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ofIWildITypeIandI–ysggVXVI–iceWWIGutUMicrobesUI2022UIZcUIaYYffcb 8.8 1
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pntibioticVTreatedIpdultIαopulationIromparedItoI™onVpntibioticITreatedIrontrolsWWIFrontiersUinU
CellularUandUInfectionUMicrobiologyUI2022UIZaUIgaacfd

5.9 0

352 pfricanIfermentedIfoodsiIoverviewUIemergingIbenefitsUIandInovelIapproachesItoImicrobiomeI
profilingWWINpjUScienceUofUFoodUI2022UIeUIZd 6.3 6

351 vutISteroidsIandI–icrobiotaiItffectIofIvonadectomyIandISexWIBiomoleculesUI2022UIZaUIfef 5.9 0

350 venerationIofI™onpolarIseletionI–utantsIinI’isteriaImonocytogenesIUsingItheIKS tingKI–ethodWI
MethodsUinUMolecularUBiologyUI2021UIaaaYUIZedVZfd 1.4

349 ReportingIguidelinesIforIhumanImicrobiomeIresearchiItheIST R–SIchecklistWINatureUMedicineUI2021
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348 –icrobialIcolonizationIandIresistomeIdynamicsIinIfoodIprocessingIenvironmentsIofIaInewlyIopenedI
porkIcuttingIindustryIduringIZWdIyearsIofIactivityWIMicrobiomeUI2021UIhUIaYc 16.6 1

347  utbreakIofIacuteIlarvalIcyathostominosisIVIpIKperfectIstormKIofIinflammationIandIdysbiosisWI
EquineUVeterinaryUJournalUI2021UIdbUIfafVfbh 2.4 4

346 qioVtngineeredI™isinIwithIxncreasedIpntiVIandISelectivelyIReducedIpntiVIpctivityIforITreatmentIofI
qovineI–astitisWIInternationalUJournalUofUMolecularUSciencesUI2021UIaaUI 6.3 2

345 pssessingItheIabilityIofInisinIpIandIderivativesIthereofItoIinhibitIgramVnegativeIbacteriaIfromItheI
genusIThermusWIJournalUofUDairyUScienceUI2021UIZYcUIaebaVaecY 4 0

344 αorcineIreproductiveIandIrespiratoryIsyndromeIvirusIimpactsIonIgutImicrobiomeIinIaIstrainI
virulenceVdependentIfashionWIMicrobialUBiotechnologyUI2021UI 6.3 4
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rolonicIveneItxpressionIandIuecalI–icrobiotaIinIsiarrheaVpredominantIxrritableIqowelISyndromeiI
xncreasedITollVlikeIReceptorIcIbutI–inimalIxnflammationIandInoIResponseItoI–esalazineWIJournalUofU
NeurogastroenterologyUandUMotilityUI2021UIafUIafhVahZ

4.4 0

342 sepletionIofItheIgutImicrobiotaIdifferentiallyIaffectsItheIimpactIofIwheyIproteinIonIhighVfatI
dietVinducedIobesityIandIintestinalIpermeabilityWIPhysiologicalUReportsUI2021UIhUIeZcgef 2.6 3

341 srainageIclassIandIsoilIphosphorusIavailabilityIshapeImicrobialIcommunitiesIinIxrishIgrasslandsWI
EuropeanUJournalUofUSoilUBiologyUI2021UIZYcUIZYbahf 2.9 0

340 –pαUIyohnePsIdiseaseIandItheImicrobiomejIcurrentIknowledgeIandIfutureIconsiderationsWIAnimalU
MicrobiomeUI2021UIbUIbc 4.1 1

339 αroteinIqualityIandIquantityIinfluenceItheIeffectIofIdietaryIfatIonIweightIgainIandItissueI
partitioningIviaIhostVmicrobiotaIchangesWICellUReportsUI2021UIbdUIZYhYhb 10.6 1
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338 pI–ultiomicIppproachItoIxnvestigateItheItffectsIofIaIWeightI’ossIαrogramIonItheIxntestinalIwealthI
ofI verweightIworsesWIFrontiersUinUVeterinaryUScienceUI2021UIgUIeegZaY 3.1 1

337 rVproteinI˛–VantigenImodulatesItheIlantibioticIthusinIresistanceIinIStreptococcusIagalactiaeWIAntonieU
VanULeeuwenhoekUI2021UIZZcUIZdhdVZeYf 2.1

336 ™extIvenerationISequencingI–ethodsiIαushingItheIqoundariesI2021UIZhVce

335 zefirImicrobialIcompositionIisIaIdecidingIfactorIinItheIphysiologicalIimpactIofIkefirIinIaImouseI
modelIofIobesityWIBritishUJournalUofUNutritionUI2021UIZadUIZahVZbg 3.6 10

334 tnvironmentalImicrobiomeImappingIasIaIstrategyItoIimproveIqualityIandIsafetyIinItheIfoodI
industryWICurrentUOpinionUinUFoodUScienceUI2021UIbgUIZegVZfe 9.8 13

333 TheIeffectsIofIsustainedIfitnessIimprovementIonItheIgutImicrobiomeiIpIlongitudinalUIrepeatedI
measuresIcaseVstudyIapproachWITranslationalUSportsUMedicineUI2021UIcUIZfcVZha 1.3 6

332 qacteriocinsIasIaInewIgenerationIofIantimicrobialsiItoxicityIaspectsIandIregulationsWIFEMSU
MicrobiologyUReviewsUI2021UIcdUI 15.1 79

331 TheIxnternationalIScientificIpssociationIforIαrobioticsIandIαrebioticsIQxSpααRIconsensusIstatementI
onIfermentedIfoodsWINatureUReviewsUGastroenterologyUandUHepatologyUI2021UIZgUIZheVaYg 24.2 90

330 TheImicrobiomeIofIdeepVseaIfishIrevealsInewImicrobialIspeciesIandIaIsparsityIofIantibioticI
resistanceIgenesWIGutUMicrobesUI2021UIZbUIZVZb 8.8 3

329 wighIThroughputISequencingIforItheIsetectionIandIrharacterizationIofIR™pIVirusesWIFrontiersUinU
MicrobiologyUI2021UIZaUIeaZfZh 5.7 9

328 TheI’ungI–icrobiomeIinIYoungIrhildrenIwithIrysticIuibrosisiIpIαrospectiveIrohortIStudyWI
MicroorganismsUI2021UIhUI 4.9 5

327 –icrobiomeVbasedIenvironmentalImonitoringIofIaIdairyIprocessingIfacilityIhighlightsItheIchallengesI
associatedIwithIlowImicrobialVloadIsamplesWINpjUScienceUofUFoodUI2021UIdUIc 6.3 4

326 xnIvitroVinIvivoIValidationIofIStimulatoryItffectIofI atIxngredientsIonI’actobacilliWIPathogensUI2021UI
ZYUI 4.5 3

325 –icrobiotaIfromIyoungImiceIcounteractsIselectiveIageVassociatedIbehavioralIdeficitsWINatureUAgingUI
2021UIZUIeeeVefe 36

324 RelevanceIofIorganQsRVonVaVchipIsystemsItoItheIinvestigationIofIfoodVgutImicrobiotaVhostI
interactionsWICriticalUReviewsUinUMicrobiologyUI2021UIZVae 7.8 5

