNegativicoccusJmassiliensisQVJaJnewJspeciesJidentifiedJfromJhumanJstoolJfromJanJobeseJpatientJ
afterJbariatricJsurgeryXJNewgMicrobesgandgNewgInfectionsVJ2016VJacVJdcWd 4.1 4

74 ReplyJtoJKampschreurJetJalXJClinicalgInfectiousgDiseasesVJ2014VJehVJddgWh 11.6 4

73 virstJcasesJofJinfectionJwithJtheJbaLZrqXbJ“micronJvariantJinJMarseilleVJvrance 4

72 qnalysisJofJ qR Wso»WbJvariantsJfromJbdVahaJpatientsJexemplifiesJtheJroleJofJglobalisationJandJ
zoonosisJinJpandemics 4

71 yncidenceJandJ“utcomeJofJsoinfectionsJwithJ qR Wso»WbJandJRhinovirusXXJVirusesVJ2021VJacVJ 6.2 4

70 NoncontiguousJfinishedJgenomeJsequenceJandJdescriptionJofJspXJnovXVJaJnewJanaerobicJspeciesJ
isolatedJfromJhumanJgutJinfectedJbyXJNewgMicrobesgandgNewgInfectionsVJ2017VJaeVJaagWabg 4.1 3

69 qntibioticJprophylaxisJofJendocarditisXJLancetgInfectiousgDiseasesugTheVJ2016VJafVJggcWggd 25.5 3

68 NoncontiguousJfinishedJgenomeJsequenceJandJdescriptionJofJunterococcusJmassiliensisJspXJnovXJ
NewgMicrobesgandgNewgInfectionsVJ2016VJabVJi0We 4.1 3

67 traftJwenomeJandJtescriptionJofJuisenbergiellaJmassiliensisJ trainJq«aajJqJNewJ peciesJysolatedJ
fromJxumanJvecesJqfterJrariatricJ urgeryXJCurrentgMicrobiologyVJ2018VJgeVJabgdWabha 2.4 3

66 «heJpathogenesisJofJtheJantiphospholipidJsyndromeXJNewgEnglandgJournalgofgMedicineVJ2013VJcfhVJbccd 59.2 3

65 ´«»eillonellaJmassiliensis´»VJaJnewJanaerobicJspeciesJisolatedJfromJhumanJcolostrumXJHumang
MicrobiomegJournalVJ2017VJdVJb0Wba 5.6 3

64 genXJnovXVJspXJnovXVJspXJnovXVJspXJnovXVJspXJnovXJandJspXJnovXVJisolatedJfromJstoolJsamplesJofJ
undernourishedJqfricanJchildrenXJNewgMicrobesgandgNewgInfectionsVJ2017VJaiVJchWdb 4.1 3

63 uxploratoryJ tudyJonJqpplicationJofJMqLtyW«“vWM JtoJtetectJ qR Wso»WbJynfectionJinJxumanJ
 alivaXXJJournalgofgClinicalgMedicineVJ2022VJaaVJ 5.1 3

62 ”revalenceJandJriskJfactorsJforJlungJinvolvementJonJlowWdoseJchestJs«JRLts«SJinJaJ
paucisymptomaticJpopulationJofJbdgJpatientsJaffectedJbyJs“»ytWaiXJInsightsgIntogImagingVJ2020VJaaVJaag5.6 3

61 virstJevidenceJofJhumanWtoWdogJtransmissionJofJ qR Wso»WbJrXaXaf0JvariantJinJvranceXJ
TransboundarygandgEmerginggDiseasesVJ2021VJ 4.2 3

60 «axonogenomicsJdescriptionJofJspXJnovXVJspXJnovXJandJspXJnovXVJthreeJnewJspeciesJisolatedJfromJ
humanJstoolsXJNewgMicrobesgandgNewgInfectionsVJ2020VJcgVJa00gah 4.1 3

59 ListeriaJmonocytogenesJinJhumanJmilkJinJMalijJqJpotentialJhealthJemergencyXJJournalgofgInfectionVJ
2020VJh0VJabaWadb 18.9 3

Matthieu Million
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58 uffectJofJhydroxychloroquineJandJazithromycinJonJ qR Wso»WbJclearanceJinJs“»ytWaiJpatientsVJaJ
metaWanalysisXJInternationalgJournalgofgAntimicrobialgAgentsVJ2021VJegVJa0fbd0 14.3 3

57 uarlyJcombinationJtherapyJwithJhydroxychloroquineJandJazithromycinJreducesJmortalityJinJa0VdbiJ
s“»ytWaiJoutpatientsXJReviewsgingCardiovasculargMedicineVJ2021VJbbVJa0fcWa0gb 3.9 3

56 sultureJandJidentificationJofJaJLteltamicronLJ qR Wso»WbJinJaJthreeJcasesJclusterJinJsouthernJ
vranceXXJJournalgofgMedicalgVirologyVJ2022VJ 19.7 3

