
Runsheng Chen

ListhofhPublicationshbyhYearhinh
DescendinghOrder

Source:hhttps:yyexalyxcomyauthorvpdfy502315yrunshengvchenvpublicationsvbyvyearxpdf

Version:h2024v04v25h

ThishdocumenthhashbeenhgeneratedhbasedhonhthehpublicationshandhcitationshrecordedhbyhexalyxcomxhForh

thehlatesthversionhofhthishpublicationhlistuhvisiththehlinkhgivenhabovex

ThehthirdhcolumnhishthehimpacthfactorhpIFrhofhthehjournaluhandhthehfourthhcolumnhishthehnumberhofh

citationshofhtheharticlex

203
papers

12,964
citations

50
h-index

111
g-index

209
ext. papers

15,638
ext. citations

8.6
avg, IF

5.8
L-index



k Paper IF Citations

203 ydentificationLandLcharacterizationLofLlongLnonZcodingLRαqLsaripLinLmodulatingLspatialLlearningLandL
memory[[LCellcReportsYL2022YLchYLaa_cih 10.6 0

202 —ongLnoncodingLRαqLqVqαLpromotesLantiviralLinnateLimmunityLbyLinteractingLwithLTRy beLandL
enhancingLtheLtranscriptionLofLvβXβca[LCellcDeathcandcDifferentiationYL2021YLbhYLbi__Zbiae 12.7 5

201 tiscoveryLofLPlasmaL embraneZqssociatedLRαqsLthroughLqPuXZseq[LCellcBiochemistrycandc
BiophysicsYL2021YLgiYLi_eZiag 3.2 1

200 αβαsβtuVfjLanLupdatedLdatabaseLdedicatedLtoLlongLnonZcodingLRαqLannotationLinLbothLanimalsL
andLplants[LNucleiccAcidscResearchYL2021YLdiYLtafeZtaga 20.1 45

199 tatabase´ ResourcesLofLtheLαationalLwenomicsLtataLsenterYLshinaLαationalLsenterLforL
rioinformationLinLb_ba[LNucleiccAcidscResearchYL2021YLdiYLtahZtbh 20.1 84

198 teeplyL iningLaLUniverseLofLPeptidesLuncodedLbyL—ongLαoncodingLRαqs[LMolecularcandcCellularc
ProteomicsYL2021YLb_YLa__a_i 7.6 5

197 shromatinLlncRαqLPlatra_LcontrolsLstemLcellLpluripotencyLbyLcoordinatingLanLintrachromosomalL
regulatoryLnetwork[LGenomecBiologyYL2021YLbbYLbcc 18.3 2

196 SmProtjLqLReliableLRepositoryLwithLsomprehensiveLqnnotationLofLSmallLProteinsLydentifiedLfromL
RibosomeLProfiling[LGenomicsrcProteomicscandcBioinformaticsYL2021YL 6.5 1

195 —Ry–LinteractsLwithLtheL–ug_Z–uh_LheterodimerLenhancingLtheLefficiencyLofLαxuzLrepair[LCellcDeathc
andcDifferentiationYL2020YLbgYLcccgZccec 12.7 9

194 qssociationLofLtheLPolymorphismLrsacbeiif_LinLS—uqRLWithLPredispositionLtoLSystemicL—upusL
urythematosus[LArthritiscandcRheumatologyYL2020YLgbYLiheZiif 9.5 15

193 αPynterLvd[_jLanLintegratedLdatabaseLofLncRαqLinteractions[LNucleiccAcidscResearchYL2020YLdhYLtaf_Ztafe20.1 50

192 SpatialtrjLaLdatabaseLforLspatiallyLresolvedLtranscriptomes[LNucleiccAcidscResearchYL2020YLdhYLtbccZtbcg20.1 16

191 weneticLvariationsLassociatedLwithLlongLnoncodingLRαqs[LEssayscincBiochemistryYL2020YLfdYLhfgZhgc 7.6 0

