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m Paper IF Citations

345 TheKznternationalKyapüapKβrojectYKNatureWK2003WKecgWKhijXjg 50.4 5039

344 rKhaplotypeKmapKofKtheKhumanKgenomeYKNatureWK2005WKedhWKbcjjXdca 50.4 4818

343 rKsecondKgenerationKhumanKhaplotypeKmapKofKoverKdYbKmillionKSNβsYKNatureWK2007WKeejWKifbXgb 50.4 3647

342 znternationalKnetworkKofKcancerKgenomeKprojectsYKNatureWK2010WKegeWKjjdXi 50.4 1613

341 xenomeXwideKdetectionKandKcharacterizationKofKpositiveKselectionKinKhumanKpopulationsYKNatureWK
2007WKeejWKjbdXi 50.4 1367

340 xenomeXwideKassociationKstudyKidentifiesKcommonKvariantsKatKfourKlociKasKgeneticKriskKfactorsKforK
βarkinsonRsKdiseaseYKNatureeGeneticsWK2009WKebWKbdadXh 36.3 1045

339 wunctionalKhaplotypesKofKβruzeWKencodingKcitrullinatingKenzymeKpeptidylarginineKdeiminaseKeWKareK
associatedKwithKrheumatoidKarthritisYKNatureeGeneticsWK2003WKdeWKdjfXeac 36.3 966

338 TheKrepertoireKofKmutationalKsignaturesKinKhumanKcancerYKNatureWK2020WKfhiWKjeXbab 50.4 849

337 βanXcancerKanalysisKofKwholeKgenomesYKNatureWK2020WKfhiWKicXjd 50.4 840

336 wunctionalKSNβsKinKtheKlymphotoxinXalphaKgeneKthatKareKassociatedKwithKsusceptibilityKtoK
myocardialKinfarctionYKNatureeGeneticsWK2002WKdcWKgfaXe 36.3 755

335 zntegratedKmolecularKanalysisKofKclearXcellKrenalKcellKcarcinomaYKNatureeGeneticsWK2013WKefWKigaXh 36.3 723

334 WholeXgenomeKsequencingKofKliverKcancersKidentifiesKetiologicalKinfluencesKonKmutationKpatternsK
andKrecurrentKmutationsKinKchromatinKregulatorsYKNatureeGeneticsWK2012WKeeWKhgaXe 36.3 671

333 SNβsKinK tNκbKareKassociatedKwithKsusceptibilityKtoKtypeKcKdiabetesKinKvastKrsianKandKvuropeanK
populationsYKNatureeGeneticsWK2008WKeaWKbajiXbac 36.3 555

332 rnKintronicKSNβKinKaKRUNXbKbindingKsiteKofKSLtccreWKencodingKanKorganicKcationKtransporterWKisK
associatedKwithKrheumatoidKarthritisYKNatureeGeneticsWK2003WKdfWKdebXi 36.3 494

331 üetaXanalysisKidentifiesKsixKnewKsusceptibilityKlociKforKatrialKfibrillationYKNatureeGeneticsWK2012WKeeWKghaXf 36.3 429

330 rKgenomeXwideKassociationKstudyKidentifiesKvariantsKinKtheKyLrXuβKlocusKassociatedKwithKchronicK
hepatitisKsKinKrsiansYKNatureeGeneticsWK2009WKebWKfjbXf 36.3 428

329 WholeXgenomeKmutationalKlandscapeKandKcharacterizationKofKnoncodingKandKstructuralKmutationsK
inKliverKcancerYKNatureeGeneticsWK2016WKeiWKfaaXj 36.3 423

Tatushiko Tsunoda

2



328 SingleKnucleotideKpolymorphismsKinKTNwSwbfKconferKsusceptibilityKtoKtrohnRsKdiseaseYKHumane
MoleculareGeneticsWK2005WKbeWKdejjXfag 5.6 376

327 αverexpressionKofKLSubKcontributesKtoKhumanKcarcinogenesisKthroughKchromatinKregulationKinK
variousKcancersYKInternationaleJournaleofeCancerWK2011WKbciWKfheXig 7.5 353

326 zTβ tKfunctionalKpolymorphismKassociatedKwithK awasakiKdiseaseKsusceptibilityKandKformationKofK
coronaryKarteryKaneurysmsYKNatureeGeneticsWK2008WKeaWKdfXec 36.3 339

325 zntegratingKethicsKandKscienceKinKtheKznternationalKyapüapKβrojectYKNatureeReviewseGeneticsWK2004WK
fWKeghXhf 30.1 334

324 rKfunctionalKvariantKinKwtRLdWKencodingKwcKreceptorXlikeKdWKisKassociatedKwithKrheumatoidKarthritisK
andKseveralKautoimmunitiesYKNatureeGeneticsWK2005WKdhWKehiXif 36.3 310

323 TheKevolutionaryKhistoryKofKcWgfiKcancersYKNatureWK2020WKfhiWKbccXbci 50.4 307

322 üetaXanalysisKidentifiesKcommonKvariantsKassociatedKwithKbodyKmassKindexKinKeastKrsiansYKNaturee
GeneticsWK2012WKeeWKdahXbb 36.3 301

321 vxpressionKprofilesKofKnonXsmallKcellKlungKcancersKonKcuNrKmicroarrayskKidentificationKofKgenesKforK
predictionKofKlymphXnodeKmetastasisKandKsensitivityKtoKantiXcancerKdrugsYKOncogeneWK2003WKccWKcbjcXcaf 9.2 277

320 xenomeXwideKassociationKstudyKidentifiesKthreeKnewKsusceptibilityKlociKforKadultKasthmaKinKtheK
–apaneseKpopulationYKNatureeGeneticsWK2011WKedWKijdXg 36.3 252

319 üultiancestryKassociationKstudyKidentifiesKnewKasthmaKriskKlociKthatKcolocalizeKwithKimmuneXcellK
enhancerKmarksYKNatureeGeneticsWK2018WKfaWKecXfd 36.3 246

318 vstimatingKtranscriptionKfactorKbindabilityKonKuNrYKBioinformaticsWK1999WKbfWKgccXda 7.2 242

317 xenomeXwideKassociationKstudyKidentifiesKeightKnewKsusceptibilityKlociKforKatopicKdermatitisKinKtheK
–apaneseKpopulationYKNatureeGeneticsWK2012WKeeWKbcccXg 36.3 241

316 rssociationKofKaKnovelKlongKnonXcodingKRNrKinKiqceKwithKprostateKcancerKsusceptibilityYKCancere
ScienceWK2011WKbacWKcefXfc 6.9 236

315 βatternsKofKsomaticKstructuralKvariationKinKhumanKcancerKgenomesYKNatureWK2020WKfhiWKbbcXbcb 50.4 232

314 wunctionalKvariantsKinKruybsKandKrLuycKcoupledKwithKalcoholKandKsmokingKsynergisticallyKenhanceK
esophagealKcancerKriskYKGastroenterologyWK2009WKbdhWKbhgiXhf 13.3 232

313 xenomeXwideKassociationKstudyKidentifiesKfiveKnewKsusceptibilityKlociKforKprostateKcancerKinKtheK
–apaneseKpopulationYKNatureeGeneticsWK2010WKecWKhfbXe 36.3 230

312 rnalysesKofKnonXcodingKsomaticKdriversKinKcWgfi´ cancerKwholeKgenomesYKNatureWK2020WKfhiWKbacXbbb 50.4 220

311 zdentificationKofKmembraneXtypeKmatrixKmetalloproteinaseXbKasKaKtargetKofKtheKbetaXcateninZTcfeK
complexKinKhumanKcolorectalKcancersYKOncogeneWK2002WKcbWKfigbXh 9.2 220