323 SeasonalityIandIveographyIwaveIaIvreaterIxnfluenceIthanItheIUseIofIrhlorineVqasedIrleaningI
pgentsIonItheI–icrobiotaIofIqulkITankIRawI–ilkWIAppliedUandUEnvironmentalUMicrobiologyUI2021UIgfUIeYZYgZaZ4.8 2

322 zefirIamelioratesIspecificImicrobiotaVgutVbrainIaxisIimpairmentsIinIaImouseImodelIrelevantItoI
autismIspectrumIdisorderWIBrainjUBehaviorjUandUImmunityUI2021UIhfUIZZhVZbc 16.6 5

321 tvaluationIofImethodsIforItheIreductionIofIcontaminatingIhostIreadsIwhenIperformingIshotgunI
metagenomicIsequencingIofItheImilkImicrobiomeWIScientificUReportsUI2020UIZYUIaZeed 4.9 6
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320 αroficiencyITestingIofI–etagenomicsVqasedIsetectionIofIuoodVqorneIαathogensIUsingIaIromplexI
prtificialISequencingIsatasetWIFrontiersUinUMicrobiologyUI2020UIZZUIdfdbff 5.7 3

319 tnduringIqehavioralItffectsIxnducedIbyIqirthIbyIraesareanISectionIinItheI–ouseWICurrentUBiologyUI
2020UIbYUIbfeZVbffcWee 6.3 36

318 sistinctIactionsIofItheIfermentedIbeverageIkefirIonIhostIbehaviourUIimmunityIandImicrobiomeI
gutVbrainImodulesIinItheImouseWIMicrobiomeUI2020UIgUIef 16.6 23

317 venotypicIandIαhenotypicIrharacterizationIofIuecalIxsolatesISuggestsIαlasticityItoIpdaptItoI
sifferentIwumanIqodyISitesWIFrontiersUinUMicrobiologyUI2020UIZZUIegg 5.7 8

316 TheIprobioticI’rVXrp’â�¢IimprovesImetabolicIhealthIinIaIdietVinducedIobesityImouseImodelIwithoutI
alteringItheImicrobiomeWIGutUMicrobesUI2020UIZaUIZfYcZcZ 8.8 3

315 ranIaIprobioticIsupplementIinIpregnancyIresultIinItransferItoItheIneonatalIgutiIpIsystematicI
reviewWIActaUObstetriciaUEtUGynecologicaUScandinavicaUI2020UIhhUIZaehVZaff 3.8 3

314 ’argeVscaleIgenomeVwideIanalysisIlinksIlacticIacidIbacteriaIfromIfoodIwithItheIgutImicrobiomeWI
NatureUCommunicationsUI2020UIZZUIaeZY 17.4 73

313 –aternalIandIinfantIfactorsIthatIshapeIneonatalIgutIcolonizationIbyIbacteriaWIExpertUReviewUofU
GastroenterologyUandUHepatologyUI2020UIZcUIedZVeec 4.2 4

312 wealthIqenefitsIofI’acticIpcidIqacteriaIQ’pqRIuermentatesWINutrientsUI2020UIZaUI 6.7 67

311 pntifungalIαeptidesIasITherapeuticIpgentsWIFrontiersUinUCellularUandUInfectionUMicrobiologyUI2020UIZYUIZYd5.9 65

310 αroductionIofImultipleIbacteriocinsUIincludingItheInovelIbacteriocinIgassericinI–UIbyI’actobacillusI
gasseriI’–ZhUIaIstrainIisolatedIfromIhumanImilkWIAppliedUMicrobiologyUandUBiotechnologyUI2020UIZYcUIbgehVbggc5.7 16

309 TheIassociationIbetweenItheImaternalIdietIandItheImaternalIandIinfantIgutImicrobiomeiIaI
systematicIreviewWIBritishUJournalUofUNutritionUI2020UIZVah 3.6 28

308 TheImoreIweIlearnUItheIlessIweIknowiIdecipheringItheIlinkIbetweenIhumanIgutIfusobacteriaIandI
colorectalIcancerWIDigestiveUMedicineUResearchUI2020UIbUIaZVaZ 0.3 2

307 αotentialIUseIofIqiotherapeuticIqacteriaItoITargetIrolorectalIrancerVpssociatedITaxaWIInternationalU
JournalUofUMolecularUSciencesUI2020UIaZUI 6.3 10

306 uirstIevidenceIofIproductionIofItheIlantibioticInisinIαWIScientificUReportsUI2020UIZYUIbfbg 4.9 14

305 xnstancesIofIalteredIgutImicrobiomesIamongIxrishIcricketersIoverIperiodsIofItravelIinItheIleadIupItoI
theIaYZeIWorldIrupiIpIsequencingIanalysisWITravelUMedicineUandUInfectiousUDiseaseUI2020UIbdUIZYZddb 8.4 6

304 pntimicrobialsIforIfoodIandIfeedjIaIbacteriocinIperspectiveWICurrentUOpinionUinUBiotechnologyUI2020UI
eZUIZeYVZef 11.4 71

303 TrackingItheIsairyI–icrobiotaIfromIuarmIqulkITankItoISkimmedI–ilkIαowderWIMSystemsUI2020UIdUI 7.6 21
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sairyIαroductsIandIsairyVαrocessingItnvironmentsIasIaIReservoirIofIpntibioticIResistanceIandI
βuorumVβuenchingIseterminantsIasIRevealedIthroughIuunctionalI–etagenomicsWIMSystemsUI2020UI
dUI

7.6 8

301 tncapsulatedIcyclosporineIdoesInotIchangeItheIcompositionIofItheIhumanImicrobiotaIwhenI
assessedIandWIJournalUofUMedicalUMicrobiologyUI2020UIehUIgdcVgeb 3.2 3

300 uermentedIfoodsIinIaIglobalIageiItastImeetsIWestWIComprehensiveUReviewsUinUFoodUScienceUandUFoodU
SafetyUI2020UIZhUIZgcVaZf 16.4 131

299 TheIimpactIofIprobioticIsupplementationIonImetabolicIhealthIinIhealthyIwomenIofIreproductiveI
ageiIaIsystematicIreviewWIFoodUandUFunctionUI2020UIZZUIZYafhVZYagh 6.1 0

298
pssociationIofIwabitualIsietaryIuiberIxntakeIandIuecalI–icrobiomeIveneIpbundanceIwithI
vastrointestinalISymptomsIinIanIxrritableIqowelISyndromeIrohortWICurrentUDevelopmentsUinU
NutritionUI2020UIcUIZdgZVZdgZ

0.4 78

297 SexVdependentIassociationsIbetweenIaddictionVrelatedIbehaviorsIandItheImicrobiomeIinIoutbredI
ratsWIEBioMedicineUI2020UIddUIZYafeh 8.8 11

296 –etabolomeVmicrobiomeIsignaturesIinItheIfermentedIbeverageUIzombuchaWIInternationalUJournalU
ofUFoodUMicrobiologyUI2020UIbbbUIZYgffg 5.8 35

295 pntimicrobialIuseIandIproductionIsystemIshapeItheIfecalUIenvironmentalUIandIslurryIresistomesIofI
pigIfarmsWIMicrobiomeUI2020UIgUIZec 16.6 13

