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100 miRzaserOannotatingOhighOconfidenceOmicroRNysOusingOdeepOsequencingOdatafONucleichAcidsh
ResearchdO2014dOljdOβnpeok 20.1 3795

99 miRzaserOmicroRNyOsequencesdOtargetsOandOgeneOnomenclaturefONucleichAcidshResearchdO2006dOkldOβilhel20.1 3494

98 miRzaserOtoolsOforOmicroRNyOgenomicsfONucleichAcidshResearchdO2008dOkndOβimlep 20.1 3326

97 miRzaserOintegratingOmicroRNyOannotationOandOdeepesequencingOdatafONucleichAcidshResearchdO2011
dOkqdOβimjeo 20.1 2830

96 TheOPfamOproteinOfamiliesOdatabasefONucleichAcidshResearchdO2004dOkjdOβikpeli 20.1 2720

95 TheOPfamOproteinOfamiliesOdatabasefONucleichAcidshResearchdO2002dOkhdOjoneph 20.1 1839

94 PfamrOclansdOwebOtoolsOandOservicesfONucleichAcidshResearchdO2006dOkldOβjloemi 20.1 1784

93 TheOmicroRNyORegistryfONucleichAcidshResearchdO2004dOkjdOβihqeii 20.1 1664

92 EvolutionOofOgenesOandOgenomesOonOtheOβrosophilaOphylogenyfONaturedO2007dOlmhdOjhkeip 50.4 1586

91 IdentificationOofOmammalianOmicroRNyOhostOgenesOandOtranscriptionOunitsfOGenomehResearchdO2004dO
ildOiqhjeih 9.7 1451

90 miRzaserOfromOmicroRNyOsequencesOtoOfunctionfONucleichAcidshResearchdO2019dOlodOβimmeβinj 20.1 1436

89 yOuniformOsystemOforOmicroRNyOannotationfORnadO2003dOqdOjooeq 5.8 1332

88 GenomicOsequenceOofOtheOpathogenicOandOallergenicOfilamentousOfungusOyspergillusOfumigatusfO
NaturedO2005dOlkpdOiimien 50.4 1114

87 SequencingOofOyspergillusOnidulansOandOcomparativeOanalysisOwithOyfOfumigatusOandOyfOoryzaefO
NaturedO2005dOlkpdOiihmeim 50.4 1094

86  riteriaOforOannotationOofOplantOMicroRNysfOPlanthCelldO2008dOjhdOkipneqh 11.6 992

85 RfamrOannotatingOnonecodingORNysOinOcompleteOgenomesfONucleichAcidshResearchdO2005dOkkdOβijiel 20.1 990

84 RfamrOanORNyOfamilyOdatabasefONucleichAcidshResearchdO2003dOkidOlkqeli 20.1 970
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83 TheOgenomeOsequenceOofO aenorhabditisObriggsaerOaOplatformOforOcomparativeOgenomicsfOPLoSh
BiologydO2003dOidOElm 9.7 677

82 RfamrOupdatesOtoOtheORNyOfamiliesOdatabasefONucleichAcidshResearchdO2009dOkodOβiknelh 20.1 652

81 TheOInterProOβatabasedOjhhkObringsOincreasedOcoverageOandOnewOfeaturesfONucleichAcidshResearchdO
2003dOkidOkimep 20.1 556

80 miRzaserOtheOmicroRNyOsequenceOdatabasefOMethodshinhMolecularhBiologydO2006dOkljdOijqekp 1.4 445

79 GenomicOanalysisOofOhumanOmicroRNyOtranscriptsfOProceedingshofhthehNationalhAcademyhofhSciencesh
ofhthehUnitedhStateshofhAmericadO2007dOihldOiooiqejl 11.5 402

78 RfamrOWikipediadOclansOandOtheOQdecimalQOreleasefONucleichAcidshResearchdO2011dOkqdOβiliem 20.1 321

77 GenomeOofOtheOhostecellOtransformingOparasiteOTheileriaOannulataOcomparedOwithOTfOparvafOSciencedO
2005dOkhqdOikiek 33.3 235

