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m Paper IF Citations

201 StructureXLfunctionLandLdiversityLofLtheLhealthyLhumanLmicrobiomebLNatureXL2012XLhljXLfdkaeh 50.4 6938

200 xiversityXLstabilityLandLresilienceLofLtheLhumanLgutLmicrobiotabLNatureXL2012XLhlmXLffdagd 50.4 2919

199 uLframeworkLforLhumanLmicrobiomeLresearchbLNatureXL2012XLhljXLfeiafe 50.4 1722

198 uLcommunalLcatalogueLrevealsLyarthSsLmultiscaleLmicrobialLdiversitybLNatureXL2017XLiieXLhikahjg 50.4 1076

197 xeepaseaLoilLplumeLenrichesLindigenousLoiladegradingLbacteriabLScienceXL2010XLggdXLfdhal 33.3 906

196 wurrentLunderstandingLofLtheLhumanLmicrobiomebLNaturefMedicineXL2018XLfhXLgmfahdd 50.5 823

195 MultiaomicsLofLtheLgutLmicrobialLecosystemLinLinflammatoryLbowelLdiseasesbLNatureXL2019XLijmXLjiiajjf 50.4 761

194 uLpyrosequencingLstudyLinLtwinsLshowsLthatLgastrointestinalLmicrobialLprofilesLvaryLwithL
inflammatoryLbowelLdiseaseLphenotypesbLGastroenterologyXL2010XLegmXLelhhaelihbee 13.3 731

193 ShortatermLantibioticLtreatmentLhasLdifferingLlongatermLimpactsLonLtheLhumanLthroatLandLgutL
microbiomebLPLoSfONEXL2010XLiXLemlgj 3.7 714

192 “mprovedLvacterialLejSLrRNuLGeneLTVhLandLVhaiULandLzungalL“nternalLTranscribedLSpacerLMarkerL
GeneLPrimersLforLMicrobialLwommunityLSurveysbLMSystemsXL2016XLeXL 7.6 703

191 LongatermLecologicalLimpactsLofLantibioticLadministrationLonLtheLhumanLintestinalLmicrobiotabLISMEf
JournalXL2007XLeXLijajj 11.9 693

190 LongatermLimpactsLofLantibioticLexposureLonLtheLhumanLintestinalLmicrobiotabLMicrobiologyfpUnitedf
KingdomqXL2010XLeijXLgfejagffg 2.9 685

189 xynamicsLofLtheLhumanLgutLmicrobiomeLinLinflammatoryLbowelLdiseasebLNaturefMicrobiologyXL2017XL
fXLekddh 26.6 533

188 ScientistsSLwarningLtoLhumanitynLmicroorganismsLandLclimateLchangebLNaturefReviewsfMicrobiologyXL
2019XLekXLijmailj 22.2 516

187 TheLyarthLMicrobiomeLprojectnLsuccessesLandLaspirationsbLBMCfBiologyXL2014XLefXLjm 7.3 501

186 MetagenomicLanalysisLofLaLpermafrostLmicrobialLcommunityLrevealsLaLrapidLresponseLtoLthawbL
NatureXL2011XLhldXLgjlake 50.4 499

185 whangesLinLtheLcompositionLofLtheLhumanLfecalLmicrobiomeLafterLbacteriotherapyLforLrecurrentL
wlostridiumLdifficileaassociatedLdiarrheabLJournalfoffClinicalfGastroenterologyXL2010XLhhXLgihajd 3 499
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184 MinimumLinformationLaboutLaLmarkerLgeneLsequenceLTM“MuR–SULandLminimumLinformationLaboutL
anyLTxULsequenceLTM“xSULspecificationsbLNaturefBiotechnologyXL2011XLfmXLheiafd 44.5 445

183 “nteractionsLbetweenLarbuscularLmycorrhizalLfungiLandLbacteriaLandLtheirLpotentialLforLstimulatingL
plantLgrowthbLEnvironmentalfMicrobiologyXL2006XLlXLeaed 5.2 444

182 MicrobiomeawideLassociationLstudiesLlinkLdynamicLmicrobialLconsortiaLtoLdiseasebLNatureXL2016XLigiXLmhaedg50.4 443

181 xNuLProbeLMethodLforLtheLxetectionLofLSpecificLMicroorganismsLinLtheLSoilLvacterialLwommunitybL
AppliedfandfEnvironmentalfMicrobiologyXL1988XLihXLkdgakee 4.8 423

180 ShotgunLmetaproteomicsLofLtheLhumanLdistalLgutLmicrobiotabLISMEfJournalXL2009XLgXLekmalm 11.9 421

179 MetagenomeXLmetatranscriptomeLandLsingleacellLsequencingLrevealLmicrobialLresponseLtoL
xeepwaterL’orizonLoilLspillbLISMEfJournalXL2012XLjXLekeiafk 11.9 420

178 ’umanLGutLMicrobiotaLfromLuutismLSpectrumLxisorderLPromoteLvehavioralLSymptomsLinLMicebLCell
XL2019XLekkXLejddaejelbeek 56.2 379

177 MetabolomicsLrevealsLmetabolicLbiomarkersLofLwrohnSsLdiseasebLPLoSfONEXL2009XLhXLejglj 3.7 373

176 MolecularLanalysisLofLtheLgutLmicrobiotaLofLidenticalLtwinsLwithLwrohnSsLdiseasebLISMEfJournalXL2008XL
fXLkejafk 11.9 354

175 TwinLstudiesLrevealLspecificLimbalancesLinLtheLmucosaaassociatedLmicrobiotaLofLpatientsLwithLilealL
wrohnSsLdiseasebLInflammatoryfBowelfDiseasesXL2009XLeiXLjigajd 4.5 346

174 “ntegratedLmetagenomicscmetaproteomicsLrevealsLhumanLhostamicrobiotaLsignaturesLofLwrohnSsL
diseasebLPLoSfONEXL2012XLkXLehmegl 3.7 320