(2002-2005)
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310 rKgenomeXwideKassociationKstudyKidentifiesKthreeKnewKriskKlociKforK awasakiKdiseaseYKNaturee
GeneticsWK2012WKeeWKfbhXcb 36.3 217

309 uysregulationKofKβRüTbKandKβRüTgWKTypeKzKarginineKmethyltransferasesWKisKinvolvedKinKvariousK
typesKofKhumanKcancersYKInternationaleJournaleofeCancerWK2011WKbciWKfgcXhd 7.5 214

308 rKgenomeXwideKassociationKstudyKinKtheK–apaneseKpopulationKidentifiesKsusceptibilityKlociKforKtypeKcK
diabetesKatKUsvcvcKandKtctuerXtctuesYKNatureeGeneticsWK2010WKecWKigeXi 36.3 214

307
xenomeXwideKcuNrKmicroarrayKanalysisKofKgeneKexpressionKprofilesKinKpancreaticKcancersKusingK
populationsKofKtumorKcellsKandKnormalKductalKepithelialKcellsKselectedKforKpurityKbyKlaserK
microdissectionYKOncogeneWK2004WKcdWKcdifXeaa

9.2 210

306 rKregulatoryKvariantKinKttRgKisKassociatedKwithKrheumatoidKarthritisKsusceptibilityYKNatureeGeneticsWK
2010WKecWKfbfXj 36.3 209

305 üetaXanalysisKidentifiesKmultipleKlociKassociatedKwithKkidneyKfunctionXrelatedKtraitsKinKeastKrsianK
populationsYKNatureeGeneticsWK2012WKeeWKjaeXj 36.3 201

304 rKgenomeXwideKassociationKstudyKidentifiesKthreeKnewKsusceptibilityKlociKforKulcerativeKcolitisKinKtheK
–apaneseKpopulationYKNatureeGeneticsWK2009WKebWKbdcfXj 36.3 199

303 SignificantKeffectKofKpolymorphismsKinKtYβcugKandKrsttcKonKclinicalKoutcomesKofKadjuvantK
tamoxifenKtherapyKforKbreastKcancerKpatientsYKJournaleofeClinicaleOncologyWK2010WKciWKbcihXjd 2.2 197

302 βrepublicationKdataKsharingYKNatureWK2009WKegbWKbgiXha 50.4 197

301
βredictingKresponseKtoKmethotrexateWKvinblastineWKdoxorubicinWKandKcisplatinKneoadjuvantK
chemotherapyKforKbladderKcancersKthroughKgenomeXwideKgeneKexpressionKprofilingYKClinicaleCancere
ResearchWK2005WKbbWKcgcfXdg

12.9 197

300 tommonKvariantsKatKtu rLbKandK LwjKareKassociatedKwithKbodyKmassKindexKinKeastKrsianK
populationsYKNatureeGeneticsWK2012WKeeWKdacXg 36.3 192

299
üolecularKfeaturesKofKtheKtransitionKfromKprostaticKintraepithelialKneoplasiaKSβzNTKtoKprostateK
cancerkKgenomeXwideKgeneXexpressionKprofilesKofKprostateKcancersKandKβzNsYKCancereResearchWK2004WK
geWKfjgdXhc

10.1 185

298 zdentificationKandKcharacterizationKofKtheKpotentialKpromoterKregionsKofKbadbKkindsKofKhumanK
genesYKGenomeeResearchWK2001WKbbWKghhXie 9.7 184

297 rKfunctionalKSNβKinKtzLβWKencodingKcartilageKintermediateKlayerKproteinWKisKassociatedKwithK
susceptibilityKtoKlumbarKdiscKdiseaseYKNatureeGeneticsWK2005WKdhWKgahXbc 36.3 182

296 vxpressionKprofilingKtoKpredictKpostoperativeKprognosisKforKestrogenKreceptorXnegativeKbreastK
cancersKbyKanalysisKofKcfWdeeKgenesKonKaKcuNrKmicroarrayYKCancereScienceWK2004WKjfWKcbiXcf 6.9 181

295 rKgenomeXwideKassociationKstudyKidentifiesKcommonKvariantsKnearKLsXbKassociatedKwithKadolescentK
idiopathicKscoliosisYKNatureeGeneticsWK2011WKedWKbcdhXea 36.3 175

294 rKgenomeXwideKassociationKstudyKofKchronicKhepatitisKsKidentifiedKnovelKriskKlocusKinKaK–apaneseK
populationYKHumaneMoleculareGeneticsWK2011WKcaWKdiieXjc 5.6 174

293 xeneticKvariantsKinKxβRbcgKareKassociatedKwithKadolescentKidiopathicKscoliosisYKNatureeGeneticsWK
2013WKefWKghgXj 36.3 172
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292 tomprehensiveKanalysisKofKchromothripsisKinKcWgfiKhumanKcancersKusingKwholeXgenomeK
sequencingYKNatureeGeneticsWK2020WKfcWKddbXdeb 36.3 168

291 xeneticKvariationsKinKtheKgeneKencodingKvLüαbKareKassociatedKwithKsusceptibilityKtoKdiabeticK
nephropathyYKDiabetesWK2005WKfeWKbbhbXi 0.9 163

290 ThymicKstromalKlymphopoietinKgeneKpromoterKpolymorphismsKareKassociatedKwithKsusceptibilityKtoK
bronchialKasthmaYKAmericaneJournaleofeRespiratoryeCelleandeMoleculareBiologyWK2011WKeeWKhihXjd 5.7 161

289 rnKintegratedKdatabaseKofKchemosensitivityKtoKffKanticancerKdrugsKandKgeneKexpressionKprofilesKofK
djKhumanKcancerKcellKlinesYKCancereResearchWK2002WKgcWKbbdjXeh 10.1 158

288 αverexpressionKofKtheK–mjtKhistoneKdemethylaseK uüfsKinKhumanKcarcinogenesiskKinvolvementKinK
theKproliferationKofKcancerKcellsKthroughKtheKvcwZRsKpathwayYKMoleculareCancerWK2010WKjWKfj 42.1 154

287 xenomicKbasisKforKRNrKalterationsKinKcancerYKNatureWK2020WKfhiWKbcjXbdg 50.4 148

286 üolecularKfeaturesKofKhormoneXrefractoryKprostateKcancerKcellsKbyKgenomeXwideKgeneKexpressionK
profilesYKCancereResearchWK2007WKghWKfbbhXcf 10.1 147

285 VariationKinKTβgdKisKassociatedKwithKlungKadenocarcinomaKsusceptibilityKinK–apaneseKandK oreanK
populationsYKNatureeGeneticsWK2010WKecWKijdXg 36.3 145

284 zTβrKpolymorphismKaffectsKribavirinXinducedKanemiaKandKoutcomesKofKtherapyXXaKgenomeXwideK
studyKofK–apaneseKytVKvirusKpatientsYKGastroenterologyWK2010WKbdjWKbbjaXh 13.3 145

283 üolecularKdiagnosisKofKcolorectalKtumorsKbyKexpressionKprofilesKofKfaKgenesKexpressedK
differentiallyKinKadenomasKandKcarcinomasYKOncogeneWK2002WKcbWKebcaXi 9.2 145

282 zntegratingKgeneticWKtranscriptionalWKandKfunctionalKanalysesKtoKidentifyKfKnovelKgenesKforKatrialK
fibrillationYKCirculationWK2014WKbdaWKbccfXdf 16.7 143

281 üetaXanalysisKofKgenomeXwideKassociationKstudiesKinKvastKrsianXancestryKpopulationsKidentifiesKfourK
newKlociKforKbodyKmassKindexYKHumaneMoleculareGeneticsWK2014WKcdWKfejcXfae 5.6 141