76 StructuralOrelatednessOofOplantOfoodOallergensOwithOspecificOreferenceOtoOcrossereactiveOallergensrOanO
inOsilicoOanalysisfOJournalhofhAllergyhandhClinicalhImmunologydO2005dOiimdOinkeoh 11.5 212

75 TheOhouseOspiderOgenomeOrevealsOanOancientOwholeegenomeOduplicationOduringOarachnidOevolutionfO
BMChBiologydO2017dOimdOnj 7.3 182

74 TheOfirstOmyriapodOgenomeOsequenceOrevealsOconservativeOarthropodOgeneOcontentOandOgenomeO
organisationOinOtheOcentipedeOStrigamiaOmaritimafOPLoShBiologydO2014dOijdOeihhjhhm 9.7 182

73 TheOβNyOsequenceOandObiologicalOannotationOofOhumanOchromosomeOifONaturedO2006dOllidOkimeji 50.4 169

72 MicroRNyOevolutionObyOarmOswitchingfOEMBOhReportsdO2011dOijdOiojeo 6.5 166

71
βissectingOtheOstabilityOofOaObetaehairpinOpeptideOthatOfoldsOinOwaterrONMROandOmolecularOdynamicsO
analysisOofOtheObetaeturnOandObetaestrandOcontributionsOtoOfoldingfOJournalhofhMolecularhBiologydO
1999dOjqjdOihmienq

6.5 152

70 SmallORNysrOzigOImpactOonOPlantOβevelopmentfOTrendshinhPlanthSciencedO2017dOjjdOihmneihnp 13.1 146

69  onservationOofOtheOHiqOnoncodingORNyOandOHiqeIGFjOimprintingOmechanismOinOtheriansfONatureh
GeneticsdO2008dOlhdOqoien 36.3 141

68 ReducingOligationObiasOofOsmallORNysOinOlibrariesOforOnextOgenerationOsequencingfOSilence:hAhJournalh
ofhRNAhRegulationdO2012dOkdOl 140

67 miRzaserOmicroRNyOsequencesOandOannotationfOCurrenthProtocolshinhBioinformaticsdO2010dO hapterO
ijdOUnitOijfqfieih 24.2 139

66 RNycentralrOaOcomprehensiveOdatabaseOofOnonecodingORNyOsequencesfONucleichAcidshResearchdO2017dO
lmdOβijpeβikl 20.1 119
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65 ynnotationOofOmammalianOprimaryOmicroRNysfOBMChGenomicsdO2008dOqdOmnl 4.5 110

64 ynnotatingOnoncodingORNyOgenesfOAnnualhReviewhofhGenomicshandhHumanhGeneticsdO2007dOpdOjoqeqp 9.7 110

63 FunctionalOshiftsOinOinsectOmicroRNyOevolutionfOGenomehBiologyhandhEvolutiondO2010dOjdOnpneqn 3.9 109

62
StructuredOFoldingdOandOEnergeticsOofO ooperativeOInteractionsObetweenOtheO˛†eStrandsOofOaOdeONovoO
βesignedOThreeeStrandedOyntiparallelO˛†eSheetOPeptidefOJournalhofhthehAmericanhChemicalhSocietydO
2000dOijjdOpkmhepkmn

16.4 109

61 RfamOilrOexpandedOcoverageOofOmetagenomicdOviralOandOmicroRNyOfamiliesfONucleichAcidshResearchdO
2021dOlqdOβiqjeβjhh 20.1 108

60 βNyOsequenceOandOanalysisOofOhumanOchromosomeOqfONaturedO2004dOljqdOknqeol 50.4 102