173 MultiaomicsLofLpermafrostXLactiveLlayerLandLthermokarstLbogLsoilLmicrobiomesbLNatureXL2015XLifeXLfdlaef50.4 305

172 MetaaanalysesLofLstudiesLofLtheLhumanLmicrobiotabLGenomefResearchXL2013XLfgXLekdhaeh 9.7 289

171 SoilLmicrobiomesLandLclimateLchangebLNaturefReviewsfMicrobiologyXL2020XLelXLgiahj 22.2 274

170 MetagenomicsLrevealsLsedimentLmicrobialLcommunityLresponseLtoLxeepwaterL’orizonLoilLspillbL
ISMEfJournalXL2014XLlXLehjhaki 11.9 262

169 TheLmicrobialLecologyLofLpermafrostbLNaturefReviewsfMicrobiologyXL2014XLefXLhehafi 22.2 243

168 xeepaseaLbacteriaLenrichedLbyLoilLandLdispersantLfromLtheLxeepwaterL’orizonLspillbLEnvironmentalf
MicrobiologyXL2012XLehXLfhdiaej 5.2 231

167 TacklingLsoilLdiversityLwithLtheLassemblyLofLlargeXLcomplexLmetagenomesbLProceedingsfoffthef
NationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaXL2014XLeeeXLhmdham 11.5 228
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166 MicrobialLgeneLfunctionsLenrichedLinLtheLxeepwaterL’orizonLdeepaseaLoilLplumebLISMEfJournalXL
2012XLjXLhieajd 11.9 212

165 UnlockingLtheLpotentialLofLmetagenomicsLthroughLreplicatedLexperimentalLdesignbLNaturef
BiotechnologyXL2012XLgdXLiegafd 44.5 212

164 MolecularLcharacterizationLofLtheLstomachLmicrobiotaLinLpatientsLwithLgastricLcancerLandLinL
controlsbLJournalfoffMedicalfMicrobiologyXL2009XLilXLidmaiej 3.2 210

163 TheLsoilLmicrobiomeafromLmetagenomicsLtoLmetaphenomicsbLCurrentfOpinionfinfMicrobiologyXL2018XL
hgXLejfaejl 7.9 194

162 MeetingLreportnLtheLterabaseLmetagenomicsLworkshopLandLtheLvisionLofLanLyarthLmicrobiomeL
projectbLStandardsfinfGenomicfSciencesXL2010XLgXLfhgal 187

161 SoftLinertialLmicrofluidicsLforLhighLthroughputLseparationLofLbacteriaLfromLhumanLbloodLcellsbLLabf
onfAfChipXL2009XLmXLeemgam 7.2 185

160 ResponsesLofLbacterialLandLarchaealLammoniaLoxidizersLtoLsoilLorganicLandLfertilizerLamendmentsL
underLlongatermLmanagementbLAppliedfSoilfEcologyXL2010XLhiXLemgafdd 5 168

159 SimultaneousLmonitoringLofLcellLnumberLandLmetabolicLactivityLofLspecificLbacterialLpopulationsL
withLaLdualLgfpaluxuvLmarkerLsystembLAppliedfandfEnvironmentalfMicrobiologyXL1999XLjiXLlegafe 4.8 167

158 uttachmentLofLdifferentLsoilLbacteriaLtoLarbuscularLmycorrhizalLfungalLextraradicalLhyphaeLisL
determinedLbyLhyphalLvitalityLandLfungalLspeciesbLFEMSfMicrobiologyfLettersXL2006XLfihXLghahd 2.9 161

157 M“wROv“OMybLuLunifiedLinitiativeLtoLharnessLyarthSsLmicrobiomesbLScienceXL2015XLgidXLidkal 33.3 155

156 zlowLcytometricLandLmicroscopicLanalysisLofLGzPataggedLPseudomonasLfluorescensLbacteriabLFEMSf
MicrobiologyfEcologyXL2006XLffXLekafl 4.3 152

155 GenomicLencyclopediaLofLbacteriaLandLarchaeanLsequencingLaLmyriadLofLtypeLstrainsbLPLoSfBiologyXL
2014XLefXLeeddemfd 9.7 146

154
TheLyarthLMicrobiomeLProjectnLMeetingLreportLofLtheLNeLyMPLmeetingLonLsampleLselectionLandL
acquisitionNLatLurgonneLNationalLLaboratoryLOctoberLjLfdedbLStandardsfinfGenomicfSciencesXL2010XL
gXLfhmaig

146

153 xirectLcellularLlysiscproteinLextractionLprotocolLforLsoilLmetaproteomicsbLJournalfoffProteomef
ResearchXL2010XLmXLjjeiaff 5.6 146

152 “mpactLofLxietaryLResistantLStarchLonLtheL’umanLGutLMicrobiomeXLMetaproteomeXLandL
MetabolomebLMBioXL2017XLlXL 7.8 145

151 ussessmentLofLtheLxeepwaterL’orizonLoilLspillLimpactLonLGulfLcoastLmicrobialLcommunitiesbL
FrontiersfinfMicrobiologyXL2014XLiXLegd 5.7 128

150 urthrobacterLchlorophenolicusLspbLnovbXLaLnewLspeciesLcapableLofLdegradingLhighLconcentrationsLofL
hachlorophenolbLInternationalfJournalfoffSystematicfandfEvolutionaryfMicrobiologyXL2000XLidLPtLjXLfdlgafdmf2.2 127

149 udvancesLinLpreservationLmethodsnLkeepingLbiosensorLmicroorganismsLaliveLandLactivebLCurrentf
OpinionfinfBiotechnologyXL2006XLekXLhgam 11.4 121
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148 uLgenomicLcatalogLofLyarthSsLmicrobiomesbLNaturefBiotechnologyXL2021XLgmXLhmmaidm 44.5 120