294 ShotgunIsequencingIofItheIvaginalImicrobiomeIrevealsIbothIaIspeciesIandIfunctionalIpotentialI
signatureIofIpretermIbirthWINpjUBiofilmsUandUMicrobiomesUI2020UIeUIdY 8.2 16

293 –etagenomicsVqasedIαroficiencyITestIofISmokedISalmonISpikedIwithIaI–ockIrommunityWI
MicroorganismsUI2020UIgUI 4.9 1

292 xnvestigatingItheIRoleIofIsietIandItxerciseIinIvutI–icrobeVwostIrometabolismWIMSystemsUI2020UIdUI 7.6 4

291 uermentedVuoodI–etagenomicsIRevealsISubstrateVpssociatedIsifferencesIinITaxonomyIandI
wealthVpssociatedIandIpntibioticIResistanceIseterminantsWIMSystemsUI2020UIdUI 7.6 23

290 pgeVIandIdurationVdependentIeffectsIofIwheyIproteinIonIhighVfatIdietVinducedIchangesIinIbodyI
weightUIlipidImetabolismUIandIgutImicrobiotaIinImiceWIPhysiologicalUReportsUI2020UIgUIeZcdab 2.6 5

289 vutImicrobesIfromItheIphylogeneticallyIdiverseIgenusIandItheirIvariousIcontributionsItoIgutIhealthWI
GutUMicrobesUI2020UIZaUIZgYagee 8.8 49

288
αrebioticIadministrationImodulatesIgutImicrobiotaIandIfaecalIshortVchainIfattyIacidIconcentrationsI
butIdoesInotIpreventIchronicIintermittentIhypoxiaVinducedIapnoeaIandIhypertensionIinIadultIratsWI
EBioMedicineUI2020UIdhUIZYaheg

8.8 7

287 –etaVanalysisIofIcheeseImicrobiomesIhighlightsIcontributionsItoImultipleIaspectsIofIqualityWINatureU
FoodUI2020UIZUIdYYVdZY 14.4 19

286 αotentialIforIenrichingInextVgenerationIhealthVpromotingIgutIbacteriaIthroughIprebioticsIandI
otherIdietaryIcomponentsWIGutUMicrobesUI2020UIZZUIZVaY 8.8 86

285 sonâ��tIRiααIxntoItheISactipeptidesJI2020UIedVgf
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284 sistinctImicrobiomeIcompositionIandImetabolomeIexistsIacrossIsubgroupsIofIeliteIxrishIathletesWI
JournalUofUScienceUandUMedicineUinUSportUI2020UIabUIebVeg 4.4 32

283 rholestasisIinducedIbyIbileIductIligationIpromotesIchangesIinItheIintestinalImicrobiomeIinImiceWI
ScientificUReportsUI2019UIhUIZabac 4.9 12

282
xmprovementIofIueedItfficiencyIinIαigsIthroughI–icrobialI–odulationIviaIuecalI–icrobiotaI
TransplantationIinISowsIandIsietaryISupplementationIofIxnulinIinI ffspringWIAppliedUandU
EnvironmentalUMicrobiologyUI2019UIgdUI

4.8 23

281 TheIαotentialIxmpactIofIαrobioticsIonItheIvutI–icrobiomeIofIpthletesWINutrientsUI2019UIZZUI 6.7 40

280 ShortVtermIconsumptionIofIaIhighVfatIdietIincreasesIhostIsusceptibilityItoI’isteriaImonocytogenesI
infectionWIMicrobiomeUI2019UIfUIf 16.6 33

279 TheIeffectIofIovineImilkIfermentationIonItheIantithromboticIpropertiesIofIpolarIlipidsWIJournalUofU
FunctionalUFoodsUI2019UIdcUIaghVbYY 5.1 19

278 αorcineIueedItfficiencyVpssociatedIxntestinalI–icrobiotaIandIαhysiologicalITraitsiIuindingI
ronsistentIrrossV’ocationalIqiomarkersIforIResidualIueedIxntakeWIMSystemsUI2019UIcUI 7.6 22

277 pnalysisIofIwealthIqenefitsIronferredIbyISpeciesIfromIzefirWINutrientsUI2019UIZZUI 6.7 56

276 qrevibacillusIlaterosporusIstrainsIqvSαfUIqvSαhIandIqvSαZZIisolatedIfromIsilageIproduceIbroadI
spectrumImultiVantimicrobialsWIPLoSUONEUI2019UIZcUIeYaZeffb 3.7 12

275 uourImenIinIaIboatiIUltraVenduranceIexerciseIaltersItheIgutImicrobiomeWIJournalUofUScienceUandU
MedicineUinUSportUI2019UIaaUIZYdhVZYec 4.4 34

274 xnfluenceIofItheIxntestinalI–icrobiotaIonIrolonizationIResistanceItoIandItheISheddingIαatternIofI
™aturallyItxposedIαigsWIMSystemsUI2019UIcUI 7.6 21

273 RemovalIofIadultIcyathostominsIaltersIfaecalImicrobiotaIandIpromotesIanIinflammatoryIphenotypeI
inIhorsesWIInternationalUJournalUforUParasitologyUI2019UIchUIcghVdYY 4.3 17

272 siversityIandIcompositionIofItheIgutImicrobiotaIofIptlanticIsalmonIQSalmoIsalarRIfarmedIinIxrishI
watersWIJournalUofUAppliedUMicrobiologyUI2019UIZafUIecgVedf 4.7 15

271 sietaryI˛–VlactalbuminIaltersIenergyIbalanceUIgutImicrobiotaIcompositionIandIintestinalInutrientI
transporterIexpressionIinIhighVfatIdietVfedImiceWIBritishUJournalUofUNutritionUI2019UIZaZUIZYhfVZZYf 3.6 8

270 pαrIefgIReducesISheddingIofItheIαathogenIinIaI–urineI–odelWIFrontiersUinUMicrobiologyUI2019UIZYUIafb 5.7 6

269 TheIdynamicsIofItheIantibioticIresistomeIinItheIfecesIofIfreshlyIweanedIpigsIfollowingItherapeuticI
administrationIofIoxytetracyclineWIScientificUReportsUI2019UIhUIcYea 4.9 17

268
–oderateVintensityIaerobicIandIresistanceIexerciseIisIsafeIandIfavorablyIinfluencesIbodyI
compositionIinIpatientsIwithIquiescentIxnflammatoryIqowelIsiseaseiIaIrandomizedIcontrolledI
crossVoverItrialWIBMCUGastroenterologyUI2019UIZhUIah

3 17

267 raprineImilkIfermentationIenhancesItheIantithromboticIpropertiesIofIcheeseIpolarIlipidsWIJournalU
ofUFunctionalUFoodsUI2019UIeZUIZYbdYf 5.1 6
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266 xdentificationIandIcharacterisationIofIcapidermicinUIaInovelIbacteriocinIproducedIbyIStaphylococcusI
capitisWIPLoSUONEUI2019UIZcUIeYaabdcZ 3.7 15

265 –etabolicIphenotypingIofItheIhumanImicrobiomeWIFonnnResearchUI2019UIgUI 3.6 4