280 uiverseKtranscriptionalKinitiationKrevealedKbyKfineWKlargeXscaleKmappingKofKmRNrKstartKsitesYKEMBOe
ReportsWK2001WKcWKdiiXjd 6.5 141

279 WholeXgenomeKmutationalKlandscapeKofKliverKcancersKdisplayingKbiliaryKphenotypeKrevealsKhepatitisK
impactKandKmolecularKdiversityYKNatureeCommunicationsWK2015WKgWKgbca 17.4 139

278 βredictionKofKsensitivityKofKadvancedKnonXsmallKcellKlungKcancersKtoKgefitinibKSzressaWKZubidjTYK
HumaneMoleculareGeneticsWK2004WKbdWKdacjXed 5.6 139

277 xenomeXwideKassociationKstudyKidentifiesKthreeKnovelKlociKforKtypeKcKdiabetesYKHumaneMoleculare
GeneticsWK2014WKcdWKcdjXeg 5.6 138

276 VariationKinKtheKuvβutfKlocusKisKassociatedKwithKprogressionKtoKhepatocellularKcarcinomaKinKchronicK
hepatitisKtKvirusKcarriersYKNatureeGeneticsWK2011WKedWKhjhXiaa 36.3 137

275 NovelKcalmodulinKmutationsKassociatedKwithKcongenitalKarrhythmiaKsusceptibilityYKCirculation:e
CardiovasculareGeneticsWK2014WKhWKeggXhe 133

(2014-2020)
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274 rKgenomeXwideKassociationKstudyKidentifiesKfourKsusceptibilityKlociKforKkeloidKinKtheK–apaneseK
populationYKNatureeGeneticsWK2010WKecWKhgiXhb 36.3 133

273 yighXriskKovarianKcancerKbasedKonKbcgXgeneKexpressionKsignatureKisKuniquelyKcharacterizedKbyK
downregulationKofKantigenKpresentationKpathwayYKClinicaleCancereResearchWK2012WKbiWKbdheXif 12.9 131

272 yistoneKlysineKmethyltransferaseKSvTuiKpromotesKcarcinogenesisKbyKderegulatingKβtNrK
expressionYKCancereResearchWK2012WKhcWKdcbhXch 10.1 131

271 tommonKvariantKinKgqcgXqchKisKassociatedKwithKdistalKcolonKcancerKinKanKrsianKpopulationYKGutWK2011
WKgaWKhjjXiaf 19.2 128

270 rssociationKofKtheKgeneKencodingKwinglessXtypeKmammaryKtumorKvirusKintegrationXsiteKfamilyK
memberKfsKSWNTfsTKwithKtypeKcKdiabetesYKAmericaneJournaleofeHumaneGeneticsWK2004WKhfWKidcXed 11 127

269 βanXcancerKanalysisKofKwholeKgenomesKidentifiesKdriverKrearrangementsKpromotedKbyKLzNvXbK
retrotranspositionYKNatureeGeneticsWK2020WKfcWKdagXdbj 36.3 122

268 cXüYtKoverexpressionKwithKlossKofKznkeaZrrfKtransformsKboneKmarrowKstromalKcellsKintoK
osteosarcomaKaccompaniedKbyKlossKofKadipogenesisYKOncogeneWK2010WKcjWKfgihXjj 9.2 121

267 tommunityKassessmentKtoKadvanceKcomputationalKpredictionKofKcancerKdrugKcombinationsKinKaK
pharmacogenomicKscreenYKNatureeCommunicationsWK2019WKbaWKcghe 17.4 119

266 xenomeXwideKcuNrKmicroarrayKscreeningKtoKcorrelateKgeneKexpressionKprofilesKwithKsensitivityKofK
ifKhumanKcancerKxenograftsKtoKanticancerKdrugsYKCancereResearchWK2002WKgcWKfbiXch 10.1 117

265 tommonKvariantsKinKuVWrKonKchromosomeKdpceYdKareKassociatedKwithKsusceptibilityKtoKkneeK
osteoarthritisYKNatureeGeneticsWK2008WKeaWKjjeXi 36.3 116

264 xenomeXwideKanalysisKofKgeneKexpressionKinKintestinalXtypeKgastricKcancersKusingKaKcomplementaryK
uNrKmicroarrayKrepresentingKcdWaeaKgenesYKCancereResearchWK2002WKgcWKhabcXh 10.1 116

263 tommonKvariantsKinKtrSβdKconferKsusceptibilityKtoK awasakiKdiseaseYKHumaneMoleculareGeneticsWK
2010WKbjWKcijiXjag 5.6 114

262 TheKlandscapeKofKviralKassociationsKinKhumanKcancersYKNatureeGeneticsWK2020WKfcWKdcaXdda 36.3 113

261 xenomeXwideKanalysisKofKgeneKexpressionKinKhumanKintrahepaticKcholangiocarcinomaYKHepatologyWK
2005WKebWKbddjXei 11.2 113

260
zdentificationKofKtRYüKasKaKcandidateKresponsibleKforKnonsyndromicKdeafnessWKthroughKcuNrK
microarrayKanalysisKofKhumanKcochlearKandKvestibularKtissuesYKAmericaneJournaleofeHumaneGeneticsWK
2003WKhcWKhdXic

11 107

259 tlassificationKofKsensitivityKorKresistanceKofKcervicalKcancersKtoKionizingKradiationKaccordingKtoK
expressionKprofilesKofKgcKgenesKselectedKbyKcuNrKmicroarrayKanalysisYKNeoplasiaWK2002WKeWKcjfXdad 6.4 107

258 NovelKgeneticKmarkersKassociateKwithKatrialKfibrillationKriskKinKvuropeansKandK–apaneseYKJournaleofe
theeAmericaneCollegeeofeCardiologyWK2014WKgdWKbcaaXbcba 15.1 102

257 rKgenomeXwideKassociationKstudyKidentifiesKcKsusceptibilityKLociKforKtrohnRsKdiseaseKinKaK–apaneseK
populationYKGastroenterologyWK2013WKbeeWKhibXi 13.3 101
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256 tomparisonKofKgeneKexpressionKprofilesKbetweenKαpisthorchisKviverriniKandKnonXαpisthorchisK
viverriniKassociatedKhumanKintrahepaticKcholangiocarcinomaYKHepatologyWK2006WKeeWKbacfXdi 11.2 101

255 tomparisonKofKgeneXexpressionKprofilesKbetweenKdiffuseXKandKintestinalXtypeKgastricKcancersKusingK
aKgenomeXwideKcuNrKmicroarrayYKOncogeneWK2004WKcdWKgidaXee 9.2 101

254 βrevalenceKofKallergicKrhinitisKandKsensitizationKtoKcommonKaeroallergensKinKaK–apaneseKpopulationYK
InternationaleArchiveseofeAllergyeandeImmunologyWK2010WKbfbWKcffXgb 3.7 100

253 xenomeXwideKanalysisKofKgeneKexpressionKinKsynovialKsarcomasKusingKaKcuNrKmicroarrayYKCancere
ResearchWK2002WKgcWKfifjXgg 10.1 100

252 WholeXgenomeKsequencingKandKcomprehensiveKvariantKanalysisKofKaK–apaneseKindividualKusingK
massivelyKparallelKsequencingYKNatureeGeneticsWK2010WKecWKjdbXg 36.3 98

251 vnhancedKexpressionKofKvyüTcKisKinvolvedKinKtheKproliferationKofKcancerKcellsKthroughKnegativeK
regulationKofKSzrybYKNeoplasiaWK2011WKbdWKghgXie 6.4 97

250 rKfunctionalKsingleKnucleotideKpolymorphismKinKtheKcoreKpromoterKregionKofKtrLübKisKassociatedK
withKhipKosteoarthritisKinK–apaneseYKHumaneMoleculareGeneticsWK2005WKbeWKbaajXbh 5.6 96