55 NoncontiguousJfinishedJgenomeJsequenceJandJdescriptionJofJspXJnovXJisolatedJfromJhumanJ
duodenumXJNewgMicrobesgandgNewgInfectionsVJ2017VJafVJcWab 4.1 2

54 genXJnovXVJspXJnovXkJgenXJnovXVJspXJnovXkJgenXJnovXVJspXJnovXJandJspXJnovXJisolatedJfromJbreastJmilkJfromJ
healthyJbreastfeedingJqfricanJwomenXJNewgMicrobesgandgNewgInfectionsVJ2019VJbiVJa00ecg 4.1 2

53 wenomeJsequenceJandJdescriptionJofJgenXJnovXVJspXJnovXVJaJnewJbacterialJgenusJisolatedJfromJ
humanJleftJcolonXJNewgMicrobesgandgNewgInfectionsVJ2019VJbiVJa00eb0 4.1 2

52 RejJchronicJ–WfeverWrelatedJcomplicationsJandJmortalityjJdataJfromJaJnationwideJcohortXJClinicalg
MicrobiologygandgInfectionVJ2019VJbeVJadccWadce 9.5 2

51 wutJdysbiosisJinJsevereJacuteJmalnutritionJisJnotJanJimmaturityjJ«heJirreversibleJ
quantitativeWqualitativeJparadigmJshiftXJHumangMicrobiomegJournalVJ2020VJaeVJa000fg 5.6 2

50 ”ersistentJsoxiellaJburnetiiJcardiovascularJinfectionJonJrentallWteJronoJprosthesisXJEuropeang
JournalgofgClinicalgMicrobiologygandgInfectiousgDiseasesVJ2020VJciVJa00cWa0a0 5.3 2

49 QQJaJnewJanaerobicJbacterialJspeciesJisolatedJfromJtheJmilkJofJaJhealthyJqfricanJmotherXJNewg
MicrobesgandgNewgInfectionsVJ2018VJbaVJabbWabd 4.1 2

48 ywvaJlevelsJinJchildrenJwithJsevereJacuteJmalnutritionJafterJnutritionalJrecoveryjJqJgoodJpredictorJ
forJchildrenQsJlongWtermJhealthJstatusXJEBioMedicineVJ2019VJdeVJiWa0 8.8 2

47 veverJandJeosinophiliaJinJaJreturnedJtravellerXJPostgraduategMedicalgJournalVJ2008VJhdVJfacWd 2 2

46 qnJultraWsensitiveVJultraWfastJwholeJbloodJmonocyteJstafiJassayJforJs“»ytWaiJscreening 2

45  alivaVJaJrelevantJalternativeJsampleJforJ qR Wso»bJdetection 2

44  qR Wso»WbJ”ersistentJ»iralJ heddingJinJtheJsontextJofJxydroxychloroquineWqzithromycinJ
«reatmentXJVirusesVJ2021VJacVJ 6.2 2

43
àholeJgenomeJsequencingJtoJdecipherJtheJvirulenceJphenotypeJofJhypervirulentJKlebsiellaJ
pneumoniaeJresponsibleJforJliverJabscessVJMarseilleVJvranceXJEuropeangJournalgofgClinicalg
MicrobiologygandgInfectiousgDiseasesVJ2021VJd0VJa0gcWa0gg

5.3 2

42 ynvestigationJofJskinJmicrobiotaJrevealsJMycobacteriumJulceransWqspergillusJspXJtransWkingdomJ
communicationXJScientificgReportsVJ2021VJaaVJcggg 4.9 2

41 spXJnovXVJaJhalophilicJbacteriumJisolatedJfromJtheJstoolJofJaJhealthyJchildJinJMaliXJNewgMicrobesgandg
NewgInfectionsVJ2021VJdbVJa00hi0 4.1 2

(2021-2021)
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40 MouthJàashingJympairedJ qR Wso»WbJtetectionJinJ alivaXJDiagnosticsVJ2021VJaaVJ 3.8 2

39 «hrombosesJinJtuberculosisJareJlinkedJtoJantiphosphatidylethanolamineJantibodiesJlevelsjJqJ
crossWsectionalJstudyXJJournalgofgClinicalgTuberculosisgandgOthergMycobacterialgDiseasesVJ2019VJaeVJa000ib2.1 1

38 aJnewJspeciesJidentifiedJfromJhumanJstoolJfromJanJobeseJpatientJbeforeJbariatricJsurgeryXJNewg
MicrobesgandgNewgInfectionsVJ2016VJadVJfgWfh 4.1 1

37 ysolationJofJnewJspeciesJL”eptoniphilusJphoceensisLJfromJhumanJgutXJNewgMicrobesgandgNewg
InfectionsVJ2016VJabVJebWc 4.1 1

