
Yvonne VallÃ¨s

List of Publications by Year
in descending order

Source: https://exaly.com/author-pdf/4998059/publications.pdf

Version: 2024-02-01

16

papers

1,210

citations

13

h-index

687363

16

g-index

940533

17

all docs

17

docs citations

17

times ranked

2095

citing authors



Yvonne VallÃ¨s

2

# Article IF Citations

1 Incense Burning is Associated with Human Oral Microbiota Composition. Scientific Reports, 2019, 9,
10039. 3.3 12

2 Adaptation of the Human Gut Microbiota Metabolic Network During the First Year After Birth.
Frontiers in Microbiology, 2019, 10, 848. 3.5 11

3 Metabolic adaptation in the human gut microbiota during pregnancy and the first year of life.
EBioMedicine, 2019, 39, 497-509. 6.1 37

4 Air Pollution, Early Life Microbiome, and Development. Current Environmental Health Reports, 2018, 5,
512-521. 6.7 59

5 Types of tobacco consumption and the oral microbiome in the United Arab Emirates Healthy Future
(UAEHFS) Pilot Study. Scientific Reports, 2018, 8, 11327. 3.3 51

6 High frequencies of antibiotic resistance genes in infantsâ€™ meconium and early fecal samples. Journal
of Developmental Origins of Health and Disease, 2016, 7, 35-44. 1.4 61

7
Differential Expression of Conserved Germ Line Markers and Delayed Segregation of Male and Female
Primordial Germ Cells in a Hermaphrodite, the Leech Helobdella. Molecular Biology and Evolution,
2014, 31, 341-354.

8.9 31

8 Microbial Succession in the Gut: Directional Trends of Taxonomic and Functional Change in a Birth
Cohort of Spanish Infants. PLoS Genetics, 2014, 10, e1004406. 3.5 164

9
Meconium microbiota types dominated by lactic acid or enteric bacteria are differentially associated
with maternal eczema and respiratory problems in infants. Clinical and Experimental Allergy, 2013, 43,
198-211.

2.9 297

10 Metagenomics and development of the gut microbiota in infants. Clinical Microbiology and Infection,
2012, 18, 21-26. 6.0 54

11 Additional duplicated Hox genes in the earthworm: Perionyx excavatus Hox genes consist of eleven
paralog groups. Gene, 2012, 493, 260-266. 2.2 13

12 Crawling through time: Transition of snails to slugs dating back to the Paleozoic, based on
mitochondrial phylogenomics. Marine Genomics, 2011, 4, 51-59. 1.1 52

13 The Gut as Reservoir of Antibiotic Resistance: Microbial Diversity of Tetracycline Resistance in Mother
and Infant. PLoS ONE, 2011, 6, e21644. 2.5 111

14 Evolutionary Dynamics of the wnt Gene Family: A Lophotrochozoan Perspective. Molecular Biology
and Evolution, 2010, 27, 1645-1658. 8.9 115

15 Group II Introns Break New Boundaries: Presence in a Bilaterian's Genome. PLoS ONE, 2008, 3, e1488. 2.5 78

16 Lophotrochozoan mitochondrial genomes. Integrative and Comparative Biology, 2006, 46, 544-557. 2.0 64