147 “nLvivoLstudyLofLtrichodermaapathogenaplantLinteractionsXLusingLconstitutiveLandLinducibleLgreenL
fluorescentLproteinLreporterLsystemsbLAppliedfandfEnvironmentalfMicrobiologyXL2004XLkdXLgdkgale 4.8 116

146 wlindamycinainducedLenrichmentLandLlongatermLpersistenceLofLresistantLvacteroidesLsppbLandL
resistanceLgenesbLJournalfoffAntimicrobialfChemotherapyXL2006XLilXLeejdak 5.1 115

145 MicrobesLinLthawingLpermafrostnLtheLunknownLvariableLinLtheLclimateLchangeLequationbLISMEf
JournalXL2012XLjXLkdmaef 11.9 110

144 MetabolicLModelavasedL“ntegrationLofLMicrobiomeLTaxonomicLandLMetabolomicLProfilesLylucidatesL
MechanisticLLinksLbetweenLycologicalLandLMetabolicLVariationbLMSystemsXL2016XLeXL 7.6 108

143 “mpactLofLfireLonLactiveLlayerLandLpermafrostLmicrobialLcommunitiesLandLmetagenomesLinLanL
uplandLulaskanLborealLforestbLISMEfJournalXL2014XLlXLemdhaem 11.9 106

142 UseLofLbromodeoxyuridineLimmunocaptureLtoLidentifyLactiveLbacteriaLassociatedLwithLarbuscularL
mycorrhizalLhyphaebLAppliedfandfEnvironmentalfMicrobiologyXL2003XLjmXLjfdlaei 4.8 105

141 MolecularLfingerprintingLofLtheLfecalLmicrobiotaLofLchildrenLraisedLaccordingLtoLdifferentLlifestylesbL
AppliedfandfEnvironmentalfMicrobiologyXL2007XLkgXLfflham 4.8 102

140 GutLMicrobialLulterationsLussociatedLWithLProtectionLzromLuutoimmuneLUveitisL2016XLikXLgkhkail 102

139 ToolsLforLtheLMicrobiomenLNanoLandLveyondbLACSfNanoXL2016XLedXLjagk 16.7 99

138 wolonizationLpatternLofLtheLbiocontrolLstrainLPseudomonasLchlororaphisLMuLghfLonLbarleyLseedsL
visualizedLbyLusingLgreenLfluorescentLproteinbLAppliedfandfEnvironmentalfMicrobiologyXL1999XLjiXLgjkhald4.8 96

137
yffectLofLstarvationLandLtheLviableabutanonculturableLstateLonLgreenLfluorescentLproteinLTGzPUL
fluorescenceLinLGzPataggedLPseudomonasLfluorescensLuidjbLAppliedfandfEnvironmentalf
MicrobiologyXL2000XLjjXLgejdai

4.8 94

136 NovelLhachlorophenolLdegradationLgeneLclusterLandLdegradationLrouteLviaLhydroxyquinolLinL
urthrobacterLchlorophenolicusLujbLAppliedfandfEnvironmentalfMicrobiologyXL2005XLkeXLjiglahh 4.8 93

135
wombinedLbromodeoxyuridineLimmunocaptureLandLterminalarestrictionLfragmentLlengthL
polymorphismLanalysisLhighlightsLdifferencesLinLtheLactiveLsoilLbacterialLmetagenomeLdueLtoL
GlomusLmosseaeLinoculationLorLplantLspeciesbLEnvironmentalfMicrobiologyXL2005XLkXLemifajj

5.2 88

134 vackLtoLtheLzutureLofLSoilLMetagenomicsbLFrontiersfinfMicrobiologyXL2016XLkXLkg 5.7 82

133 yarthLmicrobialLcoaoccurrenceLnetworkLrevealsLinterconnectionLpatternLacrossLmicrobiomesbL
MicrobiomeXL2020XLlXLlf 16.6 80

132
worrectionLforL’oweLetLalbXLTacklingLsoilLdiversityLwithLtheLassemblyLofLlargeXLcomplexL
metagenomesbLProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaXL
2014XLeeeXLjeeiajeei

11.5 78

131 TheLmetagenomicsLofLdiseaseasuppressiveLsoilsLaLexperiencesLfromLtheLMyTuwONTROLLprojectbL
TrendsfinfBiotechnologyXL2008XLfjXLimeajde 15.1 78

(2008-2021)
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130 uLmultiaomicLfutureLforLmicrobiomeLstudiesbLNaturefMicrobiologyXL2016XLeXLejdhm 26.6 77

129 whitinaseLgenesLrevealedLandLcomparedLinLbacterialLisolatesXLxNuLextractsLandLaLmetagenomicL
libraryLfromLaLphytopathogenasuppressiveLsoilbLFEMSfMicrobiologyfEcologyXL2010XLkeXLemkafdk 4.3 76

128 TheLPotentialLofLMetagenomicLupproachesLforLUnderstandingLSoilLMicrobialLProcessesbLSoilfSciencef
SocietyfoffAmericafJournalXL2014XLklXLgaed 2.5 73

127 SingleacellLgenomicsLrevealsLfeaturesLofLaLwolwelliaLspeciesLthatLwasLdominantLduringLtheL
xeepwaterL’orizonLoilLspillbLFrontiersfinfMicrobiologyXL2014XLiXLggf 5.7 72

126 xevelopmentLofLcompostLmaturityLandLuctinobacteriaLpopulationsLduringLfullascaleLcompostingLofL
organicLhouseholdLwastebLJournalfoffAppliedfMicrobiologyXL2007XLedgXLhlkaml 4.7 69

125 MarkerLandLreporterLgenesnLilluminatingLtoolsLforLenvironmentalLmicrobiologistsbLCurrentfOpinionfinf
MicrobiologyXL2003XLjXLgedaj 7.9 69

