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14 AnTintraspeciesThybridTfromTtheTIndianTsubcontinentTisTassociatedTwithTanTatypicalTphenotypeTofT
cutaneousTdiseasellTISciencejT2022jTptjTonrwnp 6.1 2

13 CentrinkdeficientTLeishmaniaTmexicanaTconfersTprotectionTagainstTNewTWorldTcutaneousT
leishmaniasisllTNpjsVaccinesjT2022jTvjTrp 9.5 2

12 LeishmaniaTdonovaniThybridisationTandTintrogressionTinTnatureyTaTcomparativeTgenomicT
investigationllTLancetsMicrobe,sThejT2021jTpjTeptnkeptw 22.2 7

11 ATreviewTofTtheTleishmaninTskinTtestyTATneglectedTtestTforTaTneglectedTdiseaselTPLoSsNeglecteds
TropicalsDiseasesjT2021jTotjTennnxtro 4.8 6

10 EvidenceTthatTaTnaturallyToccurringTsingleTnucleotideTpolymorphismTinTtheTRagCTgeneTofTLeishmaniaT
donovaniTcontributesTtoTreducedTvirulencelTPLoSsNeglectedsTropicalsDiseasesjT2021jTotjTennnxnvx 4.8 4

9 CharacterizationTofTaTnewTLeishmaniaTmajorTstrainTforTuseTinTaTcontrolledThumanTinfectionTmodellT
NaturesCommunicationsjT2021jTopjTpot 17.4 15

8 ATsecondTgenerationTleishmanizationTvaccineTwithTaTmarkerlessTattenuatedTLeishmaniaTmajorTstrainT
usingTCRISPRTgeneTeditinglTNaturesCommunicationsjT2020jToojTrsuo 17.4 32

7 ApplicationTofTCRISPRmCasxkMediatedTGenomeTEditingTinTLeishmanialTMethodssinsMolecularsBiologyjT
2020jTpooujToxxkpps 1.4 6

6 ATcompleteTLeishmaniaTdonovaniTreferenceTgenomeTidentifiesTnovelTgeneticTvariationsTassociatedT
withTvirulencelTScientificsReportsjT2018jTwjToutsx 4.9 28

5 DevelopmentTofTaTsandwichTELISATtoTdetectTLeishmaniaTsnSTribosomalTproteinTSopTantigenTfromT
bloodTsamplesTofTvisceralTleishmaniasisTpatientslTBMCsInfectioussDiseasesjT2018jTowjTtnn 4 12

4 OptimizedTCRISPRkCasxTGenomeTEditingTforTandTItsTUseTToTTargetTaTMultigeneTFamilyjTInduceT
ChromosomalTTranslocationjTandTStudyTDNATBreakTRepairTMechanismslTMSpherejT2017jTpjT 5 39

3 MembraneTProteinTComplexTExbBskExbDokTonBoTfromTEscherichiaTcoliTDemonstratesT
ConformationalTPlasticitylTJournalsofsBacteriologyjT2015jToxvjTowvrkwt 3.5 18

2 CharacterizationTofTaTnewTLeishmaniaTmajorTisolateTforTuseTinTaTcontrolledThumanTinfectionTmodel 1

1 EvidenceTthatTinterspeciesTLeishmaniaThybridsTcontributeTtoTchangesTinTdiseaseTpathology 1

Patrick Lypaczewski

2