190 —ncRαqLxRsuwYLregulatedLbyLxtqsaYLinhibitsLcellsLproliferationLandL
epithelialZmesenchymalZtransitionLinLgastricLcancer[LCancercGeneticsYL2020YLbdaYLbeZcc 2.3 7

189 rs—iLprovidesLmultiZcellularLcommunicationLpropertiesLinLcolorectalLcancerLbyLinteractingLwithL
paraspeckleLproteins[LNaturecCommunicationsYL2020YLaaYLai 17.4 13

188 αwZsircosjLnextZgenerationLsircosLforLdataLvisualizationLandLinterpretation[LNARcGenomicscandc
BioinformaticsYL2020YLbYLlqaa_fi 3.7 1

187 qctiveLretrotransposonsLhelpLmaintainLpericentromericLheterochromatinLrequiredLforLfaithfulLcellL
division[LGenomecResearchYL2020YLc_YLaeg_Zaehb 9.7 4
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186 ˛†ZsateninLsafeguardsLtheLgroundLstateLofLmousepluripotencyLbyLstrengtheningLtheLrobustnessLofL
theLtranscriptionalLapparatus[LSciencecAdvancesYL2020YLfYLeabaaeic 14.3 5

185 —inc–LcontributesLtoLbreastLtumorigenesisLbyLpromotingLproliferationLandL
epithelialZtoZmesenchymalLtransition[LJournalcofcHematologycandcOncologyYL2019YLabYLai 22.4 19

184 —ncRαqLxqαtbZqSaLpromotesLliverLcancerLstemLcellLselfZrenewalLviaLr PLsignaling[LEMBOcJournalYL
2019YLchYLea_aaa_ 13 71

183 ProfilingLtheLlongLnoncodingLRαqLinteractionLnetworkLinLtheLregulatoryLelementsLofLtargetLgenesL
byLchromatinLinLsituLreverseLtranscriptionLsequencing[LGenomecResearchYL2019YLbiYLaebaZaecb 9.7 17

182 uRZresidentialLαogoZrLacceleratesLαqv—tZassociatedLxssLmediatedLbyLmetabolicLreprogrammingL
ofLox—t—Llipophagy[LNaturecCommunicationsYL2019YLa_YLccia 17.4 32

181 piRrasejLaLcomprehensiveLdatabaseLofLpiRαqLsequences[LNucleiccAcidscResearchYL2019YLdgYLtageZtah_ 20.1 105

180 —ongLnoncodingLRαqLS RwLregulatesLtrosophilaLmacrochaetesLbyLantagonizingLscuteLthroughL
uUsplVm˛†[LRNAcBiologyYL2019YLafYLdbZec 4.8 3

179 —ncVarjLtecipheringLweneticLVariationsLqssociatedLwithL—ongLαoncodingLwenes[LMethodscinc
MolecularcBiologyYL2019YLahg_YLahiZaih 1.4 2

178 SmProtjLaLdatabaseLofLsmallLproteinsLencodedLbyLannotatedLcodingLandLnonZcodingLRαqLloci[L
BriefingscincBioinformaticsYL2018YLaiYLfcfZfdc 13.4 60

177 XPvLplaysLanLindispensableLroleLinLrelievingLsilverLnanoparticleLinducedLtαqLdamageLstressLinL
humanLcells[LToxicologycLettersYL2018YLbhhYLddZed 4.4 3

176 —ongLnoncodingLRαqLlncxandbLpromotesLliverLrepopulationLviaLcZ etLsignaling[LJournalcofc
HepatologyYL2018YLfiYLhfaZhgb 13.4 23

175 wenomicLandLtranscriptomicLanalysisLofLtheLqsianLhoneybeeLqpisLceranaLprovidesLnovelLinsightsLintoL
honeybeeLbiology[LScientificcReportsYL2018YLhYLhbb 4.9 21