249 üultipleKlociKareKassociatedKwithKwhiteKbloodKcellKphenotypesYKPLoSeGeneticsWK2011WKhWKebaacbbd 6 92

248 wunctionalKSNβsKinKtuceeKincreaseKtheKriskKofKrheumatoidKarthritisKinKaK–apaneseKpopulationYKNaturee
GeneticsWK2008WKeaWKbcceXj 36.3 92

247 rssessmentKofKnetworkKmoduleKidentificationKacrossKcomplexKdiseasesYKNatureeMethodsWK2019WKbgWKiedXifc21.6 91

246 rKfunctionalKSNβKinKβSürgKconfersKriskKofKmyocardialKinfarctionKinKtheK–apaneseKpopulationYKNaturee
GeneticsWK2006WKdiWKjcbXf 36.3 91

245
rssociationKanalysesKofKvastKrsianKindividualsKandKtransXancestryKanalysesKwithKvuropeanKindividualsK
revealKnewKlociKassociatedKwithKcholesterolKandKtriglycerideKlevelsYKHumaneMoleculareGeneticsWK2017WK
cgWKbhhaXbhie

5.6 90

244 βhotosynthesisKnuclearKgenesKgenerallyKlackKTrTrXboxeskKaKtobaccoKphotosystemKzKgeneKrespondsK
toKlightKthroughKanKinitiatorYKPlanteJournalWK2002WKcjWKbXba 6.9 90

243 rssociationKofKsoluteKcarrierKfamilyKbcKSsodiumZchlorideTKmemberKdKwithKdiabeticKnephropathyWK
identifiedKbyKgenomeXwideKanalysesKofKsingleKnucleotideKpolymorphismsYKDiabetesWK2003WKfcWKcieiXfd 0.9 90

242 rKgenomeXwideKassociationKstudyKidentifiedKrwwbKasKaKsusceptibilityKlocusKforKsystemicKlupusK
eyrthematosusKinK–apaneseYKPLoSeGeneticsWK2012WKiWKebaaceff 6 89

241 rKsingleXnucleotideKpolymorphismKinKrN bKisKassociatedKwithKsusceptibilityKtoKtypeKcKdiabetesKinK
–apaneseKpopulationsYKHumaneMoleculareGeneticsWK2012WKcbWKdaecXj 5.6 86

240 βolygenicKburdensKonKcellXspecificKpathwaysKunderlieKtheKriskKofKrheumatoidKarthritisYKNaturee
GeneticsWK2017WKejWKbbcaXbbcf 36.3 83

239 SNβsKinKsRrβKassociatedKwithKriskKofKmyocardialKinfarctionKinKrsianKpopulationsYKNatureeGeneticsWK
2009WKebWKdcjXdd 36.3 83

(2009-2006)
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238 LumbarKdiscKdegenerationKisKlinkedKtoKaKcarbohydrateKsulfotransferaseKdKvariantYKJournaleofeClinicale
InvestigationWK2013WKbcdWKejajXbh 15.9 81

237 NewKsequenceKvariantsKinKyLrKclassKzzZzzzKregionKassociatedKwithKsusceptibilityKtoKkneeKosteoarthritisK
identifiedKbyKgenomeXwideKassociationKstudyYKPLoSeONEWK2010WKfWKejhcd 3.7 79

236 tancerKLncRNrKtensusKrevealsKevidenceKforKdeepKfunctionalKconservationKofKlongKnoncodingKRNrsK
inKtumorigenesisYKCommunicationseBiologyWK2020WKdWKfg 6.7 77

235 xenomeXwideKprofilingKofKgeneKexpressionKinKcjKnormalKhumanKtissuesKwithKaKcuNrKmicroarrayYK
DNAeResearchWK2002WKjWKdfXef 4.5 77

234 yistoneKlysineKmethyltransferaseKWolfXyirschhornKsyndromeKcandidateKbKisKinvolvedKinKhumanK
carcinogenesisKthroughKregulationKofKtheKWntKpathwayYKNeoplasiaWK2011WKbdWKiihXji 6.4 75

233 rKsingleKnucleotideKpolymorphismKwithinKtheKacetylXcoenzymeKrKcarboxylaseKbetaKgeneKisK
associatedKwithKproteinuriaKinKpatientsKwithKtypeKcKdiabetesYKPLoSeGeneticsWK2010WKgWKebaaaiec 6 73

232 rKreplicationKstudyKconfirmedKtheKvurRKgeneKtoKbeKaKmajorKcontributorKtoKpopulationK
differentiationKregardingKheadKhairKthicknessKinKrsiaYKHumaneGeneticsWK2008WKbceWKbhjXif 6.3 73

231 rssociationKbetweenKsingleXnucleotideKpolymorphismsKinKselectinKgenesKandKimmunoglobulinKrK
nephropathyYKAmericaneJournaleofeHumaneGeneticsWK2002WKhaWKhibXg 11 73

230
rssociationKbetweenKaKsingleXnucleotideKpolymorphismKinKtheKpromoterKofKtheKhumanKinterleukinXdK
geneKandKrheumatoidKarthritisKinK–apaneseKpatientsWKandKmaximumXlikelihoodKestimationKofK
combinatorialKeffectKthatKtwoKgeneticKlociKhaveKonKsusceptibilityKtoKtheKdiseaseYKAmericaneJournaleofe
HumaneGeneticsWK2001WKgiWKgheXif

11 72

229 üetaXanalysisKofKgenomeXwideKassociationKstudiesKofKadultKheightKinKvastKrsiansKidentifiesKbhKnovelK
lociYKHumaneMoleculareGeneticsWK2015WKceWKbhjbXiaa 5.6 71

228 βredictiveKvalueKofKtheKzLcisKpolymorphismKonKtheKeffectKofKinterferonKtherapyKinKchronicKhepatitisK
tKpatientsKwithKgenotypesKcaKandKcbYKJournaleofeHepatologyWK2011WKfeWKeaiXbe 13.4 70

227
rnalysisKofKsingleXnucleotideKpolymorphismsKinK–apaneseKrheumatoidKarthritisKpatientsKshowsK
additionalKsusceptibilityKmarkersKbesidesKtheKclassicKsharedKepitopeKsusceptibilityKsequencesYK
ArthritiseandeRheumatismWK2004WKfaWKgdXhb

70

226
TheK–mjtKdomainXcontainingKhistoneKdemethylaseK uüdrKisKaKpositiveKregulatorKofKtheKxbZSK
transitionKinKcancerKcellsKviaKtranscriptionalKregulationKofKtheKyαXrbKgeneYKInternationaleJournaleofe
CancerWK2012WKbdbWKvbhjXij

7.5 69

225 xenomeXwideKscreeningKofKgenesKshowingKalteredKexpressionKinKliverKmetastasesKofKhumanK
colorectalKcancersKbyKcuNrKmicroarrayYKNeoplasiaWK2001WKdWKdjfXeab 6.4 69

224 zsolationKofKaKnovelKhumanKgeneWKürR LbWKhomologousKtoKürR dKandKitsKinvolvementKinK
hepatocellularKcarcinogenesisYKNeoplasiaWK2001WKdWKeXj 6.4 69

223 xenomeXwideKassociationKstudyKforKtXreactiveKproteinKlevelsKidentifiedKpleiotropicKassociationsKinK
theKzLgKlocusYKHumaneMoleculareGeneticsWK2011WKcaWKbcceXdb 5.6 68

222
βredictKxramXβositiveKandKxramXNegativeKSubcellularKLocalizationKviaKzncorporatingKvvolutionaryK
znformationKandKβhysicochemicalKweaturesKzntoKthouRsKxeneralKβserrtYKIEEEeTransactionseone
NanobioscienceWK2015WKbeWKjbfXcg