264 StarterIrulturesI2019UIfgfVgZb 0

263 venomicsIofIuoodborneI–icroorganismsI2019UIhafVhbf

262 TheIwumanI–esentericI’ymphI™odeI–icrobiomeIsifferentiatesIqetweenIrrohnPsIsiseaseIandI
UlcerativeIrolitisWIJournalUofUCrohnesUandUColitisUI2019UIZbUIdgVee 1.5 37

261 TheIrumenImicrobiomeiIaIcrucialIconsiderationIwhenIoptimisingImilkIandImeatIproductionIandI
nitrogenIutilisationIefficiencyWIGutUMicrobesUI2019UIZYUIZZdVZba 8.8 79

260 qiofilmsIinIuoodIαrocessingItnvironmentsiIrhallengesIandI pportunitiesWIAnnualUReviewUofUFoodU
ScienceUandUTechnologyUI2019UIZYUIZfbVZhd 14.7 67

259 vutImicrobiotaIasIaIsourceIofInovelIantimicrobialsWIGutUMicrobesUI2019UIZYUIZVaZ 8.8 110

258 qioengineeringInisinItoIovercomeItheInisinIresistanceIproteinWIMolecularUMicrobiologyUI2019UIZZZUIfZfVfbZ4.1 23

257 TheImicrobiomeIofIprofessionalIathletesIdiffersIfromIthatIofImoreIsedentaryIsubjectsIinI
compositionIandIparticularlyIatItheIfunctionalImetabolicIlevelWIGutUI2018UIefUIeadVebb 19.2 200

256 uightingIbiofilmsIwithIlantibioticsIandIotherIgroupsIofIbacteriocinsWINpjUBiofilmsUandUMicrobiomesUI
2018UIcUIh 8.2 106

255 TheIintestinalIprotistIqlastocystisIisInotIaIcommonImemberIofItheIhealthyIinfantIgutImicrobiotaIinI
aIWesternizedIcountryIQxrelandRWIParasitologyUI2018UIZcdUIZafcVZafg 2.7 5

254 pIαrospectiveI–etagenomicIandI–etabolomicIpnalysisIofItheIxmpactIofItxerciseIandXorIWheyI
αroteinISupplementationIonItheIvutI–icrobiomeIofISedentaryIpdultsWIMSystemsUI2018UIbUI 7.6 80

253 TraditionalIkefirIreducesIweightIgainIandIimprovesIplasmaIandIliverIlipidIprofilesImoreIsuccessfullyI
thanIaIcommercialIequivalentIinIaImouseImodelIofIobesityWIJournalUofUFunctionalUFoodsUI2018UIceUIahVbf 5.1 31

252 ’ossIofI–icroR™pVaZIxnfluencesItheIvutI–icrobiotaUIrausingIReducedISusceptibilityIinIaI–urineI
–odelIofIrolitisWIJournalUofUCrohnesUandUColitisUI2018UIZaUIgbdVgcg 1.5 24

251
tffectIofImilkIcentrifugationIandIincorporationIofIhighIheatVtreatedIcentrifugateIonItheImicrobialI
compositionIandIlevelsIofIvolatileIorganicIcompoundsIofI–aasdamIcheeseWIJournalUofUDairyUScienceUI
2018UIZYZUIdfbgVdfdY

4 8

250  micsVqasedIxnsightsIintoIulavorIsevelopmentIandI–icrobialISuccessionIwithinISurfaceVRipenedI
rheeseWIMSystemsUI2018UIbUI 7.6 35

249 uecalI–icrobiotaITransplantationIinIvestatingISowsIandI™eonatalI ffspringIpltersI’ifetimeI
xntestinalI–icrobiotaIandIvrowthIinI ffspringWIMSystemsUI2018UIbUI 7.6 36
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248
αlantaricyclinIpUIaI™ovelIrircularIqacteriocinIαroducedIbyI’actobacillusIplantarumI™xbaeiI
αurificationUIrharacterizationUIandIweterologousIαroductionWIAppliedUandUEnvironmentalU
MicrobiologyUI2018UIgcUI

4.8 42

247 ™ovelIinsightsIintoItheImicrobiologyIofIfermentedIdairyIfoodsWICurrentUOpinionUinUBiotechnologyUI
2018UIchUIZfaVZfg 11.4 73

246 weterologousItxpressionIofIqiopreservativeIqacteriocinsIWithIaIViewItoI’owIrostIαroductionWI
FrontiersUinUMicrobiologyUI2018UIhUIZedc 5.7 25

245 –esophilicISporeformersIxdentifiedIinIWheyIαowderIbyIUsingIShotgunI–etagenomicISequencingWI
AppliedUandUEnvironmentalUMicrobiologyUI2018UIgcUI 4.8 9

244 pIsiverseIRangeIofIwumanIvutIqacteriaIwaveItheIαotentialIToI–etabolizeItheIsietaryIromponentI
vallicIpcidWIAppliedUandUEnvironmentalUMicrobiologyUI2018UIgcUI 4.8 9

243 SequencingIofItheIrheeseI–icrobiomeIandIxtsIRelevanceItoIxndustryWIFrontiersUinUMicrobiologyUI2018
UIhUIZYaY 5.7 60

242  ralIseliveryIofI™isinIinIResistantIStarchIqasedI–atricesIpltersItheIvutI–icrobiotaIinI–iceWIFrontiersU
inUMicrobiologyUI2018UIhUIZZge 5.7 18

241 SpeciesIclassifierIchoiceIisIaIkeyIconsiderationIwhenIanalysingIlowVcomplexityIfoodImicrobiomeI
dataWIMicrobiomeUI2018UIeUIdY 16.6 38

240 αredictionIandItxplorationIofIαotentialIqacteriocinIveneIrlustersIWithinItheIqacterialIvenusWI
FrontiersUinUMicrobiologyUI2018UIhUIaZZe 5.7 13

239 vutI–icrobiologyIâ��IpIRelativelyIUnexploredIsomainI2018UIeahVecg

238
TheIpotencyIofItheIbroad´ spectrumIbacteriocinUIbactofencinIpUIagainstIstaphylococciIisIhighlyI
dependentIonIprimaryIstructureUI™VterminalIchargeIandIdisulphideIformationWIScientificUReportsUI
2018UIgUIZZgbb

4.9 11

237 TracingImotherVinfantItransmissionIofIbacteriophagesIbyImeansIofIaInovelIanalyticalItoolIforI
shotgunImetagenomicIdatasetsiI–tTpnnotatorXWIMicrobiomeUI2018UIeUIZcd 16.6 36

236 αostVweaningIsocialIisolationIofIratsIleadsItoIlongVtermIdisruptionIofItheIgutI
microbiotaVimmuneVbrainIaxisWIBrainjUBehaviorjUandUImmunityUI2018UIegUIaeZVafb 16.6 61

235 uunctionalIrharacterizationIofItheI’actolisterinIqUIveneIrlusterIofIsubspWIqvqUZVcWIFrontiersUinU
MicrobiologyUI2018UIhUIaffc 5.7 4

234 venomicIrharacterizationIofISulphiteIReducingIqacteriaIxsolatedIuromItheIsairyIαroductionIrhainWI
FrontiersUinUMicrobiologyUI2018UIhUIZdYf 5.7 3

233 tarlyISalmonellaITyphimuriumIinfectionIinIpigsIdisruptsI–icrobiomeIcompositionIandIfunctionalityI
principallyIatItheIileumImucosaWIScientificUReportsUI2018UIgUIffgg 4.9 33