174 qLnovelLantisenseLlongLnoncodingLRαqYLTWySTutL—uqvYLmaintainsLleafLbladeLflatteningLbyL
regulatingLitsLassociatedLsenseLRbRcZ YrLgeneLinLrice[LNewcPhytologistYL2018YLbahYLggdZghh 9.8 34

173 αβαsβtuVejLaLcomprehensiveLannotationLdatabaseLforLlongLnonZcodingLRαqs[LNucleiccAcidsc
ResearchYL2018YLdfYLtc_hZtcad 20.1 276

172 controlsLselfZrenewalLofLembryonicLstemLcellsLviaLactivatingLexpressionLofLtranscriptionLfactor[L
EMBOcJournalYL2018YLcgYL 13 59

171 TtPZdcLregulatesLcancerZassociatedLmicroRαqs[LProteincandcCellYL2018YLiYLhdhZhff 7.2 19

170 tynamicZr jLmultispeciesLtynamicLrody apLdatabaseLfromLtemporalLRαqZseqLdata[LBriefingscinc
BioinformaticsYL2018YLaiYLac_bZac_i 13.4 1

169 TowardLqutomatedLydentificationLofLwlycanLrranchingLPatternsLUsingL ultistageL assL
SpectrometryLwithLyntelligentLPrecursorLSelection[LAnalyticalcChemistryYL2018YLi_YLaddabZaddbb 7.8 14

(2018-2020)
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168 ydentificationLandLfunctionalLcharacterizationLofLintermediateZsizeLnonZcodingLRαqsLinLmaize[LBMCc
GenomicsYL2018YLaiYLgc_ 4.5 6

167 —ongLnoncodingLRαqL—yαs_aahfYLregulatedLbyLTwvZ˛†]S qtcYLinhibitsLmigrationLandLinvasionL
throughLupithelialZ esenchymalZTransitionLinLlungLcancer[LGeneYL2017YLf_hYLaZab 3.8 46

166 ydentificationLandLanalysisLofLintermediateZsizeLnoncodingLRαqsLinLtheLrhesusLmacaqueLfetalLbrain[L
JournalcofcGeneticscandcGenomicsYL2017YLddYLagaZagd 4

165 —ongLnoncodingLRαqLlnc–dmbbLisLrequiredLforLy—scLmaintenanceLbyLinitiationLofLZfpbibLexpression[L
NaturecImmunologyYL2017YLahYLdiiZe_h 19.1 154

164  esenchymalLStemLsellsLPromoteLxepatocarcinogenesisLviaLlncRαqZ UvLynteractionLwithLqαXqbL
andLmiRZcda[LCancercResearchYL2017YLggYLfg_dZfgaf 10.1 148

163 TheLlongLnoncodingLRαqLSαxwaLpromotesLtumorLgrowthLthroughLregulatingLtranscriptionLofLbothL
localLandLdistalLgenes[LOncogeneYL2017YLcfYLfggdZfghc 9.2 60

162 TheL—andscapeLofLViralLuxpressionLRevealsLslinicallyLRelevantLVirusesLwithLPotentialLsapabilityLofL
PromotingL alignancyLinL—owerZwradeLwlioma[LClinicalcCancercResearchYL2017YLbcYLbaggZbahe 12.9 8

161 —ncVarjLaLdatabaseLofLgeneticLvariationLassociatedLwithLlongLnonZcodingLgenes[LBioinformaticsYL2017
YLccYLaabZaah 7.2 29

160 RαqcentraljLaLcomprehensiveLdatabaseLofLnonZcodingLRαqLsequences[LNucleiccAcidscResearchYL2017YL
deYLtabhZtacd 20.1 119

159 —ncRαqafLisLaLpotentialLbiomarkerLforLdiagnosisLofLearlyZstageLlungLcancerLthatLpromotesLcellL
proliferationLbyLregulatingLtheLcellLcycle[LOncotargetYL2017YLhYLghfgZghgg 3.3 23