124
MonitoringLofLantibioticainducedLalterationsLinLtheLhumanLintestinalLmicrofloraLandLdetectionLofL
probioticLstrainsLbyLuseLofLterminalLrestrictionLfragmentLlengthLpolymorphismbLAppliedfandf
EnvironmentalfMicrobiologyXL2005XLkeXLideaj

4.8 69

123 PhyllostomidLbatLmicrobiomeLcompositionLisLassociatedLtoLhostLphylogenyLandLfeedingLstrategiesbL
FrontiersfinfMicrobiologyXL2015XLjXLhhk 5.7 67

122 zOuMLTzunctionalLOntologyLussignmentsLforLMetagenomesUnLaL’iddenLMarkovLModelLT’MMUL
databaseLwithLenvironmentalLfocusbLNucleicfAcidsfResearchXL2014XLhfXLeehi 20.1 66

121 uctiveLbacterialLcommunityLstructureLalongLverticalLredoxLgradientsLinLvalticLSeaLsedimentbL
EnvironmentalfMicrobiologyXL2008XLedXLfdieajg 5.2 65

120 “nfluenceLofLearlyLlifeLexposureXLhostLgeneticsLandLdietLonLtheLmouseLgutLmicrobiomeLandL
metabolomebLNaturefMicrobiologyXL2016XLfXLejffe 26.6 63

119 wlimateLchangeLmicrobiologyLaLproblemsLandLperspectivesbLNaturefReviewsfMicrobiologyXL2019XLekXLgmeagmj22.2 62

118 OmicsLforLunderstandingLmicrobialLfunctionalLdynamicsbLEnvironmentalfMicrobiologyXL2012XLehXLeag 5.2 62

117 PermafrostLMetaaOmicsLandLwlimateLwhangebLAnnualfReviewfoffEarthfandfPlanetaryfSciencesXL2016XL
hhXLhgmahjf 15.3 62

116 xietsLhighLinLresistantLstarchLincreaseLplasmaLlevelsLofLtrimethylamineaNaoxideXLaLgutLmicrobiomeL
metaboliteLassociatedLwithLwVxLriskbLBritishfJournalfoffNutritionXL2016XLeejXLfdfdafdfm 3.6 61

115 LandscapeLtopographyLstructuresLtheLsoilLmicrobiomeLinLarcticLpolygonalLtundrabLNaturef
CommunicationsXL2018XLmXLkkk 17.4 57

114 xistinctLsummerLandLwinterLbacterialLcommunitiesLinLtheLactiveLlayerLofLSvalbardLpermafrostL
revealedLbyLxNuaLandLRNuabasedLanalysesbLFrontiersfinfMicrobiologyXL2015XLjXLgmm 5.7 57

113 wommunityLstructureLofLactivelyLgrowingLbacterialLpopulationsLinLplantLpathogenLsuppressiveLsoilbL
MicrobialfEcologyXL2007XLigXLgmmaheg 4.4 56
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112 TrackingLgeneticallyLengineeredLmicroorganismsLinLnaturebLCurrentfOpinionfinfBiotechnologyXL1995XL
jXLfkialg 11.4 55

111
udaptationLofLtheLpsychrotrophLurthrobacterLchlorophenolicusLujLtoLgrowthLtemperatureLandLtheL
presenceLofLphenolsLbyLchangesLinLtheLanteisocisoLratioLofLbranchedLfattyLacidsbLFEMSfMicrobiologyf
LettersXL2007XLfjjXLeglahg

2.9 54

110 TheLmicrobialLnitrogenLcyclingLpotentialLisLimpactedLbyLpolyaromaticLhydrocarbonLpollutionLofL
marineLsedimentsbLFrontiersfinfMicrobiologyXL2014XLiXLedl 5.7 53

109
UseLofLgreenLfluorescentLproteinLandLluciferaseLbiomarkersLtoLmonitorLsurvivalLandLactivityLofL
urthrobacterLchlorophenolicusLujLcellsLduringLdegradationLofLhachlorophenolLinLsoilbLEnvironmentalf
MicrobiologyXL2001XLgXLgfahf

5.2 53

108 untifungalLandLRootLSurfaceLwolonizationLPropertiesLofLGzPaTaggedLPaenibacillusLbrasilensisL
PvekkbLWorldfJournalfoffMicrobiologyfandfBiotechnologyXL2005XLfeXLeimeaeimk 4.4 51

107 MoleculoLLongaReadLSequencingLzacilitatesLussemblyLandLGenomicLvinningLfromLwomplexLSoilL
MetagenomesbLMSystemsXL2016XLeXL 7.6 51

106 QuantificationLofLtheLpresenceLandLactivityLofLspecificLmicroorganismsLinLnaturebLMolecularf
BiotechnologyXL1997XLkXLedgafd 3 49

105 xegradationLofLmixturesLofLphenolicLcompoundsLbyLurthrobacterLchlorophenolicusLujbL
BiodegradationXL2008XLemXLhmiaidi 4.1 49

104 SpecificLinteractionsLbetweenLarbuscularLmycorrhizalLfungiLandLplantLgrowthapromotingLbacterianL
asLrevealedLbyLdifferentLcombinationsbLFEMSfMicrobiologyfLettersXL2008XLflkXLekhald 2.9 46

103 TemporalLdynamicsLofLhotLdesertLmicrobialLcommunitiesLrevealLstructuralLandLfunctionalLresponsesL
toLwaterLinputbLScientificfReportsXL2016XLjXLghhgh 4.9 45

102 MicrobialLcommunityLstructureLinLpollutedLvalticLSeaLsedimentsbLEnvironmentalfMicrobiologyXL2006XL
lXLffgagf 5.2 45

101 QuantificationLofLgeneticallyLtaggedLcyanobacteriaLinLvalticLSeaLsedimentLbyLcompetitiveLPwRbL
BioTechniquesXL1997XLffXLiefal 2.5 43

