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100 TheOembryonicOtranscriptomeOofOParhyaleOhawaiensisOrevealsOdifferentOdynamicsOofOmicroRNysOandO
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97 RfamOilrOexpandedOcoverageOofOmetagenomicdOviralOandOmicroRNyOfamiliesfONucleichAcidshResearchdO
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92 SilencingOmiRekohekpOrescuesOfunnyOcurrentOandOsinusOnodeOfunctionOinOheartOfailurefOScientifich
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91 RegulatoryORNysrOyOUniversalOLanguageOforOIntereβomainO ommunicationfOInternationalhJournalhofh
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87 miRzaserOfromOmicroRNyOsequencesOtoOfunctionfONucleichAcidshResearchdO2019dOlodOβimmeβinj 20.1 1436

86 LargeescaleOprofilingOofOnoncodingORNyOfunctionOinOyeastfOPLoShGeneticsdO2018dOildOeihhojmk 6 14

85 SmallORNysrOzigOImpactOonOPlantOβevelopmentfOTrendshinhPlanthSciencedO2017dOjjdOihmneihnp 13.1 146
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65 SexebiasedOexpressionOofOmicroRNysOinOSchistosomaOmansonifOPLoShNeglectedhTropicalhDiseasesdO
2013dOodOejlhj 4.8 47

64  lustersOofOmicroRNysOemergeObyOnewOhairpinsOinOexistingOtranscriptsfONucleichAcidshResearchdO2013dO
lidOoolmemj 20.1 65
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62 ReducingOligationObiasOofOsmallORNysOinOlibrariesOforOnextOgenerationOsequencingfOSilence:hAhJournalh
ofhRNAhRegulationdO2012dOkdOl 140

61 MicroRNysOfromOtheOsameOprecursorOhaveOdifferentOtargetingOpropertiesfOSilence:hAhJournalhofhRNAh
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57 MicroRNyOevolutionObyOarmOswitchingfOEMBOhReportsdO2011dOijdOiojeo 6.5 166
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55 miRzaserOintegratingOmicroRNyOannotationOandOdeepesequencingOdatafONucleichAcidshResearchdO2011
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52 RNycentralrOyOvisionOforOanOinternationalOdatabaseOofORNyOsequencesfORnadO2011dOiodOiqlien 5.8 54

51 FunctionalOshiftsOinOinsectOmicroRNyOevolutionfOGenomehBiologyhandhEvolutiondO2010dOjdOnpneqn 3.9 109

50 miRzaserOmicroRNyOsequencesOandOannotationfOCurrenthProtocolshinhBioinformaticsdO2010dO hapterO
ijdOUnitOijfqfieih 24.2 139

49 TheOevolutionOofOtRNyOgenesOinOβrosophilafOGenomehBiologyhandhEvolutiondO2010dOjdOlnoeoo 3.9 34
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47 ynOanalysisOofOstructuralOinfluencesOonOselectionOinORNyOgenesfOMolecularhBiologyhandhEvolutiondO
2009dOjndOjhqein 8.3 8

46  onservationOofOtheOHiqOnoncodingORNyOandOHiqeIGFjOimprintingOmechanismOinOtheriansfONatureh
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38 GenomicOanalysisOofOhumanOmicroRNyOtranscriptsfOProceedingshofhthehNationalhAcademyhofhSciencesh
ofhthehUnitedhStateshofhAmericadO2007dOihldOiooiqejl 11.5 402
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36 miRzaserOtheOmicroRNyOsequenceOdatabasefOMethodshinhMolecularhBiologydO2006dOkljdOijqekp 1.4 445

35 miRzaserOmicroRNyOsequencesdOtargetsOandOgeneOnomenclaturefONucleichAcidshResearchdO2006dOkldOβilhel20.1 3494

34 TheOβNyOsequenceOandObiologicalOannotationOofOhumanOchromosomeOifONaturedO2006dOllidOkimeji 50.4 169

33 RyLEEeeRNyOyLignmentOeditorOinOEmacsfOBioinformaticsdO2005dOjidOjmoeq 7.2 98

32 GenomeOofOtheOhostecellOtransformingOparasiteOTheileriaOannulataOcomparedOwithOTfOparvafOSciencedO
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31 ynnotatingOnonecodingORNysOwithORfamfOCurrenthProtocolshinhBioinformaticsdO2005dO hapterOijdOUnitOijfm 24.2 19

30 StructuralOrelatednessOofOplantOfoodOallergensOwithOspecificOreferenceOtoOcrossereactiveOallergensrOanO
inOsilicoOanalysisfOJournalhofhAllergyhandhClinicalhImmunologydO2005dOiimdOinkeoh 11.5 212
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29 RfamrOannotatingOnonecodingORNysOinOcompleteOgenomesfONucleichAcidshResearchdO2005dOkkdOβijiel 20.1 990
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NaturedO2005dOlkpdOiimien 50.4 1114