232 TranslatingI micsItoIuoodI–icrobiologyWIAnnualUReviewUofUFoodUScienceUandUTechnologyUI2017UIgUIZZbVZbc14.7 56

231 srunkIbugsiIrhronicIvapourIalcoholIexposureIinducesImarkedIchangesIinItheIgutImicrobiomeIinI
miceWIBehaviouralUBrainUResearchUI2017UIbabUIZfaVZfe 3.4 45
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230 UnravellingItheImetabolicIimpactIofISqSVassociatedImicrobialIdysbiosisiIxnsightsIfromItheIpigletI
shortIbowelIsyndromeImodelWIScientificUReportsUI2017UIfUIcbbae 4.9 13

229 TheIalteredIgutImicrobiotaIinIadultsIwithIcysticIfibrosisWIBMCUMicrobiologyUI2017UIZfUIdg 4.5 55

228 UseIofIenhancedInisinIderivativesIinIcombinationIwithIfoodVgradeIoilsIorIcitricIacidItoIcontrolI
rronobacterIsakazakiiIandItscherichiaIcoliI ZdfiwfWIFoodUMicrobiologyUI2017UIedUIadcVaeb 6 45

227 ppplicationIofIbacteriocinVproducingItnterococcusIfaeciumIisolatedIfromIdonkeyImilkUIinItheI
bioVcontrolIofI’isteriaImonocytogenesIinIfreshIwheyIcheeseWIInternationalUDairyUJournalUI2017UIfbUIZVh 3.5 50

226 uorgottenIfungiVtheIgutImycobiomeIinIhumanIhealthIandIdiseaseWIFEMSUMicrobiologyUReviewsUI2017
UIcZUIcfhVdZZ 15.1 140

225 StrainV’evelI–etagenomicIpnalysisIofItheIuermentedIsairyIqeverageI™unuIwighlightsIαotentialI
uoodISafetyIRisksWIAppliedUandUEnvironmentalUMicrobiologyUI2017UIgbUI 4.8 55

224 txploringIaIαossibleI’inkIbetweenItheIxntestinalI–icrobiotaIandIueedItfficiencyIinIαigsWIAppliedUandU
EnvironmentalUMicrobiologyUI2017UIgbUI 4.8 147

223
wighVthroughputImetataxonomicIcharacterizationIofItheIrawImilkImicrobiotaIidentifiesIchangesI
reflectingIlactationIstageIandIstorageIconditionsWIInternationalUJournalUofUFoodUMicrobiologyUI2017UI
addUIZVe

5.8 25

222 TheIinfluenceIofIrosuvastatinIonItheIgastrointestinalImicrobiotaIandIhostIgeneIexpressionIprofilesWI
AmericanUJournalUofUPhysiologyUkURenalUPhysiologyUI2017UIbZaUIvcggVvchf 5.1 24

221
WheyIproteinIeffectsIonIenergyIbalanceIlinkItheIintestinalImechanismsIofIenergyIabsorptionIwithI
adiposityIandIhypothalamicIneuropeptideIgeneIexpressionWIAmericanUJournalUofUPhysiologyUkU
EndocrinologyUandUMetabolismUI2017UIbZbUItZVtZZ

6 17

220 wealthIbenefitsIofIfermentedIfoodsiImicrobiotaIandIbeyondWICurrentUOpinionUinUBiotechnologyUI2017
UIccUIhcVZYa 11.4 574

219 venomeISequenceIofIsS–IcdgUIanIpntimicrobialVαroducingIThermophilicIqacteriumUIxsolatedIfromI
aISugarIqeetIuactoryWIGenomeUAnnouncementsUI2017UIdUI 5

218 ’ackIofIweterogeneityIinIqacteriocinIαroductionIpcrossIaISelectionIofIrommercialIαrobioticI
αroductsWIProbioticsUandUAntimicrobialUProteinsUI2017UIhUIcdhVced 5.5 5

217 ’actolisterinIqUUIaI™ovelIrlassIxxIqroadVSpectrumIqacteriocinIfromI’actococcusIlactisIsubspWIbvWI
diacetylactisIqvqUZVcWIAppliedUandUEnvironmentalUMicrobiologyUI2017UIgbUI 4.8 17

216 rontrolledIfunctionalIexpressionIofItheIbacteriocinsIpediocinIαpVZIandIbactofencinIpIinItscherichiaI
coliWIScientificUReportsUI2017UIfUIbYeh 4.9 25

215 –etagenomeVbasedIsurveillanceIandIdiagnosticIapproachesItoIstudyingItheImicrobialIecologyIofI
foodIproductionIandIprocessingIenvironmentsWIEnvironmentalUMicrobiologyUI2017UIZhUIcbgaVcbhZ 5.2 27

214 xmpactsIofISeasonalIwousingIandITeatIαreparationIonIRawI–ilkI–icrobiotaiIaIwighVThroughputI
SequencingIStudyWIAppliedUandUEnvironmentalUMicrobiologyUI2017UIgbUI 4.8 70

213 –icrobiotaIofIRawI–ilkIandIRawI–ilkIrheesesI2017UIbYZVbZe 11

(2017-2017)
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212 quildItheIReadiIpIwandsV nIpctivityIforIxntroducingI–icrobiologyIStudentsItoI™extVvenerationI
s™pISequencingIandIqioinformaticsWIJournalUofUMicrobiologyUandUBiologyUEducationUI2017UIZgUI 1.3 2

211 –icrobiomeIrhangesIsuringIRipeningI2017UIbghVcYh 7

210 setectionIandItnumerationIofISporeVuormingIqacteriaIinIαowderedIsairyIαroductsWIFrontiersUinU
MicrobiologyUI2017UIgUIZYh 5.7 35

209 xnsightsIintoItheI–odeIofIpctionIofItheISactibioticIThuricinIrsWIFrontiersUinUMicrobiologyUI2017UIgUIehe 5.7 30

208 qacteriocinVpntimicrobialISynergyiIpI–edicalIandIuoodIαerspectiveWIFrontiersUinUMicrobiologyUI2017UI
gUIZaYd 5.7 101

207 TheIuungalIurontieriIpIromparativeIpnalysisIofI–ethodsIUsedIinItheIStudyIofItheIwumanIvutI
–ycobiomeWIFrontiersUinUMicrobiologyUI2017UIgUIZcba 5.7 57

206 rropItstablishmentIαracticesIpreIaIsriverIofItheIαlantI–icrobiotaIinIWinterI ilseedIRapeIQRWI
FrontiersUinUMicrobiologyUI2017UIgUIZcgh 5.7 18

205 pIαrofileIwiddenI–arkovI–odelItoIinvestigateItheIdistributionIandIfrequencyIofI’anqVencodingI
lantibioticImodificationIgenesIinItheIhumanIoralIandIgutImicrobiomeWIPeerJUI2017UIdUIebadc 3.1 10

204 αrevalenceIandIgeneticIdiversityIofIqlastocystisIinIfamilyIunitsIlivingIinItheIUnitedIStatesWIInfectionjU
GeneticsUandUEvolutionUI2016UIcdUIhdVhf 4.5 23