3.4 66

221 tombinedKxeneticKandKxenealogicKStudiesKUncoverKaKLargeKsrβbKtancerKSyndromeK indredKTracingK
sackKNineKxenerationsKtoKaKtommonKrncestorKfromKtheKbhaasYKPLoSeGeneticsWK2015WKbbWKebaafgdd 6 64
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220
βredictionKofKoutcomeKofKadvancedKcervicalKcancerKtoKthermoradiotherapyKaccordingKtoKexpressionK
profilesKofKdfKgenesKselectedKbyKcuNrKmicroarrayKanalysisYKInternationaleJournaleofeRadiatione
OncologyeBiologyePhysicsWK2004WKgaWKcdhXei

4 64

219 rnKimprovedKdiscriminativeKfilterKbankKselectionKapproachKforKmotorKimageryKvvxKsignalK
classificationKusingKmutualKinformationYKBMCeBioinformaticsWK2017WKbiWKfef 3.6 63

218 tYβcugKgenotypingKforKfunctionalXgeneKdosageKanalysisKbyKalleleKcopyKnumberKdetectionYKClinicale
ChemistryWK2009WKffWKbfegXfe 5.5 63

217 SingleKnucleotideKpolymorphismsKinKtheKgeneKencodingK rˆ…ppelXlikeKfactorKhKareKassociatedKwithK
typeKcKdiabetesYKDiabetologiaWK2005WKeiWKbdbfXcc 10.3 63

216 xeneticKvariationsKinKtheKgeneKencodingKTwrβcsKareKassociatedKwithKtypeKcKdiabetesKmellitusYK
JournaleofeHumaneGeneticsWK2005WKfaWKcidXcjc 4.3 63

215 WholeKgenomeKsequencingKdiscriminatesKhepatocellularKcarcinomaKwithKintrahepaticKmetastasisK
fromKmultiXcentricKtumorsYKJournaleofeHepatologyWK2017WKggWKdgdXdhd 13.4 62

214 rKgenomewideKlinkageKanalysisKofK awasakiKdiseasekKevidenceKforKlinkageKtoKchromosomeKbcYK
JournaleofeHumaneGeneticsWK2007WKfcWKbhjXbja 4.3 62

213 zdentificationKofKnineKnovelKlociKassociatedKwithKwhiteKbloodKcellKsubtypesKinKaK–apaneseKpopulationYK
PLoSeGeneticsWK2011WKhWKebaacagh 6 61

212 WyStbKpromotesKoncogenesisKthroughKregulationKofKNzürXrelatedKkinaseXhKinKsquamousKcellK
carcinomaKofKtheKheadKandKneckYKMoleculareCancereResearchWK2015WKbdWKcjdXdae 6.6 60

211 ValidationKstudyKofKtheKpredictionKsystemKforKclinicalKresponseKofKüXVrtKneoadjuvantK
chemotherapyYKCancereScienceWK2007WKjiWKbbdXh 6.9 60

210 RadioimmunotherapyKofKhumanKsynovialKsarcomaKusingKaKmonoclonalKantibodyKagainstKwZubaYK
CancereScienceWK2008WKjjWKedcXea 6.9 59

209 ueepznsightkKrKmethodologyKtoKtransformKaKnonXimageKdataKtoKanKimageKforKconvolutionKneuralK
networkKarchitectureYKScientificeReportsWK2019WKjWKbbdjj 4.9 58

208 rKmetaXanalysisKidentifiesKadolescentKidiopathicKscoliosisKassociationKwithKLsXbKlocusKinKmultipleK
ethnicKgroupsYKJournaleofeMedicaleGeneticsWK2014WKfbWKeabXg 5.8 58

207 zntegratedKanalysisKofKwholeKgenomeKandKtranscriptomeKsequencingKrevealsKdiverseKtranscriptomicK
aberrationsKdrivenKbyKsomaticKgenomicKchangesKinKliverKcancersYKPLoSeONEWK2014WKjWKebbecgd 3.7 58

206 TheKhistoneKdemethylaseK–ü–ucsKplaysKanKessentialKroleKinKhumanKcarcinogenesisKthroughKpositiveK
regulationKofKcyclinXdependentKkinaseKgYKCancerePreventioneResearchWK2011WKeWKcafbXgb 3.2 58

205 xeneKexpressionKprofilesKofKsmallXcellKlungKcancerskKmolecularKsignaturesKofKlungKcancerYK
InternationaleJournaleofeOncologyWK2006WKcjWKfghXhf 1 58

204 βerformanceKcomparisonKofKfourKcommercialKhumanKwholeXexomeKcaptureKplatformsYKScientifice
ReportsWK2015WKfWKbchec 4.9 56

203 rssociationKstudyKofKtαLjrcKwithKlumbarKdiscKdiseaseKinKtheK–apaneseKpopulationYKJournaleofe
HumaneGeneticsWK2006WKfbWKbagdXbagh 4.3 56

(2006-2004)

9



202 rKgenomeXwideKassociationKstudyKofKnephrolithiasisKinKtheK–apaneseKpopulationKidentifiesKnovelK
susceptibleKLociKatKfqdfYdWKhpbeYdWKandKbdqbeYbYKPLoSeGeneticsWK2012WKiWKebaacfeb 6 54

201 βolymorphismsKinKtheKdRKUTRKinKtheKneurocalcinKdeltaKgeneKaffectKmRNrKstabilityWKandKconferK
susceptibilityKtoKdiabeticKnephropathyYKHumaneGeneticsWK2007WKbccWKdjhXeah 6.3 54

200 tomprehensiveKgeneKexpressionKprofilingKofKanaplasticKthyroidKcancersKwithKcuNrKmicroarrayKofKcfK
deeKgenesYKEndocrineuRelatedeCancerWK2004WKbbWKiedXfe 5.7 54

199 zntegrativeKpathwayKenrichmentKanalysisKofKmultivariateKomicsKdataYKNatureeCommunicationsWK2020WK
bbWKhdf 17.4 53

198 ueregulationKofKtheKhistoneKdemethylaseK–ü–ucrKisKinvolvedKinKhumanKcarcinogenesisKthroughK
regulationKofKtheKxSbTZSKtransitionYKCancereLettersWK2013WKddgWKhgXie 9.9 53

197 rctivationKofKtheKnonXcanonicalKuvlXRacbX–N KpathwayKbyKwrizzledKhomologueKbaKinKhumanKsynovialK
sarcomaYKOncogeneWK2009WKciWKbbbaXca 9.2 53

196 zdentificationKofKrXUubWKaKnovelKhumanKgeneKinducedKbyKrXzNbKandKitsKreducedKexpressionKinK
humanKcarcinomasKofKtheKlungWKliverWKcolonKandKkidneyYKOncogeneWK2001WKcaWKfagcXg 9.2 52

195
rssociationKofKsingleXnucleotideKpolymorphismsKinKtheKpolymericKimmunoglobulinKreceptorKgeneK
withKimmunoglobulinKrKnephropathyKSzgrNTKinK–apaneseKpatientsYKJournaleofeHumaneGeneticsWK2003WK
eiWKcjdXcjj

4.3 51

194 zdentificationKofKaKyumanKtlonogenicKβrogenitorKwithKStrictKüonocyteKuifferentiationKβotentialkKrK
tounterpartKofKüouseKcüoβsYKImmunityWK2017WKegWKidfXieiYee 32.3 50

193 rKueepKLearningKrpproachKforKüotorKzmageryKvvxKSignalKtlassificationK2016WK 50