100 StrategiesLforLmetagenomicaguidedLwholeacommunityLproteomicsLofLcomplexLmicrobialL
environmentsbLPLoSfONEXL2011XLjXLefkekg 3.7 43

99 TheLpastXLpresentLandLfutureLofLmicrobiomeLanalysesbLNaturefProtocolsXL2016XLeeXLfdhmafdig 18.8 40

98 whangesLinLactiveLbacterialLcommunitiesLbeforeLandLafterLdredgingLofLhighlyLpollutedLvalticLSeaL
sedimentsbLAppliedfandfEnvironmentalfMicrobiologyXL2006XLkfXLjlddak 4.8 38

97 viomarkersLforLmonitoringLefficacyLofLbioremediationLbyLmicrobialLinoculantsbLEnvironmentalf
PollutionXL2000XLedkXLfekafg 9.3 38

96
MetaproteomicsLrevealsLpersistentLandLphylumaredundantLmetabolicLfunctionalLstabilityLinLadultL
humanLgutLmicrobiomesLofLwrohnSsLremissionLpatientsLdespiteLtemporalLvariationsLinLmicrobialL
taxaXLgenomesXLandLproteomesbLMicrobiomeXL2019XLkXLel

16.6 37

95 MetagenomicL“nsightsLintoLtheLxegradationLofLResistantLStarchLbyL’umanLGutLMicrobiotabLAppliedf
andfEnvironmentalfMicrobiologyXL2018XLlhXL 4.8 37

(2018-1995)
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94 “onLMobilityLSpectrometryLandLtheLOmicsnLxistinguishingL“somersXLMolecularLwlassesLandL
wontaminantL“onsLinLwomplexLSamplesbLTrACfufTrendsfinfAnalyticalfChemistryXL2019XLeejXLfmfafmm 14.6 35

93 SoilLMicrobiomesLUnderLwlimateLwhangeLandL“mplicationsLforLwarbonLwyclingbLAnnualfReviewfoff
EnvironmentfandfResourcesXL2020XLhiXLfmaim 17.2 34

92 xispersalLlimitationLandLthermodynamicLconstraintsLgovernLspatialLstructureLofLpermafrostL
microbialLcommunitiesbLFEMSfMicrobiologyfEcologyXL2018XLmhXL 4.3 33

91 whangesLinLmicrobialLcommunitiesLalongLredoxLgradientsLinLpolygonizedLurcticLwetLtundraLsoilsbL
EnvironmentalfMicrobiologyfReportsXL2015XLkXLjhmaik 3.7 32

90
“mpactLofLhachlorophenolLcontaminationLandcorLinoculationLwithLtheLhachlorophenoladegradingL
strainXLurthrobacterLchlorophenolicusLujLXLonLsoilLbacterialLcommunityLstructurebLFEMSf
MicrobiologyfEcologyXL2002XLhfXLglkamk

4.3 32

89 uLProbeaynabledLupproachLforLtheLSelectiveL“solationLandLwharacterizationLofLzunctionallyLuctiveL
SubpopulationsLinLtheLGutLMicrobiomebLJournalfoffthefAmericanfChemicalfSocietyXL2019XLeheXLhfahk 16.4 31

88 SelectionXLSuccessionXLandLStabilizationLofLSoilLMicrobialLwonsortiabLMSystemsXL2019XLhXL 7.6 29

87
UseLofLbromodeoxyuridineLimmunocaptureLtoLidentifyLpsychrotolerantLphenanthreneadegradingL
bacteriaLinLphenanthreneaenrichedLpollutedLvalticLSeaLsedimentsbLFEMSfMicrobiologyfEcologyXL2008XL
jiXLiegafi

4.3 29

86 xiverseLvacterialLGroupsLwontributeLtoLtheLulkaneLxegradationLPotentialLofLwhronicallyLPollutedL
SubantarcticLwoastalLSedimentsbLMicrobialfEcologyXL2016XLkeXLeddaef 4.4 28

85 MetagenomicLanalysisLofLmicrobialLconsortiumLfromLnaturalLcrudeLoilLthatLseepsLintoLtheLmarineL
ecosystemLoffshoreLSouthernLwaliforniabLStandardsfinfGenomicfSciencesXL2014XLmXLefimakh 28

84 “dentificationLofLgeneticLfactorsLthatLmodifyLmotorLperformanceLandLbodyLweightLusingL
wollaborativeLwrossLmicebLScientificfReportsXL2015XLiXLejfhk 4.9 28

83 MetabolicLandLspatioataxonomicLresponseLofLuncultivatedLseafloorLbacteriaLfollowingLtheL
xeepwaterL’orizonLoilLspillbLISMEfJournalXL2017XLeeXLfijmafilg 11.9 27

82 wompleteLgenomeLsequenceLofLtheLligninadegradingLbacteriumL–lebsiellaLspbLstrainLvRLjafbL
StandardsfinfGenomicfSciencesXL2014XLmXLem 27

81 SOmicsSLofLtheLmammalianLgutaanewLinsightsLintoLfunctionbLCurrentfOpinionfinfBiotechnologyXL2012XL
fgXLhmeaidd 11.4 27

80 MonitoringLofLGzPataggedLbacterialLcellsbLMethodsfinfMolecularfBiologyXL1998XLedfXLfliaml 1.4 27

79 TowardLunrestrictedLuseLofLpublicLgenomicLdatabLScienceXL2019XLgjgXLgidagif 33.3 25

78 MetaphenomicLResponsesLofLaLNativeLPrairieLSoilLMicrobiomeLtoLMoistureLPerturbationsbLMSystemsXL
2019XLhXL 7.6 25

77 udvantagesLofLtheLmetagenomicLapproachLforLsoilLexplorationnLreplyLfromLVogelLetLalbbLNaturef
ReviewsfMicrobiologyXL2009XLkXLkijakik 22.2 25
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76 MicrobialLwommunityLStructureLandLzunctionalLPotentialLinLwultivatedLandLNativeLTallgrassLPrairieL
SoilsLofLtheLMidwesternLUnitedLStatesbLFrontiersfinfMicrobiologyXL2018XLmXLekki 5.7 25