59 RyLEEeeRNyOyLignmentOeditorOinOEmacsfOBioinformaticsdO2005dOjidOjmoeq 7.2 98

58 RNycentralrOaOhubOofOinformationOforOnonecodingORNyOsequencesfONucleichAcidshResearchdO2019dOlodOβjjieβjjq20.1 90

57 RNycentralrOanOinternationalOdatabaseOofOncRNyOsequencesfONucleichAcidshResearchdO2015dOlkdOβijkeq 20.1 89

56 ziasOinOmicroRNyOfunctionalOenrichmentOanalysisfOBioinformaticsdO2015dOkidOimqjep 7.2 78

55 MutationsOinOSNORβiipOcauseOtheOcerebralOmicroangiopathyOleukoencephalopathyOwithO
calcificationsOandOcystsfONaturehGeneticsdO2016dOlpdOiipmeqj 36.3 74

54 GenomeewideOdiscoveryOandOverificationOofOnovelOstructuredORNysOinOPlasmodiumOfalciparumfO
GenomehResearchdO2008dOipdOjpieqj 9.7 72

53 TheOβNyOsequenceOandOanalysisOofOhumanOchromosomeOikfONaturedO2004dOljpdOmjjep 50.4 71

52 TranscriptomeOanalysisOforOtheOchickenObasedOonOiqdnjnOfinishedOcβNyOsequencesOandOlpmdkkoO
expressedOsequenceOtagsfOGenomehResearchdO2005dOimdOiolepk 9.7 71

51
EnergeticsOofOWeakOInteractionsOinOaO˛†ehairpinOPeptider´ OElectrostaticOandOHydrophobicO
 ontributionsOtoOStabilityOfromOLysineOSaltOzridgesfOJournalhofhthehAmericanhChemicalhSocietydO1999dO
ijidOiinimeiinjh

16.4 71

50 EvolutionOandOfunctionOofOtheOextendedOmiRejOmicroRNyOfamilyfORNAhBiologydO2012dOqdOjljep 4.8 66

49  lustersOofOmicroRNysOemergeObyOnewOhairpinsOinOexistingOtranscriptsfONucleichAcidshResearchdO2013dO
lidOoolmemj 20.1 65

48 PlantOproteinOfamiliesOandOtheirOrelationshipsOtoOfoodOallergyfOBiochemicalhSocietyhTransactionsdO2002
dOkhdOqhneih 5.1 60
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47 βetectionOofOmicroRNysOinOcolorOspacefOBioinformaticsdO2012dOjpdOkipejk 7.2 57

46 RNycentralrOyOvisionOforOanOinternationalOdatabaseOofORNyOsequencesfORnadO2011dOiodOiqlien 5.8 54

45
ModulationOofOintrinsicOphidpsiOpropensitiesOofOaminoOacidsObyOneighbouringOresiduesOinOtheOcoilO
regionsOofOproteinOstructuresrONMROanalysisOandOdissectionOofOaObetaehairpinOpeptidefOJournalhofh
MolecularhBiologydO1998dOjpldOimqoenhq

6.5 53

44
RestoringOtheOconstitutionalOalignmentOwithOaOrestrictiveOkinematicOprotocolOimprovesOquantitativeO
softetissueObalanceOinOtotalOkneeOarthroplastyrOaOrandomizedOcontrolledOtrialfOBonehandhJointhJournaldO
2020dOihjezdOiioeijl

5.6 51

43 MicroRNysOfromOtheOsameOprecursorOhaveOdifferentOtargetingOpropertiesfOSilence:hAhJournalhofhRNAh
RegulationdO2012dOkdOp 50

42 TheORNyOWikiProjectrOcommunityOannotationOofORNyOfamiliesfORnadO2008dOildOjlnjel 5.8 50

41  onservedORNyOstructuresOinOtheOnonecanonicalOHacigXbpiOintronfORNAhBiologydO2011dOpdOmmjen 4.8 49

