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from two alfalfa genotypes. BMC Plant Biology, 2020, 20, 447.

A Genome-Wide Association Stud?: Coupled With a Transcriptomic Analysis Reveals the Genetic Loci

20  and Candidate Genes Governing the Flowering Time in Alfalfa (Medicago sativa L.). Frontiers in Plant 3.6 2
Science, 0, 13, .