192 tirculatingKTumorKuNrKrnalysisKforKLiverKtancersKandKztsKUsefulnessKasKaKLiquidKsiopsyYKCellulareande
MoleculareGastroenterologyeandeHepatologyWK2015WKbWKfbgXfde 7.9 48

191
rKgenomeXwideKassociationKstudyKidentifiesKlocusKatKbaqccKassociatedKwithKclinicalKoutcomesKofK
adjuvantKtamoxifenKtherapyKforKbreastKcancerKpatientsKinK–apaneseYKHumaneMoleculareGeneticsWK
2012WKcbWKbggfXhc

5.6 47

190 üorphologicalKandKmicroarrayKanalysesKofKhumanKhepatocytesKfromKxenogeneicKhostKliversYK
LaboratoryeInvestigationWK2013WKjdWKfeXhb 5.9 47

189 rnalysisKofKgeneXexpressionKprofilesKafterKgammaKirradiationKofKnormalKhumanKfibroblastsYK
InternationaleJournaleofeRadiationeOncologyeBiologyePhysicsWK2006WKgeWKchcXj 4 47

188 βredictionKofKsensitivityKtoKSTzfhbKamongKchronicKmyeloidKleukemiaKpatientsKbyKgenomeXwideKcuNrK
microarrayKanalysisYKJapaneseeJournaleofeCancereResearchWK2002WKjdWKiejXfg 47

187 SucStructkKβredictionKofKsuccinylatedKlysineKresiduesKbyKusingKstructuralKpropertiesKofKaminoKacidsYK
AnalyticaleBiochemistryWK2017WKfchWKceXdc 3.1 46

186  zwbrKmutationKinKaKpatientKwithKprogressiveKneurodegenerationYKJournaleofeHumaneGeneticsWK2014WK
fjWKgdjXeb 4.3 46

185 zLXcisKpredictsKresponseKtoKchronicKhepatitisKtKtherapyXXfineXmappingKandKreplicationKstudyKinKrsianK
populationsYKJournaleofeGeneraleVirologyWK2011WKjcWKbahbXbaib 4.9 46
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184 rssociationKofKsingleXnucleotideKpolymorphismsKinKüTüRjKgeneKwithKobesityYKHumaneMoleculare
GeneticsWK2007WKbgWKdabhXcg 5.6 46

183 TheKhistoneKmethyltransferaseKWolfXyirschhornKsyndromeKcandidateKbXlikeKbKSWyStbLbTKisKinvolvedK
inKhumanKcarcinogenesisYKGeneseChromosomeseandeCancerWK2013WKfcWKbcgXdj 5 45

182 βSSüXSuckKrccuratelyKpredictingKsuccinylationKusingKpositionKspecificKscoringKmatrixKintoKbigramKforK
featureKextractionYKJournaleofeTheoreticaleBiologyWK2017WKecfWKjhXbac 2.3 44

181 talbindinKbWKfibroblastKgrowthKfactorKcaWKandKalphaXsynucleinKinKsporadicKβarkinsonRsKdiseaseYKHumane
GeneticsWK2008WKbceWKijXje 6.3 44

180 VariationKofKgeneXbasedKSNβsKandKlinkageKdisequilibriumKpatternsKinKtheKhumanKgenomeYKHumane
MoleculareGeneticsWK2004WKbdWKbgcdXdc 5.6 44

179 zdentificationKofKhistologicalKmarkersKforKmalignantKgliomaKbyKgenomeXwideKexpressionKanalysiskK
dyneinWKalphaXβzXKandKsorcinYKActaeNeuropathologicaWK2006WKbbbWKcjXdi 14.3 43

178 zdentificationKofKaKsusceptibilityKlocusKforKsevereKadolescentKidiopathicKscoliosisKonKchromosomeK
bhqceYdYKPLoSeONEWK2013WKiWKehciac 3.7 42

177 rctivationKofKanKestrogenZestrogenKreceptorKsignalingKbyKszxdKthroughKitsKinhibitoryKeffectKonK
nuclearKtransportKofKβyscZRvrKinKbreastKcancerYKCancereScienceWK2009WKbaaWKbegiXhi 6.9 42

176 rKfunctionalKvariantKinKZNwfbcsKisKassociatedKwithKsusceptibilityKtoKamyotrophicKlateralKsclerosisKinK
–apaneseYKHumaneMoleculareGeneticsWK2011WKcaWKdgieXjc 5.6 42

175 αβrLkKpredictionKofKüoRwKregionsKinKintrinsicallyKdisorderedKproteinKsequencesYKBioinformaticsWK
2018WKdeWKbifaXbifi 7.2 41

174 SuccesskKevolutionaryKandKstructuralKpropertiesKofKaminoKacidsKproveKeffectiveKforKsuccinylationKsiteK
predictionYKBMCeGenomicsWK2018WKbjWKjcd 4.5 40

173 rKgenomeXwideKassociationKstudyKidentifiesKβLtLcKandKrβdubXuαTbLXSwdrcKasKnewKsusceptibilityK
lociKforKmyocardialKinfarctionKinK–apaneseYKEuropeaneJournaleofeHumaneGeneticsWK2015WKcdWKdheXia 5.3 39

172 todingKSNβKinKtenascinXtKwnXzzzXuKdomainKassociatesKwithKadultKasthmaYKHumaneMoleculareGeneticsWK
2005WKbeWKchhjXig 5.6 39

171 βathwayKandKnetworkKanalysisKofKmoreKthanKcfaaKwholeKcancerKgenomesYKNatureeCommunicationsWK
2020WKbbWKhcj 17.4 38

170 wxwRcKisKassociatedKwithKhairKthicknessKinKrsianKpopulationsYKJournaleofeHumaneGeneticsWK2009WKfeWKegbXf 4.3 38

169 wunctionalKvariantsKinKNw szvKandKRT NcKinvolvedKinKactivationKofKtheKNwX˛”sKpathwayKareK
associatedKwithKrheumatoidKarthritisKinK–apaneseYKPLoSeGeneticsWK2012WKiWKebaacjej 6 38

168 LessonsKforKpharmacogenomicsKstudieskKassociationKstudyKbetweenKtYβcugKgenotypeKandK
tamoxifenKresponseYKPharmacogeneticseandeGenomicsWK2010WKcaWKfgfXi 1.9 38

167 rKfunctionalKSNβKinKvuxcKincreasesKsusceptibilityKtoKkneeKosteoarthritisKinK–apaneseYKHumane
MoleculareGeneticsWK2008WKbhWKbhjaXh 5.6 37

(2008-2007)
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166 TheKsubcellularKlocalizationKandKactivityKofKcortactinKisKregulatedKbyKacetylationKandKinteractionKwithK
 eapbYKScienceeSignalingWK2015WKiWKrabca 8.8 36

165
xenomeXwideKgeneXexpressionKprofilesKofKbreastXcancerKcellsKpurifiedKwithKlaserKmicrobeamK
microdissectionkKidentificationKofKgenesKassociatedKwithKprogressionKandKmetastasisYKInternationale
JournaleofeOncologyWK2004WKcfWKhjhXibj

1 36

164 uefectsKinKautophagosomeXlysosomeKfusionKunderlieKViciKsyndromeWKaKneurodevelopmentalK
disorderKwithKmultisystemKinvolvementYKScientificeReportsWK2017WKhWKdffc 4.9 35

163 zmprovingKsuccinylationKpredictionKaccuracyKbyKincorporatingKtheKsecondaryKstructureKviaKhelixWK
strandKandKcoilWKandKevolutionaryKinformationKfromKprofileKbigramsYKPLoSeONEWK2018WKbdWKeabjbjaa 3.7 35

162 vxpressionKprofileKanalysisKofKcolonKcancerKcellsKinKresponseKtoKsulindacKorKaspirinYKBiochemicaleande
BiophysicaleResearcheCommunicationsWK2002WKcjcWKejiXfbc 3.4 35