40 SexebiasedOexpressionOofOmicroRNysOinOSchistosomaOmansonifOPLoShNeglectedhTropicalhDiseasesdO
2013dOodOejlhj 4.8 47

39 RNycentralOjhjirOsecondaryOstructureOintegrationdOimprovedOsequenceOsearchOandOnewOmemberO
databasesfONucleichAcidshResearchdO2021dOlqdOβjijeβjjh 20.1 42

38 yOguideOtoOnamingOhumanOnonecodingORNyOgenesfOEMBOhJournaldO2020dOkqdOeihkooo 13 39

37 SongOexposureOregulatesOknownOandOnovelOmicroRNysOinOtheOzebraOfinchOauditoryOforebrainfOBMCh
GenomicsdO2011dOijdOjoo 4.5 39

36
EffectsOofOaminoOacidOphidpsiOpropensitiesOandOsecondaryOstructureOinteractionsOinOmodulatingOHO
alphaOchemicalOshiftsOinOpeptideOandOproteinObetaesheetfOJournalhofhthehAmericanhChemicalhSocietydO
2001dOijkdOijkipejl

16.4 38

35 EnhancedOgenomeOassemblyOandOaOnewOofficialOgeneOsetOforOTriboliumOcastaneumfOBMChGenomicsdO
2020dOjidOlo 4.5 35

34 MicroRNyOevolutiondOexpressiondOandOfunctionOduringOshortOgermbandOdevelopmentOinOTriboliumO
castaneumfOGenomehResearchdO2016dOjndOpmeqn 9.7 35

33 NaturalOantisenseOtranscriptsOandOlongOnonecodingORNyOinONeurosporaOcrassafOPLoShONEdO2014dOqdOeqikmk3.7 35

32 IntronOevolutionOinOSaccharomycetaceaefOGenomehBiologyhandhEvolutiondO2014dOndOjmlkemn 3.9 34

31 TheOevolutionOofOtRNyOgenesOinOβrosophilafOGenomehBiologyhandhEvolutiondO2010dOjdOlnoeoo 3.9 34

30 yOselenocysteineOtRNyOandOSE ISOelementOinOPlasmodiumOfalciparumfORnadO2005dOiidOiiqejj 5.8 31
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29 PervasiveOmicroRNyOβuplicationOinO heliceratesrOInsightsOfromOtheOEmbryonicOmicroRNyORepertoireO
ofOtheOSpiderOParasteatodaOtepidariorumfOGenomehBiologyhandhEvolutiondO2016dOpdOjikkell 3.9 30

28  fOelegansOnoncodingORNyOgenesfOWormBookdO2005dOieo 28

27 FasteevolvingOmicroRNysOareOhighlyOexpressedOinOtheOearlyOembryoOofOβrosophilaOvirilisfORnadO2014dO
jhdOknheoj 5.8 27

26 MitochondrialOpseudogenesOinOtheOnuclearOgenomesOofOβrosophilafOPLoShONEdO2012dOodOekjmqk 3.7 27

25 StructuredOevolutionOandOfunctionOofOtheObiedirectionallyOtranscribedOiabelgiabepOmicroRNyOlocusOinO
arthropodsfONucleichAcidshResearchdO2013dOlidOkkmjeni 20.1 26

24
FoldingOofOaObetaehairpinOpeptideOderivedOfromOtheONeterminusOofOubiquitinfO onformationalO
preferencesOofObetaeturnOresiduesOdictateOnonenativeObetaestrandOinteractionsfOFEBShJournaldO2000dO
jnodOkmkqelp

25

23 TargetOrepressionOinducedObyOendogenousOmicroRNysrOlargeOdifferencesdOsmallOeffectsfOPLoShONEdO
2014dOqdOeihljpn 3.7 24

22 tRNyOanticodonOshiftsOinOeukaryoticOgenomesfORnadO2014dOjhdOjnqepi 5.8 24

21 NovelOIntronicORNyOStructuresO ontributeOtoOMaintenanceOofOPhenotypeOinOSaccharomycesO
cerevisiaefOGeneticsdO2016dOjhkdOilnqepi 4 20

