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33 Systematic evaluation of the associations between environmental risk factors and dementia: An
umbrella review of systematic reviews and metaâ€•analyses. Alzheimer's and Dementia, 2017, 13, 406-418. 0.8 196

34 Largeâ€•scale analysis of association between <i>GDF5</i> and <i>FRZB</i> variants and osteoarthritis of
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individuals across multiple ancestries. PLoS ONE, 2018, 13, e0198166. 2.5 94
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73 Diet, body size, physical activityÂ and risk of prostate cancer: An umbrella review of the evidence.
European Journal of Cancer, 2016, 69, 61-69. 2.8 86
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