203 xnfluenceIofIvpqpIandIvpqpVproducingI’actobacillusIbrevisIsαrIeZYgIonItheIdevelopmentIofI
diabetesIinIaIstreptozotocinIratImodelWIBeneficialUMicrobesUI2016UIfUIcYhVaY 4.9 37

202
TheIefficacyIofIthuricinIrsUItigecyclineUIvancomycinUIteicoplaninUIrifampicinIandInitazoxanideUI
independentlyIandIinIpairedIcombinationsIagainstIrlostridiumIdifficileIbiofilmsIandIplanktonicIcellsWI
GutUPathogensUI2016UIgUIaY

5.4 21

201 sraftIvenomeISequenceIofI’actobacillusIcaseiIsαregYYUIanIxsolateIwithItheIαotentialItoIsiversifyI
ulavorIinIrheeseWIGenomeUAnnouncementsUI2016UIcUI 3

200 ZeSIrR™pIgeneIsequencingIofImockImicrobialIpopulationsVIimpactIofIs™pIextractionImethodUI
primerIchoiceIandIsequencingIplatformWIBMCUMicrobiologyUI2016UIZeUIZab 4.5 164

199 uood–icrobionetiIpIdatabaseIforItheIvisualisationIandIexplorationIofIfoodIbacterialIcommunitiesI
basedIonInetworkIanalysisWIInternationalUJournalUofUFoodUMicrobiologyUI2016UIaZhUIagVbf 5.8 50

198 pInovelImethodIofImicrosatelliteIgenotypingVbyVsequencingIusingIindividualIcombinatorialI
barcodingWIRoyalUSocietyUOpenUScienceUI2016UIbUIZdYded 3.3 45

197
rompromisedI’actobacillusIhelveticusIstarterIactivityIinItheIpresenceIofIfacultativeI
heterofermentativeI’actobacillusIcaseiIsαrehgfIresultsIinIatypicalIeyeIformationIinISwissVtypeI
cheeseWIJournalUofUDairyUScienceUI2016UIhhUIaeadVaecY

4 18

196 romparingIppplesIandI rangesniI™extIvenerationISequencingIandIxtsIxmpactIonI–icrobiomeI
pnalysisWIPLoSUONEUI2016UIZZUIeYZcgYag 3.7 164

195 qacteriocinIproductioniIaIrelativelyIunharnessedIprobioticItraitnWIFonnnResearchUI2016UIdUIadgf 3.6 71
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194
romparativeIvenomicIpnalysisIRevealsIaIsiverseIRepertoireIofIvenesIxnvolvedIinI
αrokaryoteVtukaryoteIxnteractionsIwithinItheIαseudovibrioIvenusWIFrontiersUinUMicrobiologyUI2016UI
fUIbgf

5.7 13

193 qacteriocinsiI™ovelISolutionsItoIpgeI ldISporeVRelatedIαroblemsnWIFrontiersUinUMicrobiologyUI2016UI
fUIceZ 5.7 71

192 xnIVitroIpctivitiesIofI™isinIandI™isinIserivativesIploneIandIxnIrombinationIwithIpntibioticsIagainstI
StaphylococcusIqiofilmsWIFrontiersUinUMicrobiologyUI2016UIfUIdYg 5.7 65

191 TheI–icrobiotaIandIwealthIαromotingIrharacteristicsIofItheIuermentedIqeverageIzefirWIFrontiersUinU
MicrobiologyUI2016UIfUIecf 5.7 164

190 ™ewIWeaponsItoIuightI ldItnemiesiI™ovelIStrategiesIforItheIQqioRcontrolIofIqacterialIqiofilmsIinI
theIuoodIxndustryWIFrontiersUinUMicrobiologyUI2016UIfUIZecZ 5.7 126

189 SynergisticI™isinVαolymyxinIrombinationsIforItheIrontrolIofIqiofilmIuormationWIFrontiersUinU
MicrobiologyUI2016UIfUIZfZb 5.7 48

188 pIqioengineeredI™isinIserivativeUI–aZpUIinIrombinationIwithIuoodIvradeIpdditivesItradicatesI
qiofilmsIofWIFrontiersUinUMicrobiologyUI2016UIfUIZhbh 5.7 30

187
ShortIbowelIsyndromeIQSqSRVassociatedIalterationsIwithinItheIgutVliverIaxisIevolveIearlyIandIpersistI
longVtermIinItheIpigletImodelIofIshortIbowelIsyndromeWIJournalUofUGastroenterologyUandUHepatologyU
fAustraliagUI2016UIbZUIZhceVZhdd

4 13

186 andItheIαinkIsiscolorationIsefectIinIrheeseWIMSystemsUI2016UIZUI 7.6 55

185 TheIbacteriocinIbactofencinIpIsubtlyImodulatesIgutImicrobialIpopulationsWIAnaerobeUI2016UIcYUIcZVh 2.8 20

184 –icrobialISuccessionIandIulavorIαroductionIinItheIuermentedIsairyIqeverageIzefirWIMSystemsUI2016
UIZUI 7.6 132

183 SpatialIvariationIofItheIcolonicImicrobiotaIinIpatientsIwithIulcerativeIcolitisIandIcontrolIvolunteersWI
GutUI2015UIecUIZddbVeZ 19.2 154

182 pIbioengineeredInisinIderivativeItoIcontrolIbiofilmsIofIStaphylococcusIpseudintermediusWIPLoSUONE
UI2015UIZYUIeYZZhegc 3.7 56

181 αroteomicsIasItheIfinalIstepIinItheIfunctionalImetagenomicsIstudyIofIantimicrobialIresistanceWI
FrontiersUinUMicrobiologyUI2015UIeUIZfa 5.7 14

180 venerationIofItheIantimicrobialIpeptideIcaseicinIpIfromIcaseinIbyIhydrolysisIwithIthermolysinI
enzymesWIInternationalUDairyUJournalUI2015UIchUIZVf 3.5 15

179 αrenatalIstressVinducedIalterationsIinImajorIphysiologicalIsystemsIcorrelateIwithIgutImicrobiotaI
compositionIinIadulthoodWIPsychoneuroendocrinologyUI2015UIeYUIdgVfc 5 168

178 TemporalIandIspatialIdifferencesIinImicrobialIcompositionIduringItheImanufactureIofIaI
continentalVtypeIcheeseWIAppliedUandUEnvironmentalUMicrobiologyUI2015UIgZUIadadVbb 4.8 52

177
tvaluationIofI’actococcusIlactisIxsolatesIfromI™ondairyISourcesIwithIαotentialIsairyIppplicationsI
RevealsItxtensiveIαhenotypeVvenotypeIsisparityIandIxmplicationsIforIaIRevisedISpeciesWIAppliedU
andUEnvironmentalUMicrobiologyUI2015UIgZUIbheZVfa

4.8 27

(2015-2016)
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176 ’antibioticIresistanceWIMicrobiologyUandUMolecularUBiologyUReviewsUI2015UIfhUIZfZVhZ 13.2 95

175 txerciseIandItheImicrobiotaWIGutUMicrobesUI2015UIeUIZbZVe 8.8 94

174 ™isinIwIxsIaI™ewI™isinIVariantIαroducedIbyItheIvutVserivedIStrainIStreptococcusIhyointestinalisI
sαrecgcWIAppliedUandUEnvironmentalUMicrobiologyUI2015UIgZUIbhdbVeY 4.8 46

