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j Paper IF Citations

74 feNYearsNofNGWvSNdiscoveryNinNendometrialNcanceroNvetiologyaNfunctionNandNtranslationccN
EBioMedicineaN2022aNllaNfehmnj 8.8 2

73 IdentifyingNmolecularNmediatorsNofNtheNrelationshipNbetweenNbodyNmassNindexNandNendometrialN
cancerNriskoNaNMendelianNrandomizationNanalysisccNBMCiMedicineaN2022aNgeaNfgj 11.4 4

72
xrossbxancerNGenomebWideNvssociationNStudyNofNzndometrialNxancerNandNzpithelialNOvarianNxancerN
IdentifiesNGeneticNRiskNRegionsNvssociatedNwithNRiskNofNwothNxancerscNCanceriEpidemiologyi
BiomarkersiandiPreventionaN2021aNheaNgflbggm

4 7

71
MultibtissueNtranscriptomebwideNassociationNstudyNidentifiesNeightNcandidateNgenesNandN
tissuebspecificNgeneNexpressionNunderlyingNendometrialNcancerNsusceptibilitycNCommunicationsi
BiologyaN2021aNiaNfgff

6.7 2

70 vssociationsNbetweenNGeneticallyNPredictedNxirculatingNProteinNxoncentrationsNandNzndometrialN
xancerNRiskcNCancersaN2021aNfhaN 6.6 3

69 TumorNSignatureNvnalysisNImplicatesNHereditaryNxancerNGenesNinNzndometrialNxancerNyevelopmentcN
CancersaN2021aNfhaN 6.6 2

68 IdentificationNofNaNLocusNNearNvssociatedNWithNProgressionbFreeNSurvivalNinNOvarianNxancercNCanceri
EpidemiologyiBiomarkersiandiPreventionaN2021aNheaNfkknbfkme 4 2

67 xasebcaseNanalysisNaddressingNascertainmentNbiasNforNmultigeneNpanelNtestingNimplicatesNwRxvfNandN
PvLwgNinNendometrialNcancercNHumaniMutationaN2021aNigaNfgkjbfglm 4.7 1

66 MendelianNrandomizationNanalysesNsuggestNaNroleNforNcholesterolNinNtheNdevelopmentNofN
endometrialNcancercNInternationaliJournaliofiCanceraN2021aNfimaNhelbhfn 7.5 13

65 vNcomprehensiveNrebassessmentNofNtheNassociationNbetweenNvitaminNyNandNcancerNsusceptibilityN
usingNMendelianNrandomizationcNNatureiCommunicationsaN2021aNfgaNgik 17.4 12

64 vNcasebonlyNstudyNtoNidentifyNgeneticNmodifiersNofNbreastNcancerNriskNforNwRxvfdwRxvgNmutationN
carrierscNNatureiCommunicationsaN2021aNfgaNfelm 17.4 4

63 GeneticallyNRaisedNxirculatingNwilirubinNLevelsNandNRiskNofNTenNxancersoNvNMendelianNRandomizationN
StudycNCellsaN2021aNfeaN 7.9 2

62
GeneticNanalysesNofNgynecologicalNdiseaseNidentifyNgeneticNrelationshipsNbetweenNuterineNfibroidsN
andNendometrialNcanceraNandNaNnovelNendometrialNcancerNgeneticNriskNregionNatNtheNWNTiNfphkcfgN
locuscNHumaniGeneticsaN2021aNfieaNfhjhbfhkj

6.3 5

61 TestosteroneaNsexNhormonebbindingNglobulinaNinsulinblikeNgrowthNfactorbfNandNendometrialNcancerN
riskoNobservationalNandNMendelianNrandomizationNanalysescNBritishiJournaliofiCanceraN2021aNfgjaNfhembfhfl8.7 2

60 GenomebwideNassociationNstudyNidentifiesNhgNnovelNbreastNcancerNsusceptibilityNlociNfromNoverallN
andNsubtypebspecificNanalysescNNatureiGeneticsaN2020aNjgaNjlgbjmf 36.3 76

59 TheNMLHfNpolymorphismNrsfmeelhiNandNriskNofNendometrialNcancerNwithNmicrosatelliteNinstabilitycN
ClinicaliEpigeneticsaN2020aNfgaNfeg 7.7 2

58 vssessmentNofNpolygenicNarchitectureNandNriskNpredictionNbasedNonNcommonNvariantsNacrossN
fourteenNcancerscNNatureiCommunicationsaN2020aNffaNhhjh 17.4 32

Tracy O’Mara

2



57 PolygenicNriskNscoreNopportunitiesNforNearlyNdetectionNandNpreventionNstrategiesNinNendometrialN
cancercNBritishiJournaliofiCanceraN2020aNfghaNfeijbfeik 8.7 5