158 ProboscisLuxtensionLReflexLinL[xoneybee]LwithLβnlyLβneLqntenna[LBiosprotocolYL2017YLgYLebfbd 0.9

157 weneratingLaLlongLtαqLfragmentLofLtheLtargetLncRαqLforLquantitativeLpolymeraseLchainLreactionL
byLcombiningLncRαqZoligosLhybridizationLandLoligosLligation[LJournalcofcBiotechnologyYL2016YLbagYLdaZh 3.7 1

156 riosircos[jsjLanLinteractiveLsircosLzavaScriptLlibraryLforLbiologicalLdataLvisualizationLonLwebL
applications[LBioinformaticsYL2016YLcbYLagd_Zb 7.2 64

155 αβαsβtuLb_afjLanLinformativeLandLvaluableLdataLsourceLofLlongLnonZcodingLRαqs[LNucleiccAcidsc
ResearchYL2016YLddYLtb_cZh 20.1 429

154 somputationalLidentificationLofLpiRαqLtargetsLonLmouseLmRαqs[LBioinformaticsYL2016YLcbYLaag_Zg 7.2 14

153 tR ujLsountZbasedLdifferentialLRαqLmethylationLanalysisLatLsmallLsampleLsizeLscenario[LAnalyticalc
BiochemistryYL2016YLdiiYLaeZbc 3.1 12

152 αβαsβtuvdjLqnnotationLofLαoncodingLRαqsLwithLumphasisLonL—ongLαoncodingLRαqs[LMethodscinc
MolecularcBiologyYL2016YLad_bYLbdcZbed 1.4 25

151 tifferentialLexpressionLofLmiRαqsLrelatedLtoLcasteLdifferentiationLinLtheLhoneyLbeeYLqpisLmellifera[L
ApidologieYL2016YLdgYLdieZe_h 2.3 11
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150 TranscriptionalLprofilingLanalysisLandLfunctionalLpredictionLofLlongLnoncodingLRαqsLinLcancer[L
OncotargetYL2016YLgYLhacaZdb 3.3 45

149 —ncRαqL TazPLfunctionsLasLaLtumorLsuppressorLbyLinteractingLwithLTyqRLtoLmodulateLtheLpecL
pathway[LOncotargetYL2016YLgYLaeghgZh__ 3.3 45

148 αPynterLvc[_jLanLupgradedLdatabaseLofLnoncodingLRαqZassociatedLinteractions[LDatabase:cthec
JournalcofcBiologicalcDatabasescandcCurationYL2016YLb_afYL 5 95

147 —ateralizationLofLgeneLexpressionLinLtheLhoneybeeLbrainLduringLolfactoryLlearning[LScientificcReports
YL2016YLfYLcdgbg 4.9 11

146 TheLlongLnoncodingLRαqLqSαRLregulatesLdegradationLofLrclZbLmRαqLthroughLitsLinteractionLwithL
qUva[LScientificcReportsYL2016YLfYLcbahi 4.9 13

145 SystematicLstudyLofLnovelLlncRαqsLinLdifferentLgastrointestinalLcancerLcells[LDiscoverycMedicineYL
2016YLbaYLaeiZga 2.5 9

144 uxpressionLprofilingLandLfunctionalLpredictionLofLlongLnoncodingLRαqsLinLnasopharyngealL
nonkeratinizingLcarcinoma[LDiscoverycMedicineYL2016YLbaYLbciZe_ 2.5 8

143  yWyLandLpiRαqZmediatedLcleavageLofLmessengerLRαqsLinLmouseLtestes[LCellcResearchYL2015YLbeYLaicZb_g24.7 185

142 TheLlongLnoncodingLRαqLlncTsvgLpromotesLselfZrenewalLofLhumanLliverLcancerLstemLcellsLthroughL
activationLofLWntLsignaling[LCellcStemcCellYL2015YLafYLdacZbe 18 437