75 TheLSpecificLwarbohydrateLxietLandLxietLModificationLasL“nductionLTherapyLforLPediatricLwrohnSsL
xiseasenLuLRandomizedLxietLwontrolledLTrialbLNutrientsXL2020XLefXL 6.7 24

74 “dentificationLandLsequenceLofLaLnif”alikeLgeneLinLRhodospirillumLrubrumnLpartialLcharacterizationLofL
aLmutantLunaffectedLinLnitrogenLfixationbLMolecularfMicrobiologyXL1996XLfdXLiimajl 4.1 24

73 xisentanglingLtheLcomplexityLofLpermafrostLsoilLbyLusingLhighLresolutionLprofilingLofLmicrobialL
communityLcompositionXLkeyLfunctionsLandLrespirationLratesbLEnvironmentalfMicrobiologyXL2018XLfdXLhgflahghf5.2 23

72 “nsightsLintoLtheLrespiratoryLtractLmicrobiotaLofLpatientsLwithLcysticLfibrosisLduringLearlyL
PseudomonasLaeruginosaLcolonizationbLSpringerPlusXL2015XLhXLhdi 23

71 MetagenomicsLunveilsLtheLattributesLofLtheLalginolyticLguildsLofLsedimentsLfromLfourLdistantLcoldL
coastalLenvironmentsbLEnvironmentalfMicrobiologyXL2016XLelXLhhkeahhlh 5.2 22

70
MetagenomicLandLMetatranscriptomicLunalysesLRevealLtheLStructureLandLxynamicsLofLaL
xechlorinatingLwommunityLwontainingLxehalococcoidesLmccartyiLandLworrinoidaProvidingL
MicroorganismsLunderLwobalaminaLimitedLwonditionsbLAppliedfandfEnvironmentalfMicrobiologyXL
2017XLlgXL

4.8 21

69 uLunifiedLconceptualLframeworkLforLpredictionLandLcontrolLofLmicrobiomesbLCurrentfOpinionfinf
MicrobiologyXL2018XLhhXLfdafk 7.9 21

68 TradeaoffsLbetweenLmicrobiomeLdiversityLandLproductivityLinLaLstratifiedLmicrobialLmatbLISMEf
JournalXL2017XLeeXLhdiaheh 11.9 21

67 MonitoringLphysiologicalLstatusLofLGzPataggedLPseudomonasLfluorescensLSvWfiLunderLdifferentL
nutrientLconditionsLandLinLsoilLbyLflowLcytometrybLFEMSfMicrobiologyfEcologyXL2004XLieXLefgagf 4.3 21

66 xegradationLofLhachlorophenolLatLlowLtemperatureLandLduringLextremeLtemperatureLfluctuationsL
byLurthrobacterLchlorophenolicusLujbLMicrobialfEcologyXL2004XLhlXLfhjaig 4.4 21

65 MicrobialLwommunityLStructureLandLzunctionalLPotentialLulongLaL’ypersalineLGradientbLFrontiersfinf
MicrobiologyXL2018XLmXLehmf 5.7 20

64 MicrobialLecologyLofLchlorinatedLsolventLbiodegradationbLEnvironmentalfMicrobiologyXL2015XLekXLhlgiaid 5.2 20

63 UseLofLaLnovelLnonantibioticLtripleLmarkerLgeneLcassetteLtoLmonitorLhighLsurvivalLofLPseudomonasL
fluorescensLSvWfiLonLwinterLwheatLinLtheLfieldbLFEMSfMicrobiologyfEcologyXL2008XLjgXLeijajl 4.3 20

62 GeneticLandLmetabolicLlinksLbetweenLtheLmurineLmicrobiomeLandLmemorybLMicrobiomeXL2020XLlXLig 16.6 20

61 MicronutrientLmetalLspeciationLisLcontrolledLbyLcompetitiveLorganicLchelationLinLgrasslandLsoilsbLSoilf
BiologyfandfBiochemistryXL2018XLefdXLflgafme 7.5 19

60 “mpactLofLtemperatureLonLtheLphysiologicalLstatusLofLaLpotentialLbioremediationLinoculantXL
urthrobacterLchlorophenolicusLujbLAppliedfandfEnvironmentalfMicrobiologyXL2004XLkdXLfmifal 4.8 19

59 ’umanLmicrobiomeLsciencenLvisionLforLtheLfutureXLvethesdaXLMxXL”ulyLfhLtoLfjXLfdegbLMicrobiomeXL
2014XLfXL 16.6 18

(2014-2018)
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58 uminoLacidLtreatmentLenhancesLproteinLrecoveryLfromLsedimentLandLsoilsLforLmetaproteomicL
studiesbLProteomicsXL2013XLegXLfkkjali 4.8 17

57 uddressingLtheLchallengeLofLsoilLmetaproteomeLcomplexityLbyLimprovingLmetaproteomeLdepthLofL
coverageLthroughLtwoadimensionalLliquidLchromatographybLSoilfBiologyfandfBiochemistryXL2018XLefiXLfmdafmm7.5 16

56 RapidLlabaonaaachipLprofilingLofLhumanLgutLbacteriabLJournalfoffMicrobiologicalfMethodsXL2008XLkfXLlfamd 2.8 16

55 SpatialLdistributionLofLprokaryoticLcommunitiesLinLhypersalineLsoilsbLScientificfReportsXL2019XLmXLekjm 4.9 15

54 UntappedLviralLdiversityLinLglobalLsoilLmetagenomes 15

53 “ndirectL“nterspeciesLRegulationnLTranscriptionalLandLPhysiologicalLResponsesLofLaLwyanobacteriumL
toL’eterotrophicLPartnershipbLMSystemsXL2017XLfXL 7.6 14