161 thromothripsisXlikeKchromosomalKrearrangementsKinducedKbyKionizingKradiationKusingKprotonK
microbeamKirradiationKsystemYKOncotargetWK2016WKhWKbabicXjc 3.3 35

160 srainKwaveKclassificationKusingKlongKshortXtermKmemoryKnetworkKbasedKαβTztrLKpredictorYK
ScientificeReportsWK2019WKjWKjbfd 4.9 34

159 TheKoncogenicKpolycombKhistoneKmethyltransferaseKvZycKmethylatesKlysineKbcaKonKhistoneKycsK
andKcompetesKubiquitinationYKNeoplasiaWK2013WKbfWKbcfbXgb 6.4 34

158 βopulationXgeneticKnatureKofKcopyKnumberKvariationsKinKtheKhumanKgenomeYKHumaneMoleculare
GeneticsWK2010WKbjWKhgbXhd 5.6 34

157 üicroarrayKanalysisKofKgeneXexpressionKprofilesKinKdiffuseKlargeKsXcellKlymphomakKidentificationKofK
genesKrelatedKtoKdiseaseKprogressionYKJapaneseeJournaleofeCancereResearchWK2002WKjdWKijeXjab 34

156 xeneticKVariationKinKtheKSLtirbKtalciumKSignalingKβathwayKzsKrssociatedKWithKSusceptibilityKtoK
 awasakiKuiseaseKandKtoronaryKrrteryKrbnormalitiesYKCirculation:eCardiovasculareGeneticsWK2016WKjWKffjXfgi 33

155 tombinationalKeffectKofKgenesKforKtheKreninXangiotensinKsystemKinKconferringKsusceptibilityKtoK
diabeticKnephropathyYKJournaleofeHumaneGeneticsWK2007WKfcWKbedXbfb 4.3 33

154
wunctionalKsingleXnucleotideKpolymorphismsKinKtheKsecretograninKzzzKSStxdTKgeneKthatKformK
secretoryKgranulesKwithKappetiteXrelatedKneuropeptidesKareKassociatedKwithKobesityYKJournaleofe
ClinicaleEndocrinologyeandeMetabolismWK2007WKjcWKbbefXfe

5.6 33

153 vxpressionKprofilesKofKtwoKtypesKofKhumanKkneeXjointKcartilageYKJournaleofeHumaneGeneticsWK2003WK
eiWKbhhXic 4.3 32

152 üoRwβredXpluskKtomputationalKzdentificationKofKüoRwsKinKβroteinKSequencesKusingK
βhysicochemicalKβropertiesKandKyüüKprofilesYKJournaleofeTheoreticaleBiologyWK2018WKedhWKjXbg 2.3 30

151 rKpracticalKmethodKtoKdetectKSNVsKandKindelsKfromKwholeKgenomeKandKexomeKsequencingKdataYK
ScientificeReportsWK2013WKdWKcbgb 4.9 30

150 xrowthKhormoneXdependentKpathogenesisKofKhumanKhepaticKsteatosisKinKaKnovelKmouseKmodelK
bearingKaKhumanKhepatocyteXrepopulatedKliverYKEndocrinologyWK2011WKbfcWKbehjXjb 4.8 30

149 SingleXnucleotideKpolymorphismsKinKtheKclassKzzKregionKofKtheKmajorKhistocompatibilityKcomplexKinK
–apaneseKpatientsKwithKimmunoglobulinKrKnephropathyYKJournaleofeHumaneGeneticsWK2002WKehWKfdcXi 4.3 30
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148
rssessingKtheKclinicalKutilityKofKaKgeneticKriskKscoreKconstructedKusingKejKsusceptibilityKallelesKforK
typeKcKdiabetesKinKaK–apaneseKpopulationYKJournaleofeClinicaleEndocrinologyeandeMetabolismWK2013WK
jiWKvbgghXhd

5.6 29

147 rKgenomeXwideKassociationKanalysisKidentifiesKNüNrTcKandKytβfKasKsusceptibilityKlociKforK awasakiK
diseaseYKJournaleofeHumaneGeneticsWK2017WKgcWKbacdXbacj 4.3 29

146 zsolationKofKyvLrubWKaKnovelKhumanKhelicaseKgeneKupXregulatedKinKcolorectalKcarcinomasYKOncogeneWK
2002WKcbWKgdihXje 9.2 29

145 ReproducibilityWKperformanceWKandKclinicalKutilityKofKaKgeneticKriskKpredictionKmodelKforKprostateK
cancerKinK–apaneseYKPLoSeONEWK2012WKhWKeegefe 3.7 29

144 RiskKpredictionKmodelsKforKdementiaKconstructedKbyKsupervisedKprincipalKcomponentKanalysisKusingK
miRNrKexpressionKdataYKCommunicationseBiologyWK2019WKcWKhh 6.7 27

143 βroteinKfoldKrecognitionKusingKyüüXyüüKalignmentKandKdynamicKprogrammingYKJournaleofe
TheoreticaleBiologyWK2016WKdjdWKghXhe 2.3 27

142 yLrXuκsbUadKconfersKsusceptibilityKtoKchronicKhepatitisKtKinK–apanesekKaKgenomeXwideKassociationK
studyYKPLoSeONEWK2013WKiWKeieccg 3.7 27

141 zRXeKatKfpbfKsuppressesKprostateKcancerKgrowthKthroughKtheKinteractionKwithKvitaminKuKreceptorWK
conferringKprostateKcancerKsusceptibilityYKHumaneMoleculareGeneticsWK2012WKcbWKcahgXif 5.6 27

140 TargetedKnextXgenerationKsequencingKinKtheKdiagnosisKofKneurodevelopmentalKdisordersYKClinicale
GeneticsWK2015WKiiWKciiXjc 4 26

139 TheKconstructionKofKriskKpredictionKmodelsKusingKxWrSKdataKandKitsKapplicationKtoKaKtypeKcKdiabetesK
prospectiveKcohortYKPLoSeONEWK2014WKjWKejcfej 3.7 26

138 SNβsKonKchromosomeKfpbfYdKassociatedKwithKmyocardialKinfarctionKinK–apaneseKpopulationYKJournale
ofeHumaneGeneticsWK2011WKfgWKehXfb 4.3 26

137
TranscriptomeKanalysisKofKdistinctKmouseKstrainsKrevealsKkinesinKlightKchainXbKsplicingKasKanK
amyloidX˛†KaccumulationKmodifierYKProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitede
StateseofeAmericaWK2014WKbbbWKcgdiXed

11.5 25

136 zdentificationKandKtharacterizationKofKtheKβotentialKβromoterKRegionsKofKbadbK indsKofKyumanK
xenesYKGenomeeResearchWK2001WKbbWKghhXgie 9.7 25

135 NovelKsplicingKmutationKinKtheKrSXLdKgeneKcausingKsainbridgeXRopersKsyndromeYKAmericaneJournale
ofeMedicaleGeneticsteParteAWK2016WKbhaWKbigdXh 2.5 25

134 xenomeXWideKrssociationKStudyKofKβeripheralKrrterialKuiseaseKinKaK–apaneseKβopulationYKPLoSeONEWK
2015WKbaWKeabdjcgc 3.7 24

133 βhoglyStructkKβredictionKofKphosphoglycerylatedKlysineKresiduesKusingKstructuralKpropertiesKofK
aminoKacidsYKScientificeReportsWK2018WKiWKbhjcd 4.9 24

132 yierarchicalKüaximumKLikelihoodKtlusteringKrpproachYKIEEEeTransactionseoneBiomedicaleEngineeringWK
2017WKgeWKbbcXbcc 5 23