20 ynnotatingOnonecodingORNysOwithORfamfOCurrenthProtocolshinhBioinformaticsdO2005dO hapterOijdOUnitOijfm 24.2 19

19 TheOuseOofOstructureOinformationOtoOincreaseOalignmentOaccuracyOdoesOnotOaidOhomologueOdetectionO
withOprofileOHMMsfOBioinformaticsdO2002dOipdOijlkeq 7.2 19

18 MultipleOproductsOfromOmicroRNyOtranscriptsfOBiochemicalhSocietyhTransactionsdO2013dOlidOpmhel 5.1 17

17  onservedOtemporalOpatternsOofOmicroRNyOexpressionOinOβrosophilaOsupportOaOdevelopmentalO
hourglassOmodelfOGenomehBiologyhandhEvolutiondO2014dOndOjlmqeno 3.9 15

16 ybundantOexpressionOofOsomaticOtransposonederivedOpiRNysOthroughoutOTriboliumOcastaneumO
embryogenesisfOGenomehBiologydO2017dOipdOipl 18.3 14

15 LargeescaleOprofilingOofOnoncodingORNyOfunctionOinOyeastfOPLoShGeneticsdO2018dOildOeihhojmk 6 14

14  onservationOandOlossesOofOnonecodingORNysOinOavianOgenomesfOPLoShONEdO2015dOihdOehijioqo 3.7 14

13 IdentifyingOproteinOdomainsOwithOtheOPfamOdatabasefOCurrenthProtocolshinhBioinformaticsdO2003dO
 hapterOjdOUnitOjfm 24.2 13

12 SilencingOmiRekohekpOrescuesOfunnyOcurrentOandOsinusOnodeOfunctionOinOheartOfailurefOScientifich
ReportsdO2020dOihdOiijoq 4.9 13
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11 QuoOvadisOmicroRNyswfOTrendshinhGeneticsdO2020dOkndOlnielnk 8.5 13

10 RegulatoryORNysrOyOUniversalOLanguageOforOIntereβomainO ommunicationfOInternationalhJournalhofh
MolecularhSciencesdO2020dOjidO 6.3 11

9 ynOanalysisOofOstructuralOinfluencesOonOselectionOinORNyOgenesfOMolecularhBiologyhandhEvolutiondO
2009dOjndOjhqein 8.3 8

8 TheOTranscriptionOFactoremicroRNyORegulatoryONetworkOduringOhES echondrogenesisfOScientifich
ReportsdO2020dOihdOloll 4.9 7

7 βynamicalOgeneOregulatoryOnetworksOareOtunedObyOtranscriptionalOautoregulationOwithOmicroRNyO
feedbackfOScientifichReportsdO2020dOihdOijqnh 4.9 5

6 TheOhouseOspiderOgenomeOrevealsOanOancientOwholeegenomeOduplicationOduringOarachnidOevolution 3

5 RfamO2004dO 2

4 TheOembryonicOtranscriptomeOofOParhyaleOhawaiensisOrevealsOdifferentOdynamicsOofOmicroRNysOandO
mRNysOduringOtheOmaternalezygoticOtransitionffOScientifichReportsdO2022dOijdOiol 4.9 1

3
SingleecellOvisualizationOofOmireqaOandOSenselessOcoeexpressionOduringOβrosophilaOmelanogasterO
embryonicOandOlarvalOperipheralOnervousOsystemOdevelopmentfOG3:hGenesvhGenomesvhGeneticsdO2021dO
iidO

3.2 1

2 miReqaOregulatesOlevelsOofObothOrhomboidOmRNyOandOproteinOinOtheOearlyOβrosophilaOmelanogasterOembryo 1

1 miRzaserOaOdatabaseOofOmicroRNyOsequencesdOtargetsOandOnomenclatureimoeioi
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