141 RαqcentraljLanLinternationalLdatabaseLofLncRαqLsequences[LNucleiccAcidscResearchYL2015YLdcYLtabcZi 20.1 89

140 vunctionalLsharacterizationLofL—ongLαoncodingLRαqL—nc_bc_f_iabLinLxumanL—ungLsarcinomaL
sells[LBiochemistryYL2015YLedYLbhieZi_b 3.2 28

139 —ongLαoncodingLRαqLqtyαRLRegulatesLqdipogenesisLbyLTranscriptionallyLqctivatingLs]urP˛–[LStemc
CellcReportsYL2015YLeYLhefZhfe 8 119

138 βnLbioinformaticLresources[LGenomicsrcProteomicscandcBioinformaticsYL2015YLacYLaZc 6.5 3

137 qLlongLnoncodingLRαqLcriticallyLregulatesLrcrZqblZmediatedLcellularLtransformationLbyLactingLasLaL
competitiveLendogenousLRαq[LOncogeneYL2015YLcdYLagfhZgi 9.2 127

136 wqttdeqLinhibitsLautophagyLbyLregulatingLtheLinteractionLbetweenLrusαaLandLPy–csc[LAutophagyYL
2015YLaaYLbbdgZeh 10.2 17

135 qssociationLofLechocardiographicLleftLventricularLstructureLandLZcdds]TLaldosteroneLsynthaseLgeneL
variantjLqLmetaZanalysis[LJRAAScscJournalcofcthecReninsAngiotensinsAldosteronecSystemYL2015YLafYLhehZga 3 2

134 TranscriptomeLprofilingLofLesophagealLsquamousLcellLcarcinomaLrevealsLaLlongLnoncodingLRαqL
actingLasLaLtumorLsuppressor[LOncotargetYL2015YLfYLag_feZh_ 3.3 37

133 wenomicLfeaturesLandLregulatoryLrolesLofLintermediateZsizedLnonZcodingLRαqsLinLqrabidopsis[L
MolecularcPlantYL2014YLgYLeadZbg 14.4 48

(2014-2016)
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132 somputationalLmethodsLtoLpredictLlongLnoncodingLRαqLfunctionsLbasedLonLcoZexpressionLnetwork[L
MethodscincMolecularcBiologyYL2014YLaahbYLb_iZah 1.4 10

131 qnalysisLofLtheLpec]suPZaLregulatedLnonZcodingLtranscriptomeLinLs[LelegansLbyLanLαSRZseqL
strategy[LProteincandcCellYL2014YLeYLgg_Zhb 7.2 4

130 TheLinfluencesLofLPRwZaLonLtheLexpressionLofLsmallLRαqsLandLmRαqs[LBMCcGenomicsYL2014YLaeYLcba 4.5 3

129 TranscriptomeZwideLanalysisLofLTtPZdcLbindingLsmallLRαqsLidentifiesLmiRZαytaLUmiRZhdheVYLaLnovelL
miRαqLthatLrepressesLαRXαaLexpression[LGenomicsYL2014YLa_cYLgfZhb 4.3 28

128 teepLprofilingLofLtheLnovelLintermediateZsizeLnoncodingLRαqsLinLintraerythrocyticLPlasmodiumL
falciparum[LPLoScONEYL2014YLiYLeibidf 3.7 8

127 —ncRαqLprofileLstudyLrevealsLaLthreeZlncRαqLsignatureLassociatedLwithLtheLsurvivalLofLpatientsLwithL
oesophagealLsquamousLcellLcarcinoma[LGutYL2014YLfcYLag__Za_ 19.2 296

126 αβαsβtuvdjLexploringLtheLworldLofLlongLnonZcodingLRαqLgenes[LNucleiccAcidscResearchYL2014YLdbYLtihZa_c20.1 342

125 piRrasejLaLwebLresourceLassistingLpiRαqLfunctionalLstudy[LDatabase:cthecJournalcofcBiologicalc
DatabasescandcCurationYL2014YLb_adYLbauaa_ 5 98

124 αPynterLvb[_jLanLupdatedLdatabaseLofLncRαqLinteractions[LNucleiccAcidscResearchYL2014YLdbYLta_dZh 20.1 101