131 xenomeXwideKassociationKstudyKofKwarfarinKmaintenanceKdoseKinKaKsrazilianKsampleYK
PharmacogenomicsWK2015WKbgWKbcfdXgd 2.6 23

(2015-2013)
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130 rssociationKofKaKsingleXnucleotideKpolymorphismKinKtheKimmunoglobulinKmuXbindingKproteinKcKgeneK
withKimmunoglobulinKrKnephropathyYKJournaleofeHumaneGeneticsWK2005WKfaWKdaXdf 4.3 23

129 zdentificationKofKindependentKriskKlociKforKxravesRKdiseaseKwithinKtheKüytKinKtheK–apaneseK
populationYKJournaleofeHumaneGeneticsWK2011WKfgWKhhcXi 4.3 22

128 tommonKvariantsKonKbeqdcKandKbdqbcKareKassociatedKwithKuLstLKsusceptibilityYKJournaleofeHumane
GeneticsWK2011WKfgWKedgXj 4.3 22

127 tULbWKaKcomponentKofKvdKubiquitinKligaseWKaltersKlymphocyteKsignalKtransductionKwithKpossibleK
effectKonKrheumatoidKarthritisYKGeneseandeImmunityWK2005WKgWKbjeXcac 4.4 22

126 vxomeKrnalysesKofKLongKκTKSyndromeKRevealKtandidateKβathogenicKüutationsKinK
talmodulinXznteractingKxenesYKPLoSeONEWK2015WKbaWKeabdadcj 3.7 20

125 αβrLVkKLengthXSpecificKüoRwKβredictionKinKzntrinsicallyKuisorderedKβroteinKSequencesYKProteomicsWK
2019WKbjWKebiaaafi 4.8 20

124 SampleKSizeKforKSuccessfulKxenomeXWideKrssociationKStudyKofKüajorKuepressiveKuisorderYKFrontierse
ineGeneticsWK2018WKjWKcch 4.5 19

123 rnKalgorithmKforKinferringKcomplexKhaplotypesKinKaKregionKofKcopyXnumberKvariationYKAmericane
JournaleofeHumaneGeneticsWK2008WKidWKbfhXgj 11 19

122 VariantsKencodingKaKrestrictedKcarboxyXterminalKdomainKofKSLtbcrcKcauseKhereditaryKhearingKlossK
inKhumansYKPLoSeGeneticsWK2020WKbgWKebaaiged 6 19

121 VariantsKinKtheKStNfrKβromoterKrssociatedKWithKVariousKrrrhythmiaKβhenotypesYKJournaleofethee
AmericaneHearteAssociationWK2016WKfWK 6 18

120 βredictingKüoRwsKinKproteinKsequencesKusingKyüüKprofilesYKBMCeBioinformaticsWK2016WKbhWKfae 3.6 18

119 rKnovelKmissenseKmutationKinKtheKyvtTKdomainKofKNvuueLKidentifiedKinKaKgirlKwithKperiventricularK
nodularKheterotopiaWKpolymicrogyriaKandKcleftKpalateYKJournaleofeHumaneGeneticsWK2017WKgcWKigbXigd 4.3 17

118 xlyStructkKglycationKpredictionKusingKstructuralKpropertiesKofKaminoKacidKresiduesYKBMCe
BioinformaticsWK2019WKbjWKfeh 3.6 17

117 uivisiveKhierarchicalKmaximumKlikelihoodKclusteringYKBMCeBioinformaticsWK2017WKbiWKfeg 3.6 17

116 NovelKütrZzuKsyndromeKwithKrSybLKmutationYKAmericaneJournaleofeMedicaleGeneticsteParteAWK2017WK
bhdWKbgeeXbgei 2.5 16

115 tombinedKburdenKandKfunctionalKimpactKtestsKforKcancerKdriverKdiscoveryKusingKuriverβowerYK
NatureeCommunicationsWK2020WKbbWKhde 17.4 16

114 xeneKexpressionKprofilesKofKsmallXcellKlungKcancerskKüolecularKsignaturesKofKlungKcancerK2006WKcjWKfgh 16

113 rnKintegrativeKmachineKlearningKapproachKforKpredictionKofKtoxicityXrelatedKdrugKsafetyYKLifeeSciencee
AllianceWK2018WKbWKecabiaaaji 5.8 16
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112 züSindelkKrnKaccurateKintermediateXsizeKindelKdetectionKtoolKincorporatingKdeKnovoKassemblyKandK
gappedKglobalXlocalKalignmentKwithKsplitKreadKanalysisYKScientificeReportsWK2018WKiWKfgai 4.9 15

111 SystematicKanalysisKofKmutationKdistributionKinKthreeKdimensionalKproteinKstructuresKidentifiesK
cancerKdriverKgenesYKScientificeReportsWK2016WKgWKcgeid 4.9 15

110 TUsrbrKmutationKcanKcauseKaKhydranencephalyXlikeKsevereKformKofKcorticalKdysgenesisYKScientifice
ReportsWK2015WKfWKbfbgf 4.9 15

109 StructureXactivityKrelationshipKofKclovamideKandKitsKrelatedKcompoundsKforKtheKinhibitionKofKamyloidK
˛†KaggregationYKBioorganiceandeMedicinaleChemistryWK2018WKcgWKdcacXdcaj 3.4 14

108 uecimationKfilterKwithKtommonKSpatialKβatternKandKwishersKuiscriminantKrnalysisKforKmotorKimageryK
classificationK2016WK 14

107 StructuralKsasisKandKxenotypeXβhenotypeKtorrelationsKofKzNSRKüutationsKtausingKSevereKznsulinK
ResistanceYKDiabetesWK2017WKggWKchbdXchcd 0.9 14

106 rKcombinationKofKgeneticKandKbiochemicalKanalysesKforKtheKdiagnosisKofKβzd Xr TXmTαRK
pathwayXassociatedKmegalencephalyYKBMCeMedicaleGeneticsWK2017WKbiWKe 2.1 14

105 üαtSphaserkKaKhaplotypeKinferenceKtoolKfromKaKmixtureKofKcopyKnumberKvariationKandKsingleK
nucleotideKpolymorphismKdataYKBioinformaticsWK2008WKceWKbgefXg 7.2 14

104 xeneKexpressionKpatternsKasKmarkerKforKfXyearKpostoperativeKprognosisKofKprimaryKbreastKcancersYK
JournaleofeCancereResearcheandeClinicaleOncologyWK2004WKbdaWKfdhXef 4.9 14

103 rLuybirbXrelatedKcutisKlaxaKsyndromeKwithKcyclicKvomitingYKBraineandeDevelopmentWK2016WKdiWKghiXie 2.2 13

102 uiscoveryKofKaKtynomolgusKüonkeyKwamilyKWithKRetinitisKβigmentosaK2018WKfjWKicgXida 13

101 rKcomparisonKofKmachineKlearningKclassifiersKforKdementiaKwithKLewyKbodiesKusingKmiRNrK
expressionKdataYKBMCeMedicaleGenomicsWK2019WKbcWKbfa 3.7 13

100 TruncatingKmutationKinKNwzrKcausesKbrainKmalformationKandKurinaryKtractKdefectsYKHumaneGenomee
VariationWK2015WKcWKbfaah 1.8 13

99 rKcombinationKofKtargetedKenrichmentKmethodologiesKforKwholeXexomeKsequencingKrevealsKnovelK
pathogenicKmutationsYKScientificeReportsWK2015WKfWKjddb 4.9 13

98 βredictingKresponseKofKbladderKcancersKtoKgemcitabineKandKcarboplatinKneoadjuvantKchemotherapyK
throughKgenomeXwideKgeneKexpressionKprofilingYKExperimentaleandeTherapeuticeMedicineWK2011WKcWKehXfg 2.1 13
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