56 xobexistenceNofNleiomyomasaNadenomyosisNandNendometriosisNinNwomenNwithNendometrialNcancercN
ScientificiReportsaN2020aNfeaNhkgf 4.9 19

55 UsingNhumanNgeneticsNtoNunderstandNtheNdiseaseNimpactsNofNtestosteroneNinNmenNandNwomencN
NatureiMedicineaN2020aNgkaNgjgbgjm 50.5 121

54 RORfNisNupregulatedNinNendometrialNcancerNandNrepresentsNaNnovelNtherapeuticNtargetcNScientifici
ReportsaN2020aNfeaNfhnek 4.9 7

53 vnalysisNofNPromoterbvssociatedNxhromatinNInteractionsNRevealsNwiologicallyNRelevantNxandidateN
TargetNGenesNatNzndometrialNxancerNRiskNLocicNCancersaN2019aNffaN 6.6 18

52 GenomebWideNvssociationNStudiesNofNzndometrialNxanceroNLatestNyevelopmentsNandNFutureN
yirectionscNCanceriEpidemiologyiBiomarkersiandiPreventionaN2019aNgmaNfenjbffeg 4 21

51 vssessingNtheNRoleNofNSeleniumNinNzndometrialNxancerNRiskoNvNMendelianNRandomizationNStudycN
FrontiersiiniOncologyaN2019aNnaNfmg 5.3 8

50 vNpluginNforNtheNznsemblNVariantNzffectNPredictorNthatNusesNMaxzntScanNtoNpredictNvariantN
spliceogenicitycNBioinformaticsaN2019aNhjaNghfjbghfl 7.2 19

49 GeneticNoverlapNbetweenNendometriosisNandNendometrialNcanceroNevidenceNfromNcrossbdiseaseN
geneticNcorrelationNandNGWvSNmetabanalysescNCanceriMedicineaN2018aNlaNfnlmbfnml 4.8 40

48 zndometrialNcancerNriskNandNsurvivalNbyNtumorNMMRNstatuscNJournaliofiGynecologiciOncologyaN2018aN
gnaNehn 4 19

47 IdentificationNofNnineNnewNsusceptibilityNlociNforNendometrialNcancercNNatureiCommunicationsaN2018aN
naNhfkk 17.4 70

46 zvaluationNofNcopybnumberNvariantsNasNmodifiersNofNbreastNandNovarianNcancerNriskNforNwRxvfN
pathogenicNvariantNcarrierscNEuropeaniJournaliofiHumaniGeneticsaN2017aNgjaNihgbihm 5.3 15

45 vssociationNwetweenNTelomereNLengthNandNRiskNofNxancerNandNNonbNeoplasticNyiseasesoNvN
MendelianNRandomizationNStudycNJAMAiOncologyaN2017aNhaNkhkbkjf 13.4 236

44 GenomicNanalysesNidentifyNhundredsNofNvariantsNassociatedNwithNageNatNmenarcheNandNsupportNaNroleN
forNpubertyNtimingNinNcancerNriskcNNatureiGeneticsaN2017aNinaNmhibmif 36.3 257

43 FamilyNhistoryNofNcancerNpredictsNendometrialNcancerNriskNindependentlyNofNLynchNSyndromeoN
ImplicationsNforNgeneticNcounsellingcNGynecologiciOncologyaN2017aNfilaNhmfbhml 4.9 21

42 TheNOncovrrayNxonsortiumoNvNNetworkNforNUnderstandingNtheNGeneticNvrchitectureNofNxommonN
xancerscNCanceriEpidemiologyiBiomarkersiandiPreventionaN2017aNgkaNfgkbfhj 4 183

41 TheNvssociationNofNVariationNwithNxirculatingNzstradiolNandNvromataseNInhibitorNOutcomeoNxanN
VariantsNweNUsedNtoNPredictNTreatmentNzfficacytcNFrontiersiiniPharmacologyaN2017aNmaNgfm 5.6 3

40 znhancingNtheNPromiseNofNyrugNRepositioningNthroughNGeneticscNFrontiersiiniPharmacologyaN2017aNmaNmnk 5.6 40
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39 vnalysesNofNgermlineNvariantsNassociatedNwithNovarianNcancerNsurvivalNidentifyNfunctionalNcandidatesN
atNtheNfqggNandNfnpfgNoutcomeNlocicNOncotargetaN2017aNmaNkiklebkikmi 3.3 5

38 seXYoNaNtoolNforNsexNinferenceNfromNgenotypeNarrayscNBioinformaticsaN2017aNhhaNjkfbjkh 7.2 3