123 βneLnovelLlongLnoncodingLRαqLlnca_LinLtrosophila[LJournalcofcGeneticscandcGenomicsYL2014YLdaYLgiZhb 4 6

122 teLnovoLapproachLtoLclassifyLproteinZcodingLandLnoncodingLtranscriptsLbasedLonLsequenceL
composition[LMethodscincMolecularcBiologyYL2014YLaahbYLb_cZg 1.4 4

121 wenomeZwideLidentificationLofLcancerZrelatedLpolyadenylatedLandLnonZpolyadenylatedLRαqsLinL
humanLbreastLandLlungLcellLlines[LSciencecChinacLifecSciencesYL2013YLefYLe_cZab 8.5 1

120 —argeZscaleLstudyLofLlongLnonZcodingLRαqLfunctionsLbasedLonLstructureLandLexpressionLfeatures[L
SciencecChinacLifecSciencesYL2013YLefYLiecZi 8.5 8

119 —ightZinducedLproteinLtranslocationLbyLgeneticallyLencodedLunnaturalLaminoLacidLinLsaenorhabditisL
elegans[LProteincandcCellYL2013YLdYLhhcZf 7.2 3

118 woldLnanoparticleZassistedLprimerLwalkingLforLclosingLtheLhumanLchromosomalLgap[LAnalyticalc
MethodsYL2013YLeYLdgdf 3.2

117 —ongLnonZcodingLRαqsLfunctionLannotationjLaLglobalLpredictionLmethodLbasedLonLbiZcoloredL
networks[LNucleiccAcidscResearchYL2013YLdaYLece 20.1 144

116 teLnovoLpredictionLofLRαqZproteinLinteractionsLfromLsequenceLinformation[LMolecularcBioSystemsYL
2013YLiYLaccZdb 74

115 wenomeLcomparisonsLasLaLtoolLforLantimicrobialLtargetLdiscovery[LMethodscincMolecularcBiologyYL
2013YLiicYLcaZh 1.4
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114 qLglobalLidentificationLandLanalysisLofLsmallLnucleolarLRαqsLandLpossibleLintermediateZsizedL
nonZcodingLRαqsLinLβryzaLsativa[LMolecularcPlantYL2013YLfYLhc_Zdf 14.4 52

113 UtilizingLsequenceLintrinsicLcompositionLtoLclassifyLproteinZcodingLandLlongLnonZcodingLtranscripts[L
NucleiccAcidscResearchYL2013YLdaYLeaff 20.1 879

112 RecipeLforLaLbusyLbeejLmicroRαqsLinLxoneyLreeLcasteLdetermination[LPLoScONEYL2013YLhYLehaffa 3.7 53

111 TheLhumanLmicrobiomejLaLhotLspotLofLmicrobialLhorizontalLgeneLtransfer[LGenomicsYL2012YLa__YLbfeZg_ 4.3 79

110 qLdifferentialLsequencingZbasedLanalysisLofLtheLs[LelegansLnoncodingLtranscriptome[LRnaYL2012YLahYLfbfZci5.8 10

109 RegulatoryLelementsLofLsaenorhabditisLelegansLribosomalLproteinLgenes[LBMCcGenomicsYL2012YLacYLdcc 4.5 6

108 yntegratedLsequenceZstructureLmotifsLsufficeLtoLidentifyLmicroRαqLprecursors[LPLoScONEYL2012YLgYLecbgig3.7 26

107 ydentificationLofLintermediateZsizeLnonZcodingLRαqsLinvolvedLinLtheLUVZinducedLtαqLdamageL
responseLinLs[Lelegans[LPLoScONEYL2012YLgYLedh_ff 3.7 7

106 wenomeZwideLassociationLstudyLinLxanLshineseLidentifiesLfourLnewLsusceptibilityLlociLforLcoronaryL
arteryLdisease[LNaturecGeneticsYL2012YLddYLhi_Zd 36.3 243