173 vutImicrobiotaIdepletionIfromIearlyIadolescenceIinImiceiIxmplicationsIforIbrainIandIbehaviourWI
BrainjUBehaviorjUandUImmunityUI2015UIcgUIZedVfb 16.6 405

172 ReiIvutImicrobiotaIdepletionIfromIearlyIadolescenceIinImiceiIxmplicationsIforIbrainIandIbehaviourWI
BrainjUBehaviorjUandUImmunityUI2015UIdYUIbbdVbbe 16.6 17

171 TheImetabolicIroleIofItheImicrobiotaWIClinicalULiverUDiseaseUI2015UIdUIhZVhb 2.2 2

170 xmpactIofItnvironmentalIuactorsIonIqacteriocinIαromoterIpctivityIinIvutVserivedI’actobacillusI
salivariusWIAppliedUandUEnvironmentalUMicrobiologyUI2015UIgZUIfgdZVh 4.8 18

169
StreptozotocinVinducedItypeVZVdiabetesIdiseaseIonsetIinISpragueVsawleyIratsIisIassociatedIwithIanI
alteredIintestinalImicrobiotaIcompositionIandIdecreasedIdiversityWIMicrobiologyUfUnitedUKingdomgUI
2015UIZeZUIZgaVZhb

2.9 52

168
qovineIserumIalbuminIasItheIdominantIformIofIdietaryIproteinIreducesIsubcutaneousIfatImassUI
plasmaIleptinIandIplasmaIcorticosteroneIinIhighIfatVfedIrdfXq’eyImiceWIBritishUJournalUofUNutritionUI
2015UIZZcUIedcVea

3.6 7

167 wighVthroughputIs™pIsequencingItoIsurveyIbacterialIhistidineIandItyrosineIdecarboxylasesIinIrawI
milkIcheesesWIBMCUMicrobiologyUI2015UIZdUIaee 4.5 29

166
romparedItoIcaseinUIbovineIlactoferrinIreducesIplasmaIleptinIandIcorticosteroneIandIaffectsI
hypothalamicIgeneIexpressionIwithoutIalteringIweightIgainIorIfatImassIinIhighIfatIdietIfedI
rdfXq’eyImiceWINutritionUandUMetabolismUI2015UIZaUIdb

4.6 9

165 qiotechnologicalIapplicationsIofIfunctionalImetagenomicsIinItheIfoodIandIpharmaceuticalI
industriesWIFrontiersUinUMicrobiologyUI2015UIeUIefa 5.7 52

164 qioengineeringI’antibioticsIforITherapeuticISuccessWIFrontiersUinUMicrobiologyUI2015UIeUIZbeb 5.7 87

163 TheIαrevalenceIandIrontrolIofIqacillusIandIRelatedISporeVuormingIqacteriaIinItheIsairyIxndustryWI
FrontiersUinUMicrobiologyUI2015UIeUIZcZg 5.7 134

162 ™VbIαolyunsaturatedIuattyIpcidsIQαUupsRIReverseItheIxmpactIofItarlyV’ifeIStressIonItheIvutI
–icrobiotaWIPLoSUONEUI2015UIZYUIeYZbhfaZ 3.7 108

161
sevelopmentIandIppplicationIofIaIqlastocystisISubtypeVSpecificIαrRIpssayIRevealsIthatI
–ixedVSubtypeIxnfectionsIpreIrommonIinIaIwealthyIwumanIαopulationWIAppliedUandUEnvironmentalU
MicrobiologyUI2015UIgZUIcYfZVe

4.8 40

160 qioengineeringIofItheImodelIlantibioticInisinWIBioengineeredUI2015UIeUIZgfVha 5.7 66

159 sietaryItransVZYUIcisVZaVconjugatedIlinoleicIacidIaltersIfattyIacidImetabolismIandImicrobiotaI
compositionIinImiceWIBritishUJournalUofUNutritionUI2015UIZZbUIfagVbg 3.6 69
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158 puthorIresponseiI’inkingIlifestyleIandImicrobesWIGutUI2015UIecUIdaY 19.2

157 xnIsilicoIidentificationIofIbacteriocinIgeneIclustersIinItheIgastrointestinalItractUIbasedIonItheIwumanI
–icrobiomeIαrojectPsIreferenceIgenomeIdatabaseWIBMCUMicrobiologyUI2015UIZdUIZgb 4.5 77

156
tfficaciesIofInisinIpIandInisinIVIsemipurifiedIpreparationsIaloneIandIinIcombinationIwithIplantI
essentialIoilsIforIcontrollingI’isteriaImonocytogenesWIAppliedUandUEnvironmentalUMicrobiologyUI2015UI
gZUIafeaVh

4.8 35

155 pntimicrobialIantagonistsIagainstIfoodIpathogensiIaIbacteriocinIperspectiveWICurrentUOpinionUinU
FoodUScienceUI2015UIaUIdZVdf 9.8 55

154 pnaerobicIsporeformersIandItheirIsignificanceIwithIrespectItoImilkIandIdairyIproductsWI
InternationalUJournalUofUFoodUMicrobiologyUI2015UIZhfUIffVgf 5.8 79

153 TheIsactibioticIsubclassIofIbacteriocinsiIanIupdateWICurrentUProteinUandUPeptideUScienceUI2015UIZeUIdchVdg 2.8 35

152 rhangesIinItheIcolonImicrobiotaIandIintestinalIcytokineIgeneIexpressionIfollowingIminimalI
intestinalIsurgeryWIWorldUJournalUofUGastroenterologyUI2015UIaZUIcZdYVg 5.6 26

151 qeneficialImodulationIofItheIgutImicrobiotaWIFEBSULettersUI2014UIdggUIcZaYVbY 3.8 166

150 pIdegenerateIαrRVbasedIstrategyIasIaImeansIofIidentifyingIhomologuesIofIaminoglycosideIandI
˛†VlactamIresistanceIgenesIinItheIgutImicrobiotaWIBMCUMicrobiologyUI2014UIZcUIad 4.5 13

149 SequenceVbasedIanalysisIofItheIbacterialIandIfungalIcompositionsIofImultipleIkombuchaIQteaI
fungusRIsamplesWIFoodUMicrobiologyUI2014UIbgUIZfZVg 6 190

148 txopolysaccharideVproducingIprobioticI’actobacilliIreduceIserumIcholesterolIandImodifyIentericI
microbiotaIinIppotVdeficientImiceWIJournalUofUNutritionUI2014UIZccUIZhdeVea 4.1 60

147 pnIPUppPVturnIinIbacteriocinIreceptorIidentificationWIMolecularUMicrobiologyUI2014UIhaUIZZdhVeb 4.1 41

146 plteredIuXRIsignallingIisIassociatedIwithIbileIacidIdysmetabolismIinIshortIbowelI
syndromeVassociatedIliverIdiseaseWIJournalUofUHepatologyUI2014UIeZUIZZZdVad 13.4 56

145 TheImicrobialIeukaryoteIqlastocystisIisIaIprevalentIandIdiverseImemberIofItheIhealthyIhumanIgutI
microbiotaWIFEMSUMicrobiologyUEcologyUI2014UIhYUIbaeVbY 4.3 144