36 racterialJsocktailJtoJ«reatJslostridiumJdifficileJynfectionjJ”rimumJNonJNocereXJClinicalgInfectiousg
DiseasesVJ2018VJfgVJagii 11.6 1

35 RelevanceJofJMedicalJrigJtataJqnalysisJtependsJonJslinicalJqccuracyjJ«heJ–JveverJ”aradigmXJ
ClinicalgInfectiousgDiseasesVJ2019VJfhVJafiWag0 11.6 1

34 LaJfiˆ¤vreJ–JenJb0adJjJdˆ'fidiagnostiqueJetJthˆ'rapeutiqueXJRevuegFrancophonegDesgLaboratoiresVJ2014VJ
b0adVJeaWei 0 1

33 MacrophageJactivationJsyndromeJassociatedJwithJcoWtrimoxazoleXJMˆ'decinegEtgMaladiesgInfectieuses
VJ2013VJdcVJabhWc0 4 1

32
LetterJtoJtheJuditorjJNewJguidelinesJaboutJtetanusJvaccinationJschedulesJinJuuropeJshouldJbeJ
evaluatedJwithJcautionkJsommentJonjJ«etanusJvaccinationVJantibodyJpersistenceJandJdecennialJ
boosterjJaJserosurveyJofJuniversityJstudentsJandJatWriskJworkersXJryJrorrellaW»enturiniJetJalXJ
EpidemiologygandgInfectionVJ2017VJadeVJbggiWbgh0

4.3 1

31 ReplyJtoJxeJetJalXJClinicalgInfectiousgDiseasesVJ2014VJeiVJacdgWh 11.6 1

30 –JveverJ2013VJeehWef0 1

29 LongWtermJoutcomeJofJ–JfeverJendocarditisJâ��JquthorsQJreplyXJLancetgInfectiousgDiseasesugTheVJ2011VJ
aaVJhb 25.5 1

28 KlenkiaJterraeJresistantJtoJtNqJextractionJinJgermWfreeJmiceJstoolsJillustratesJtheJextractionJpitfallJ
facedJbyJmetagenomicsXJScientificgReportsVJ2020VJa0VJa0bbh 4.9 1

27 sulturomicsJtisclosesJqntiW«ubercularJunterococciJuxclusiveJofJ”ulmonaryJ«uberculosisjJqJ
”reliminaryJReportXJMicroorganismsVJ2020VJhVJ 4.9 1

26 traftJwenomeJ equenceJofJrlautiaJfaecisJ trainJMarseilleW”cbhVJysolatedJfromJtheJxumanJ
qscendingJsolonXJGenomegAnnouncementsVJ2016VJdVJ 1

25 xydroxychloroquineJvailurejJ«heJundJtoesJNotJzustifyJtheJMeansXJClinicalgInfectiousgDiseasesVJ2021VJ
gbVJedci 11.6 1

24
ResponseJtoJtheJuseJofJhydroxychloroquineJinJcombinationJwithJazithromycinJforJpatientsJwithJ
s“»ytWaiJisJnotJsupportedJbyJrecentJliteratureXJInternationalgJournalgofgAntimicrobialgAgentsVJ2021VJ
egVJa0fbda

14.3 1

23
ReplyJtoJLebeauxJtVJRevestJMXJNoJevidenceJofJclinicalJbenefitsJofJearlyJtreatmentJofJs“»ytWaiJ
patientsJwithJhydroxychloroquineJandJazithromycinXJTravelgMedicinegandgInfectiousgDiseaseVJ2021VJ
ciVJa0aied

8.4 1
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22 RunningJafterJghostsjJareJdeadJbacteriaJtheJdarkJmatterJofJtheJhumanJgutJmicrobiotaoXJGutg
MicrobesVJ2021VJacVJaWab 8.8 1

21 uxpressionJofJqsubJreceptorVJsolubleJqsubVJqngiotensinJyVJqngiotensinJyyJandJqngiotensinJRaWgSVJisJ
modulatedJinJs“»ytWaiJpatients 1

20 LongW«ermJ”ersistenceJofJ“lfactoryJandJwustatoryJtisordersJinJs“»ytWaiJ”atientsXXJFrontiersging
MedicineVJ2022VJiVJgidee0 4.9 1

19  qR Wso»WbJ»accinationJandJ”rotectionJqgainstJslinicalJtiseasejJqJRetrospectiveJ tudyVJ
rouchesWduWRhˆ·neJtistrictVJ outhernJvranceVJb0baXXJFrontiersgingMicrobiologyVJ2021VJabVJgifh0g 5.7 0

18 yntroductionJofJtheJ qR Wso»WbJretaJvariantJfromJsomorosJintoJtheJMarseilleJgeographicalJareaXXJ
TravelgMedicinegandgInfectiousgDiseaseVJ2022VJa0bbgg 8.4 0