27 SequencingOofOyspergillusOnidulansOandOcomparativeOanalysisOwithOyfOfumigatusOandOyfOoryzaefO
NaturedO2005dOlkpdOiihmeim 50.4 1094

26 TranscriptomeOanalysisOforOtheOchickenObasedOonOiqdnjnOfinishedOcβNyOsequencesOandOlpmdkkoO
expressedOsequenceOtagsfOGenomehResearchdO2005dOimdOiolepk 9.7 71
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22 βNyOsequenceOandOanalysisOofOhumanOchromosomeOqfONaturedO2004dOljqdOknqeol 50.4 102
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20 IdentificationOofOmammalianOmicroRNyOhostOgenesOandOtranscriptionOunitsfOGenomehResearchdO2004dO
ildOiqhjeih 9.7 1451

19 TheOPfamOproteinOfamiliesOdatabasefONucleichAcidshResearchdO2004dOkjdOβikpeli 20.1 2720

18 RfamO2004dO 2

17 TheOgenomeOsequenceOofO aenorhabditisObriggsaerOaOplatformOforOcomparativeOgenomicsfOPLoSh
BiologydO2003dOidOElm 9.7 677

16 IdentifyingOproteinOdomainsOwithOtheOPfamOdatabasefOCurrenthProtocolshinhBioinformaticsdO2003dO
 hapterOjdOUnitOjfm 24.2 13

15 yOuniformOsystemOforOmicroRNyOannotationfORnadO2003dOqdOjooeq 5.8 1332

14 RfamrOanORNyOfamilyOdatabasefONucleichAcidshResearchdO2003dOkidOlkqeli 20.1 970

13 TheOInterProOβatabasedOjhhkObringsOincreasedOcoverageOandOnewOfeaturesfONucleichAcidshResearchdO
2003dOkidOkimep 20.1 556

12 TheOuseOofOstructureOinformationOtoOincreaseOalignmentOaccuracyOdoesOnotOaidOhomologueOdetectionO
withOprofileOHMMsfOBioinformaticsdO2002dOipdOijlkeq 7.2 19
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11 PlantOproteinOfamiliesOandOtheirOrelationshipsOtoOfoodOallergyfOBiochemicalhSocietyhTransactionsdO2002
dOkhdOqhneih 5.1 60

10 TheOPfamOproteinOfamiliesOdatabasefONucleichAcidshResearchdO2002dOkhdOjoneph 20.1 1839

9
EffectsOofOaminoOacidOphidpsiOpropensitiesOandOsecondaryOstructureOinteractionsOinOmodulatingOHO
alphaOchemicalOshiftsOinOpeptideOandOproteinObetaesheetfOJournalhofhthehAmericanhChemicalhSocietydO
2001dOijkdOijkipejl

16.4 38

8
FoldingOofOaObetaehairpinOpeptideOderivedOfromOtheONeterminusOofOubiquitinfO onformationalO
preferencesOofObetaeturnOresiduesOdictateOnonenativeObetaestrandOinteractionsfOFEBShJournaldO2000dO
jnodOkmkqelp

25

7
StructuredOFoldingdOandOEnergeticsOofO ooperativeOInteractionsObetweenOtheO˛†eStrandsOofOaOdeONovoO
βesignedOThreeeStrandedOyntiparallelO˛†eSheetOPeptidefOJournalhofhthehAmericanhChemicalhSocietydO
2000dOijjdOpkmhepkmn

16.4 109

6
EnergeticsOofOWeakOInteractionsOinOaO˛†ehairpinOPeptider´ OElectrostaticOandOHydrophobicO
 ontributionsOtoOStabilityOfromOLysineOSaltOzridgesfOJournalhofhthehAmericanhChemicalhSocietydO1999dO
ijidOiinimeiinjh

16.4 71

5
βissectingOtheOstabilityOofOaObetaehairpinOpeptideOthatOfoldsOinOwaterrONMROandOmolecularOdynamicsO
analysisOofOtheObetaeturnOandObetaestrandOcontributionsOtoOfoldingfOJournalhofhMolecularhBiologydO
1999dOjqjdOihmienq

6.5 152

4
ModulationOofOintrinsicOphidpsiOpropensitiesOofOaminoOacidsObyOneighbouringOresiduesOinOtheOcoilO
regionsOofOproteinOstructuresrONMROanalysisOandOdissectionOofOaObetaehairpinOpeptidefOJournalhofh
MolecularhBiologydO1998dOjpldOimqoenhq
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