105 sloud—sqjLfindingLtheLlowestLcommonLancestorLinLmetagenomeLanalysisLusingLcloudLcomputing[L
ProteincandcCellYL2012YLcYLadhZeb 7.2 7

104 tistinctL icroRαqLSubcellularLSizeLandLuxpressionLPatternsLinLxumanLsancerLsells[LInternationalc
JournalcofcCellcBiologyYL2012YLb_abYLfgbdfb 2.6 19

103 αβαsβtuLvc[_jLintegrativeLannotationLofLlongLnoncodingLRαqs[LNucleiccAcidscResearchYL2012YLd_YLtba_Ze20.1 313

102 TheLnovelLlongLnonZcodingLRαqLsRwLregulatesLtrosophilaLlocomotorLbehavior[LNucleiccAcidsc
ResearchYL2012YLd_YLaagadZbg 20.1 45

101 TranscriptionLαetworkLqnalysisLbyLqLSparseLrinaryLvactorLqnalysisLqlgorithm[LJournalcofcIntegrativec
BioinformaticsYL2012YLiYLfhZgi 3.8 2

100 TranscriptionLnetworkLanalysisLbyLaLsparseLbinaryLfactorLanalysisLalgorithm[LJournalcofcIntegrativec
BioinformaticsYL2012YLiYLaih 3.8

99 ustimatingLtheLqualityLofLreprogrammedLcellsLusingLuSLcellLdifferentiationLexpressionLpatterns[L
PLoScONEYL2011YLfYLeaeccf 3.7 1

98 PredictingLhousekeepingLgenesLbasedLonLvourierLanalysis[LPLoScONEYL2011YLfYLeba_ab 3.7 11

97 qLbinaryLmatrixLfactorizationLalgorithmLforLproteinLcomplexLprediction[LProteomecScienceYL2011YLiL
SupplLaYLSah 2.6 5

(2011-2013)
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96 ustimatingLdevelopmentalLstatesLofLtumorsLandLnormalLtissuesLusingLaLlinearLtimeZorderedLmodel[L
BMCcBioinformaticsYL2011YLabYLec 3.6 3

95 TheLsaenorhabditisLelegansLintermediateZsizeLtranscriptomeLshowsLhighLdegreeLofLstageZspecificL
expression[LNucleiccAcidscResearchYL2011YLciYLeb_cZad 20.1 11

94 uxperimentalLRαomicsLandLgenomicLcomparativeLanalysisLrevealLaLlargeLgroupLofLspeciesZspecificL
smallLnonZmessageLRαqsLinLtheLsilkwormLrombyxLmori[LNucleiccAcidscResearchYL2011YLciYLcgibZh_e 20.1 15

93 ncvqαsjLaLwebLserverLforLfunctionalLannotationLofLlongLnonZcodingLRαqs[LNucleiccAcidscResearchYL
2011YLciYLWaahZbd 20.1 106

92 ydentificationLandLanalysisLofLintermediateLsizeLnoncodingLRαqsLinLtheLhumanLfetalLbrain[LPLoScONE
YL2011YLfYLebafeb 3.7 12

91 qLbinaryLmatrixLfactorizationLalgorithmLforLproteinLcomplexLpredictionL2010YL 3

90 tevelopmentLofLaLversatileYLtargetZorientedLtilingLmicroarrayLassayLforLmeasuringLalleleZspecificL
geneLexpression[LGenomicsYL2010YLifYLc_hZae 4.3 4

89 wlobalLepigeneticLandLtranscriptionalLtrendsLamongLtwoLriceLsubspeciesLandLtheirLreciprocalL
hybrids[LPlantcCellYL2010YLbbYLagZcc 11.6 421

88 rioinformaticsLâ��L iningLtheLgenomeLforLinformation[LFrontierscofcElectricalcandcElectronicc
EngineeringcincChina:cSelectedcPublicationscFromcChinesecUniversitiesYL2010YLeYLciaZd_d