37
GeneticNRiskNScoreNMendelianNRandomizationNShowsNthatNObesityNMeasuredNasNwodyNMassNIndexaN
butNnotNWaistoHipNRatioaNIsNxausalNforNzndometrialNxancercNCanceriEpidemiologyiBiomarkersiandi
PreventionaN2016aNgjaNfjehbfjfe

4 42

36 MetabanalysisNofNgeneNexpressionNstudiesNinNendometrialNcancerNidentifiesNgeneNexpressionNprofilesN
associatedNwithNaggressiveNdiseaseNandNpatientNoutcomecNScientificiReportsaN2016aNkaNhkkll 4.9 28

35 vNxommonNVariantNatNtheNfiqhgNzndometrialNxancerNRiskNLocusNvctivatesNvKTfNthroughNYYfN
windingcNAmericaniJournaliofiHumaniGeneticsaN2016aNnmaNffjnbffkn 11 17

34 xYPfnvfNfinebmappingNandNMendelianNrandomizationoNestradiolNisNcausalNforNendometrialNcancercN
EndocrineyRelatediCanceraN2016aNghaNllbnf 5.7 41

33 GWvSNmetabanalysisNofNfkNmjgNwomenNidentifiesNnewNsusceptibilityNlocusNforNendometrialNcancercN
HumaniMoleculariGeneticsaN2016aNgjaNgkfgbgkge 5.6 15

32 zxGeneoNvNLiteraturebwasedNKnowledgebaseNofNzndometrialNxancerNGenescNHumaniMutationaN2016aN
hlaNhhlbih 4.7 12

31 FiveNendometrialNcancerNriskNlociNidentifiedNthroughNgenomebwideNassociationNanalysiscNNaturei
GeneticsaN2016aNimaNkklbkli 36.3 56

30 vssociationNbetweenNsinglebnucleotideNpolymorphismsNinNgrowthNfactorNgenesNandNqualityNofNlifeNinN
menNwithNprostateNcancerNandNtheNgeneralNpopulationcNQualityiofiLifeiResearchaN2015aNgiaNgfmhbnh 3.7 2

29 xandidateNlocusNanalysisNofNtheNTzRTbxLPTMfLNcancerNriskNregionNonNchromosomeNjpfjNidentifiesN
multipleNindependentNvariantsNassociatedNwithNendometrialNcancerNriskcNHumaniGeneticsaN2015aNfhiaNghfbij6.3 30

28 xomprehensiveNgeneticNassessmentNofNtheNzSRfNlocusNidentifiesNaNriskNregionNforNendometrialN
cancercNEndocrineyRelatediCanceraN2015aNggaNmjfbkf 5.7 19

27 FinebmappingNofNtheNHNFfwNmulticancerNlocusNidentifiesNcandidateNvariantsNthatNmediateN
endometrialNcancerNriskcNHumaniMoleculariGeneticsaN2015aNgiaNfilmbng 5.6 46

26 MetabanalysisNofNgenomebwideNassociationNstudiesNidentifiesNcommonNsusceptibilityNpolymorphismsN
forNcolorectalNandNendometrialNcancerNnearNSHgwhNandNTSHZfcNScientificiReportsaN2015aNjaNflhkn 4.9 27

25 zvidenceNofNaNxausalNvssociationNwetweenNInsulinemiaNandNzndometrialNxanceroNvNMendelianN
RandomizationNvnalysiscNJournaliofitheiNationaliCanceriInstituteaN2015aNfelaN 9.7 96

24 vNLargebScaleNvnalysisNofNGeneticNVariantsNwithinNPutativeNmiRNvNwindingNSitesNinNProstateNxancercN
CanceriDiscoveryaN2015aNjaNhkmbln 24.4 41

23 GenomebwideNassociationNstudyNofNendometrialNcancerNinNzgxgcNHumaniGeneticsaN2014aNfhhaNgffbgi 6.3 33

22 xommonNvariationNinNKallikreinNgenesNKLKjaNKLKkaNKLKfgaNandNKLKfhNandNriskNofNprostateNcancerN
andNtumorNaggressivenesscNUrologiciOncology:iSeminarsiandiOriginaliInvestigationsaN2013aNhfaNkhjbih 2.8 25
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21 PolymorphismsNinNinflammationNpathwayNgenesNandNendometrialNcancerNriskcNCanceriEpidemiologyi
BiomarkersiandiPreventionaN2013aNggaNgfkbgh 4 22

20 GenomebwideNassociationNstudyNidentifiesNaNpossibleNsusceptibilityNlocusNforNendometrialNcancercN
CanceriEpidemiologyiBiomarkersiandiPreventionaN2012aNgfaNnmebl 4 30

19 TheNkallikreinNfiNgeneNisNdownbregulatedNbyNandrogenNreceptorNsignallingNandNharboursNgeneticN
variationNthatNisNassociatedNwithNprostateNtumourNaggressivenesscNBiologicaliChemistryaN2012aNhnhaNiehbfg4.5 12