144 ptypicalI’isteriaIinnocuaIstrainsIpossessIanIintactI’xαxVbWIBMCUMicrobiologyUI2014UIZcUIdg 4.5 31

143 txerciseIandIassociatedIdietaryIextremesIimpactIonIgutImicrobialIdiversityWIGutUI2014UIebUIZhZbVaY 19.2 652

142 uermentedIbeveragesIwithIhealthVpromotingIpotentialiIαastIandIfutureIperspectivesWITrendsUinU
FoodUScienceUandUTechnologyUI2014UIbgUIZZbVZac 15.3 227

141 xdentificationIofIaminoglycosideIandI˛†VlactamIresistanceIgenesIfromIwithinIanIinfantIgutIfunctionalI
metagenomicIlibraryWIPLoSUONEUI2014UIhUIeZYgYZe 3.7 41

(2014-2015)

13



140 –arineIαseudovibrioIspWIasIaInovelIsourceIofIantimicrobialsWIMarineUDrugsUI2014UIZaUIdhZeVah 6 23

139 TheIpotentialIforIemergingItherapeuticIoptionsIforIrlostridiumIdifficileIinfectionWIGutUMicrobesUI
2014UIdUIeheVfZY 8.8 29

138 weterologousIexpressionIofIthuricinIrsIimmunityIgenesIinI’isteriaImonocytogenesWIAntimicrobialU
AgentsUandUChemotherapyUI2014UIdgUIbcaZVg 5.9 2

137 sraftIvenomeISequenceIofIrampylobacterIureolyticusIStrainIrxTYYfUItheIuirstIWholeVvenomeI
SequenceIofIaIrlinicalIxsolateWIGenomeUAnnouncementsUI2014UIaUI 2

136 αroteinIqualityIandItheIproteinItoIcarbohydrateIratioIwithinIaIhighIfatIdietIinfluencesIenergyI
balanceIandItheIgutImicrobiotaIinIrdfq’XeyImiceWIPLoSUONEUI2014UIhUIegghYc 3.7 57

135 xmpactIofIdietaryIfattyIacidsIonImetabolicIactivityIandIhostIintestinalImicrobiotaIcompositionIinI
rdfq’XeyImiceWIBritishUJournalUofUNutritionUI2014UIZZZUIZhYdVZf 3.6 115

134 venerationIofInonpolarIdeletionImutantsIinI’isteriaImonocytogenesIusingItheIKS tingKImethodWI
MethodsUinUMolecularUBiologyUI2014UIZZdfUIZgfVaYY 1.4 9

133 xnIvivoIactivityIofInisinIpIandInisinIVIagainstI’isteriaImonocytogenesIinImiceWIBMCUMicrobiologyUI
2013UIZbUIab 4.5 44

132 SequenceVbasedIanalysisIofItheImicrobialIcompositionIofIwaterIkefirIfromImultipleIsourcesWIFEMSU
MicrobiologyULettersUI2013UIbcgUIfhVgd 2.9 50

131 pntipsychoticsIandItheIgutImicrobiomeiIolanzapineVinducedImetabolicIdysfunctionIisIattenuatedIbyI
antibioticIadministrationIinItheIratWITranslationalUPsychiatryUI2013UIbUIebYh 8.6 157

130 xnteractionsIbetweenIgutImicrobiotaUIfoodIandItheIobeseIhostWITrendsUinUFoodUScienceUandU
TechnologyUI2013UIbcUIccVdb 15.3 19

129 TheItwoIpeptideIlantibioticIlacticinIbZcfIactsIsynergisticallyIwithIpolymyxinItoIinhibitIvramI
negativeIbacteriaWIBMCUMicrobiologyUI2013UIZbUIaZa 4.5 46

128 SubtilomyciniIaInewIlantibioticIfromIqacillusIsubtilisIstrainI––pfIisolatedIfromItheImarineIspongeI
waliclonaIsimulansWIMarineUDrugsUI2013UIZZUIZgfgVhg 6 58

127 SaturationImutagenesisIofIselectedIresiduesIofItheI˛–VpeptideIofItheIlantibioticIlacticinIbZcfIyieldsI
aIderivativeIwithIenhancedIantimicrobialIactivityWIMicrobialUBiotechnologyUI2013UIeUIdecVfd 6.3 18

126 xmpactIofIleucineIonIenergyIbalanceWIJournalUofUPhysiologyUandUBiochemistryUI2013UIehUIZddVeb 5 21

125 qacteriocinsIVIaIviableIalternativeItoIantibioticsnWINatureUReviewsUMicrobiologyUI2013UIZZUIhdVZYd 22.2 944

124 RibosomallyIsynthesizedIandIpostVtranslationallyImodifiedIpeptideInaturalIproductsiIoverviewIandI
recommendationsIforIaIuniversalInomenclatureWINaturalUProductUReportsUI2013UIbYUIZYgVeY 15.1 1298

123 sivergentImetabolicIoutcomesIarisingIfromItargetedImanipulationIofItheIgutImicrobiotaIinI
dietVinducedIobesityWIGutUI2013UIeaUIaaYVe 19.2 201
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122 TheImicrobialIcontentIofIrawIandIpasteurizedIcowImilkIasIdeterminedIbyImolecularIapproachesWI
JournalUofUDairyUScienceUI2013UIheUIchagVbf 4 108

121 qacteriocinIproductionIbyIqifidobacteriumIsppWIpIreviewWIBiotechnologyUAdvancesUI2013UIbZUIcgaVg 17.8 133

120 StrategiesItoIimproveItheIbacteriocinIprotectionIprovidedIbyIlacticIacidIbacteriaWICurrentUOpinionUinU
BiotechnologyUI2013UIacUIZbYVc 11.4 45

119 qacterialIcommunitiesIestablishedIinIbauxiteIresiduesIwithIdifferentIrestorationIhistoriesWI
EnvironmentalUScienceUdampyUTechnologyUI2013UIcfUIfZZYVh 10.3 52

118 TheIcomplexImicrobiotaIofIrawImilkWIFEMSUMicrobiologyUReviewsUI2013UIbfUIeecVhg 15.1 421

117 qactofencinIpUIaInewItypeIofIcationicIbacteriocinIwithIunusualIimmunityWIMBioUI2013UIcUIeYYchgVZb 7.8 39

116 TheIindividualVspecificIandIdiverseInatureIofItheIpretermIinfantImicrobiotaWIArchivesUofUDiseaseUinU
ChildhoodxUFetalUandUNeonatalUEditionUI2013UIhgUIubbcVcY 4.7 83

115 pntimicrobialsiIStrategiesIforItargetingIobesityIandImetabolicIhealthnWIGutUMicrobesUI2013UIcUIcgVdb 8.8 22

114 xntensiveImutagenesisIofItheInisinIhingeIleadsItoItheIrationalIdesignIofIenhancedIderivativesWIPLoSU
ONEUI2013UIgUIefhdeb 3.7 50

113 SaturationImutagenesisIofIlysineIZaIleadsItoItheIidentificationIofIderivativesIofInisinIpIwithI
enhancedIantimicrobialIactivityWIPLoSUONEUI2013UIgUIedgdbY 3.7 41

112 –icrobialIcompositionIofIhumanIappendicesIfromIpatientsIfollowingIappendectomyWIMBioUI2013UIcUI 7.8 82

111
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