52 ulterationsLinLtheLrelativeLabundanceLofLcorrelateLwithLchangesLinLfecalLcalprotectinLinLpatientsL
withLilealLwrohnSsLdiseasenLaLlongitudinalLstudybLScandinavianfJournalfoffGastroenterologyXL2019XLihXLikkaili2.4 14

51 LightaStressL“nfluencesLtheLwompositionLofLtheLMurineLGutLMicrobiomeXLMemoryLzunctionXLandL
PlasmaLMetabolomebLFrontiersfinfMolecularfBiosciencesXL2019XLjXLedl 5.6 14

50 xeconstructingLtheLSoilLMicrobiomeLintoLReducedawomplexityLzunctionalLModulesbLMBioXL2020XLeeXL 7.8 13

49 xraftLGenomeLSequenceLofLStreptomycesLspbLStrainLWbfnaeeXLaLxesertL“solateLwithLvroadaSpectrumL
untagonismLagainstLSoilborneLPhytopathogensbLGenomefAnnouncementsXL2015XLgXL 13

48 TheLyarthLMicrobiomeLProjectnLTheLMeetingLReportLforLtheLestL“nternationalLyarthLMicrobiomeL
ProjectLwonferenceXLShenzhenXLwhinaXL”uneLegthaeithLfdeebLStandardsfinfGenomicfSciencesXL2011XLiXLfhgafhk 13

47 SiderophoreLprofilingLofLcoahabitatingLsoilLbacteriaLbyLultraahighLresolutionLmassLspectrometrybL
MetallomicsXL2019XLeeXLejjaeki 4.5 12

46 xiverseLtumourLsusceptibilityLinLwollaborativeLwrossLmicenLidentificationLofLaLnewLmouseLmodelLforL
humanLgastricLtumourigenesisbLGutXL2019XLjlXLemhfaemif 19.2 12

45
MetagenomicLunalysisLofLSubtidalLSedimentsLfromLPolarLandLSubpolarLwoastalLynvironmentsL
’ighlightsLtheLRelevanceLofLunaerobicL’ydrocarbonLxegradationLProcessesbLMicrobialfEcologyXL
2018XLkiXLefgaegm

4.4 12

44 MetagenomesLfromLtwoLmicrobialLconsortiaLassociatedLwithLSantaLvarbaraLseepLoilbLMarinef
GenomicsXL2014XLelLPtLvXLmkam 1.9 12

43 ProspectingLviotechnologicallyaRelevantLMonooxygenasesLfromLwoldLSedimentLMetagenomesnLunL
“nLSilicoLupproachbLMarinefDrugsXL2017XLeiXL 6 12

42 zecalLmicrobiomeLofLgrowingLpigsLfedLaLcerealLbasedLdietLincludingLchicoryLTwichoriumLintybusLLbULorL
ribwortLTPlantagoLlanceolataLLbULforagebLJournalfoffAnimalfSciencefandfBiotechnologyXL2015XLjXLig 6 12

41 “mpactLofLphenolicLsubstrateLandLgrowthLtemperatureLonLtheLurthrobacterLchlorophenolicusL
proteomebLJournalfoffProteomefResearchXL2009XLlXLemigajh 5.6 12
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40 yffectLofLheatLstressLonLcellLactivityLandLcellLmorphologyLofLtheLtropicalLrhizobiumXLSinorhizobiumL
arborisbLFEMSfMicrobiologyfEcologyXL2001XLghXLfjkafkl 4.3 12

39 LuminometryLandLPwRabasedLmonitoringLofLgeneataggedLcyanobacteriaLinLvalticLSeaLmicrocosmsbL
FEMSfMicrobiologyfLettersXL1995XLefmXLhgahm 2.9 11

38 TowardsLâ��TeraaTerraâ��nLTerabaseLSequencingLofLTerrestrialLMetagenomesbLMicrobefMagazineXL2011XL
jXLgdmagei 10

37 TemporalLdynamicsLofLwOfLandLw’hLlossLpotentialsLinLresponseLtoLrapidLhydrologicalLshiftsLinLtidalL
freshwaterLwetlandLsoilsbLEcologicalfEngineeringXL2018XLeehXLedhaeeh 3.9 9

36 TheLMPLyxLProtocolLforLMultiaomicLunalysesLofLSoilLSamplesbLJournalfoffVisualizedfExperimentsXL
2018XL 1.6 9

35 xetectionLofLfireflyLluciferaseataggedLbacteriaLinLenvironmentalLsamplesbLMethodsfinfMolecularf
BiologyXL1998XLedfXLfjmalg 1.4 8

34 VisualizingLMicrobialLwommunityLxynamicsLviaLaLwontrollableLSoilLynvironmentbLMSystemsXL2020XLiXL 7.6 8

33 LuminometryLandLPwRabasedLmonitoringLofLgeneataggedLcyanobacteriaLinLvalticLSeaLmicrocosmsbL
FEMSfMicrobiologyfLettersXL1995XLefmXLhgam 2.9 7

32 wrystalLballLâ��LfdegbLMicrobialfBiotechnologyXL2013XLjXLgaej 6.3 6

31 uctiveLvirusahostLinteractionsLatLsubafreezingLtemperaturesLinLurcticLpeatLsoilbLMicrobiomeXL2021XLmXLfdl 16.6 6

30 PredominanceLandLhighLdiversityLofLgenesLassociatedLtoLdenitrificationLinLmetagenomesLofL
subantarcticLcoastalLsedimentsLexposedLtoLurbanLpollutionbLPLoSfONEXL2018XLegXLedfdkjdj 3.7 6