87 SystematicLidentificationLandLevolutionaryLfeaturesLofLrhesusLmonkeyLsmallLnucleolarLRαqs[LBMCc
GenomicsYL2010YLaaYLfa 4.5 17

86
somparisonLofLstationaryLandLoscillatoryLdynamicsLdescribedLbyLdifferentialLequationsLandLrooleanL
mapsLinLtranscriptionalLregulatoryLcircuits[LPhysicscLettersrcSectioncA:cGeneralrcAtomiccandcSolidcStatec
PhysicsYL2010YLcgdYLdgdiZdgee

2.3 1

85 SystematicLidentificationLandLcharacterizationLofLchickenLUwallusLgallusVLncRαqs[LNucleiccAcidsc
ResearchYL2009YLcgYLfefbZgd 20.1 23

84 SystematicLidentificationLofLgenesLinvolvedLinLdivergentLskeletalLmuscleLgrowthLratesLofLbroilerLandL
layerLchickens[LBMCcGenomicsYL2009YLa_YLhg 4.5 56

83 wenomeZscaleLidentificationLofLsaenorhabditisLelegansLregulatoryLelementsLbyLtilingZarrayLmappingL
ofLtαaseLyLhypersensitiveLsites[LBMCcGenomicsYL2009YLa_YLib 4.5 12

82 TranscriptionalLinhibitonLofLxoxddLexpressionLbyLmiRαqZa_aLinLhumanLbreastLcancerLcells[LBMCc
MolecularcBiologyYL2009YLa_YLab 4.5 141

81  icroRαqZencodingLlongLnonZcodingLRαqs[LBMCcGenomicsYL2008YLiYLbcf 4.5 53

80  icroarrayLanalysisLofLncRαqLexpressionLpatternsLinLsaenorhabditisLelegansLafterLRαqiLagainstL
snoRαqLassociatedLproteins[LBMCcGenomicsYL2008YLiYLbgh 4.5 13

79  icroRαqLregulationLofLmessengerZlikeLnoncodingLRαqsjLaLnetworkLofLmutualLmicroRαqLcontrol[L
TrendscincGeneticsYL2008YLbdYLcbcZg 8.5 35
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78 TheLpropertiesLandLfunctionsLofLvirusLencodedLmicroRαqYLsiRαqYLandLotherLsmallLnoncodingLRαqs[L
CriticalcReviewscincMicrobiologyYL2008YLcdYLageZhh 7.8 23

77 qssessingLTvLregulatoryLrelationshipsLofLdivergentlyLtranscribedLgenes[LGenomicsYL2008YLibYLcafZba 4.3 2

76 vlexStemjLimprovingLpredictionsLofLRαqLsecondaryLstructuresLwithLpseudoknotsLbyLreducingLtheL
searchLspace[LBioinformaticsYL2008YLbdYLaiidZb__a 7.2 27

75 qLfunctionalLintronicLvariantLinLtheLtyrosineLhydroxylaseLUTxVLgeneLconfersLriskLofLessentialL
hypertensionLinLtheLαorthernLshineseLxanLpopulation[LClinicalcScienceYL2008YLaaeYLaeaZh 6.5 14

74 ynLvivoLanalysisLofLsaenorhabditisLelegansLnoncodingLRαqLpromoterLmotifs[LBMCcMolecularcBiologyYL
2008YLiYLga 4.5 15

73 qnalyzingLandLmodelingLtheLinhibitoryLeffectLofLphosphatidicLacidLonLtheLwTPZgammaZSLbindingL
activityLofLwoalpha[LProteins:cStructurercFunctioncandcBioinformaticsYL2008YLgaYLagcbZdc 4.2 3

72 αβαsβtuLvb[_jLdecodingLtheLnonZcoding[LNucleiccAcidscResearchYL2008YLcfYLtag_Zb 20.1 108

71 wlobalLidentificationLandLcharacterizationLofLtranscriptionallyLactiveLregionsLinLtheLriceLgenome[L
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