17 qJListeriaJmonocytogenesJcloneJinJhumanJbreastJmilkJassociatedJwithJsevereJacuteJmalnutritionJinJ
àestJqfricajJqJmulticentricJcaseWcontrolledJstudyXJPLoSgNeglectedgTropicalgDiseasesVJ2021VJaeVJe000ieee 4.8 0

16 «axonogenomicsJdescriptionJofJspXJnovXVJaJnewJspeciesJisolatedJfromJtheJstoolJsampleXJNewg
MicrobesgandgNewgInfectionsVJ2021VJdbVJa00i0f 4.1 0

15 RejJQuffectJofJhydroxychloroquineJwithJorJwithoutJazithromycinJonJtheJmortalityJofJs“»ytWaiJ
patientsQJbyJvioletJet´ alXJClinicalgMicrobiologygandgInfectionVJ2021VJbgVJacbWacc 9.5 0

14 traftJwenomeJ equenceJofJracillusJvelezensisJ trainJMarseilleW–abc0VJysolatedJfromJaJ toolJ ampleJ
fromJaJ everelyJMalnourishedJshildXJMicrobiologygResourcegAnnouncementsVJ2021VJa0VJe00eadba 1.3 0

13 »alueJandJprognosticJimpactJofJaJdeepJlearningJsegmentationJmodelJofJs“»ytWaiJlungJlesionsJonJ
lowWdoseJchestJs«J2022VJaVJa0000c 0

12 spXJnovXVJaJnewJbacteriumJisolatedJfromJtheJstoolJofJhealthyJqfricanJchildrenXJNewgMicrobesgandg
NewgInfectionsVJ2020VJchVJa00gi0 4.1

11 ynJresponseXJEmerginggInfectiousgDiseasesVJ2013VJaiVJai0e 10.2

10 soxiteJinfectieuseJetJbactˆ'riˆ'mieJˆ J”ropionibacteriumJavidumJaprˆ¤sJinfiltrationJpourJcoxarthroseXJ
RevuegDugRhumatismegpEditiongFrancaiserVJ2008VJgeVJdidWdif 0.1

9
KonateibacterJmassiliensisJgenXJnovXJspXJnovXJandJ”aenibacillusJfaecalisJspXJnovXVJ«woJNewJ peciesJ
ysolatedJfromJtheJ toolJ amplesJofJynfantsJ ufferingJfromJMarasmusXXJCurrentgMicrobiologyVJ2022VJ
giVJfh

2.4

8 spXJnovXVJaJnewJbacteriumJisolatedJfromJstoolJofJhealthyJchildrenJlivingJinJMaliXJNewgMicrobesgandg
NewgInfectionsVJ2020VJcgVJa00g0h 4.1

7 spXJnovXVJaJnewJbacterialJspeciesJisolatedJfromJstoolJsampleJofJanJinhabitantJofJtheJqmazonJregionXJ
NewgMicrobesgandgNewgInfectionsVJ2021VJdbVJa00i00 4.1

6 traftJgenomeJandJdescriptionJofJNegativicoccusJmassiliensisJstrainJMarseilleW”b0hbVJaJnewJspeciesJ
isolatedJfromJtheJgutJmicrobiotaJofJanJobeseJpatientXJAntoniegVangLeeuwenhoekVJ2020VJaacVJiigWa00h 2.1

5
reJsarefulJàithJrigJtatajJReanalysisJofJ”atientJsharacteristicsJandJ“utcomesJofJaaJgbaJ”atientsJ
àithJsoronavirusJtiseaseJb0aiJxospitalizedJqcrossJtheJUnitedJ tatesXJClinicalgInfectiousgDiseasesVJ
2021VJgbVJeibh

11.6

(2021-2021)
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4 uvaluationJofJpainJsusceptibilityJbyJtakingJbloodJpressureJinJpatientsJwithJinfectionsjJqJprospectiveJ
comparativeJstudyXJMedicinegpUnitedgStatesrVJ2021VJa00VJebfeaa 1.8

3 RealJworldJandJhyperJrealityXJTravelgMedicinegandgInfectiousgDiseaseVJ2021VJdcVJa0babb 8.4

2 RejJQtreatmentJofJsoxiellaJburnetiiJendocarditisJwithJhydroxychloroquineQJbyJ tahlJetJalXXJClinicalg
MicrobiologygandgInfectionVJ2022VJ 9.5

1 LifeWyearsJlostJbyJs“»ytWaiJpatientsJinJpublicJhospitalsJofJMarseilleJRq”xMW outhWuasternJvranceSjJ
aJlimitedJdeathJtolljJaJretrospectiveJanalysisXXJBMJgOpenVJ2021VJaaVJe0didge 3

Matthieu Million
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