29 “ntegratedLnetworkLmodelingLapproachLdefinesLkeyLmetabolicLresponsesLofLsoilLmicrobiomesLtoL
perturbationsbLScientificfReportsXL2020XLedXLedllf 4.9 5

28 MicrobialLandLviralalikeLrhodopsinsLpresentLinLcoastalLmarineLsedimentsLfromLfourLpolarLandL
subpolarLregionsbLFEMSfMicrobiologyfEcologyXL2017XLmgXL 4.3 5

27 XanthohumolLmicrobiomeLandLsignatureLinLhealthyLadultsLTtheLXMaSLtrialUnLaLphaseL“LtripleamaskedXL
placeboacontrolledLclinicalLtrialbLTrialsXL2020XLfeXLlgi 2.8 5

26 ynrichmentLofLpotentialLpathogensLinLmarineLmicrobiomesLwithLdifferentLdegreesLofLanthropogenicL
activitybLEnvironmentalfPollutionXL2021XLfjlXLeeikik 9.3 5

25 MetabolicL“nteractionsLbetweenLandLPseudomonasLfluorescensLunderLwontrolledL“ronaLimitedL
wonditionsbLMSystemsXL2021XLjXL 7.6 5

24 MoistureLmodulatesLsoilLreservoirsLofLactiveLxNuLandLRNuLvirusesbLCommunicationsfBiologyXL2021XL
hXLmmf 6.7 5

23 SpecificLmonitoringLbyLPwRLamplificationLandLbioluminescenceLofLfireflyLluciferaseLgeneataggedL
bacteriaLaddedLtoLenvironmentalLsamplesbLFEMSfMicrobiologyfEcologyXL1994XLeiXLemgafdj 4.3 4

(1994-2001)
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22 xevelopmentLandLunalysisLofLaLStableXLReducedLwomplexityLModelLSoilLMicrobiomebLFrontiersfinf
MicrobiologyXL2020XLeeXLemlk 5.7 4

21 xraftLGenomeLSequenceLofLPaenibacillusLpolymyxaLStrainLMciReaehXLanLuntagonisticLRootL
yndophyteLofLMatricariaLchamomillabLGenomefAnnouncementsXL2015XLgXL 3

20 QuantitativeLPwRLofLenvironmentalLsamplesL1996XLhgaje 3

19 xispersalLlimitationLandLthermodynamicLconstraintsLgovernLspatialLstructureLofLpermafrostL
microbialLcommunities 3

18 UncoveringLhiddenLmembersLandLfunctionsLofLtheLsoilLmicrobiomeLusingLdeLnovoLmetaproteomics 3

17 MultiaomicsLprofilingLofLyarthâ��sLbiomesLrevealsLthatLmicrobialLandLmetaboliteLcompositionLareL
shapedLbyLtheLenvironment 3

16 uctivityavasedLProteinLProfilingLofLwhitinLwatabolismbLChemBioChemXL2021XLffXLkekakfg 3.8 3

15 wompleteLGenomeLSequenceLofLvacillusLamyloliquefaciensLStrainLwoeajXLaLPlantLGrowthaPromotingL
RhizobacteriumLofLwalendulaLofficinalisbLGenomefAnnouncementsXL2015XLgXL 2

14 yMPLSampleLSubmissionLGuideLve 2

13 MetzishnLuLMetabolomicsLPlatformLforLStudyingLMicrobialLwommunitiesLinLwhemicallyLyxtremeLynvironments 2

12 SelectionXLsuccessionLandLstabilizationLofLsoilLmicrobialLconsortia 2

11 TerabaseLMetagenomeLSequencingLofLGrasslandLSoilLMicrobiomesbLMicrobiologyfResourcef
AnnouncementsXL2020XLmXL 1.3 2

10 MolecularLimagingLofLplantamicrobeLinteractionsLonLtheLseedLsurfacebLAnalysttfTheXL2021XLehjXLiliiailji5 2

9 MetagenomicLanalysisLofLmicrobialLcommunitiesLacrossLaLtransectLfromLlowLtoLhighlyL
hydrocarbonacontaminatedLsoilsLinL–ingLGeorgeL“slandXLMaritimeLuntarcticabLGeobiologyXL2021XL 4.3 2

8 PermafrostLasLaLpotentialLpathogenLreservoirbLOnefEarthXL2022XLiXLgieagjd 8.1 2

7 xNuLViralLxiversityXLubundanceXLandLzunctionalLPotentialLVaryLacrossLGrasslandLSoilsLwithLaLRangeL
ofL’istoricalLMoistureLRegimesbLMBioXL2021XLedfimife 7.8 1

6 ycologyLofLactiveLvirusesLandLtheirLbacterialLhostsLinLfrozenLurcticLpeatLsoilLrevealedLwithL’felOL
stableLisotopeLprobingLmetagenomics 1

5 vothLtheLintratumoralLimmuneLandLmicrobialLmicroenvironmentLareLlinkedLtoLrecurrenceLinLhumanL
colonLcancernLresultsLfromLaLprospectiveXLmulticenterLnodalLultrastagingLtrialbLOncotargetXL2018XLmXLfgijhafgikj3.3 1
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4 MetzishnLaLMetabolomicsLPipelineLforLStudyingLMicrobialLwommunitiesLinLwhemicallyLyxtremeL
ynvironmentsbLMSystemsXL2021XLjXLededilfd 7.6 0

3 TrendsLinLMicrobialLwommunityLwompositionLandLzunctionLbyLSoilLxepthbbLMicroorganismsXL2022XLedXL 4.9 0

2 ylectronLtransportLtoLnitrogenaseLinLRhodospirillumLrubrumnLtheLroleLofLNuxTPU’LasLelectronLdonorL
andLtheLeffectLofLfluoroacetateLonLnitrogenaseLactivitybLFEMSfMicrobiologyfLettersXL2006XLeidXLfjgafjk 2.9

1 TheLGutLMicrobiotanLycologyLandLzunctiongmaji
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