18 GeneticNpolymorphismsNinNtheNhumanNtissueNkallikreinNWKLKXNlocusNandNtheirNimplicationNinNvariousN
malignantNandNnonbmalignantNdiseasescNBiologicaliChemistryaN2012aNhnhaNfhkjbne 4.5 23

17 GeneticNassociationNofNtheNKLKiNlocusNwithNriskNofNprostateNcancercNPLoSiONEaN2012aNlaNeiijge 3.7 14

16 GenomebwideNassociationNstudyNidentifiesNaNcommonNvariantNassociatedNwithNriskNofNendometrialN
cancercNNatureiGeneticsaN2011aNihaNijfbi 36.3 121

15 vNKallikreinNfjNWKLKfjXNsingleNnucleotideNpolymorphismNlocatedNcloseNtoNaNnovelNexonNshowsN
evidenceNofNassociationNwithNpoorNovarianNcancerNsurvivalcNBMCiCanceraN2011aNffaNffn 4.8 16

14 KallikreinbrelatedNpeptidaseNhNWKLKhdPSvXNsingleNnucleotideNpolymorphismsNandNovarianNcancerN
survivalcNTwiniResearchiandiHumaniGeneticsaN2011aNfiaNhghbl 2.2 8

13 xHzKgaNMGMTaNSULTfzfNandNSULTfvfNpolymorphismsNandNendometrialNcancerNriskcNTwiniResearchi
andiHumaniGeneticsaN2011aNfiaNhgmbhg 2.2 12

12 wreastNcancerNsusceptibilityNpolymorphismsNandNendometrialNcancerNriskoNaNxollaborativeN
zndometrialNxancerNStudycNCarcinogenesisaN2011aNhgaNfmkgbk 4.6 4

11 ProgesteroneNreceptorNgeneNvariantsNandNriskNofNendometrialNcancercNCarcinogenesisaN2011aNhgaNhhfbj 4.6 18

10 TheNobesitybassociatedNpolymorphismsNFTONrsnnhnkenNandNMxiRNrsfllmghfhNandNendometrialN
cancerNriskNinNnonbHispanicNwhiteNwomencNPLoSiONEaN2011aNkaNefkljk 3.7 46

9 vssociationNbetweenNProstinogenNWKLKfjXNgeneticNvariantsNandNprostateNcancerNriskNandN
aggressivenessNinNvustraliaNandNaNmetabanalysisNofNGWvSNdatacNPLoSiONEaN2011aNkaNegkjgl 3.7 11

8 NoNassociationNbetweenNFTONorNHHzXNandNendometrialNcancerNriskcNCanceriEpidemiologyiBiomarkersi
andiPreventionaN2010aNfnaNgfekbn 4 22

7 KallikreinbrelatedNpeptidaseNfeNWKLKfeXNexpressionNandNsingleNnucleotideNpolymorphismsNinNovarianN
cancerNsurvivalcNInternationaliJournaliofiGynecologicaliCanceraN2010aNgeaNjgnbhk 3.5 15

6 VascularNendothelialNgrowthNfactorNgeneNpolymorphismsNandNovarianNcancerNsurvivalcNGynecologici
OncologyaN2010aNffnaNilnbmh 4.9 25

5
TheNuseNofNpredictiveNorNprognosticNgeneticNbiomarkersNinNendometrialNandNotherNhormonebrelatedN
cancersoNjustificationNforNextensiveNcandidateNgeneNsingleNnucleotideNpolymorphismNstudiesNofNtheN
matrixNmetalloproteinaseNfamilyNandNtheirNinhibitorscNCanceriEpidemiologyiBiomarkersiandi
PreventionaN2009aNfmaNghjgbkj

4 14

4 IdentificationNofNsevenNnewNprostateNcancerNsusceptibilityNlociNthroughNaNgenomebwideNassociationN
studycNNatureiGeneticsaN2009aNifaNfffkbgf 36.3 360

(2009-2013)
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3 MultipleNnovelNprostateNcancerNpredispositionNlociNconfirmedNbyNanNinternationalNstudyoNtheN
PRvxTIxvLNxonsortiumcNCanceriEpidemiologyiBiomarkersiandiPreventionaN2008aNflaNgejgbkf 4 134

2 xombiningNgenomebwideNstudiesNofNbreastaNprostateaNovarianNandNendometrialNcancersNmapsN
crossbcancerNsusceptibilityNlociNandNidentifiesNnewNgeneticNassociations 2

1 vssessmentNofNPolygenicNvrchitectureNandNRiskNPredictionNbasedNonNxommonNVariantsNvcrossN
FourteenNxancers 1

Tracy O’Mara

6


