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65 Improvement of the catalytic performance of a hyperthermostable GH10 xylanase from Talaromyces
leycettanus JCM12802. Bioresource Technology, 2016, 222, 277-284. 9.6 34

66
Improvement of the thermostability and catalytic efficiency of a highly active Î²-glucanase from
Talaromyces leycettanus JCM12802 by optimizing residual chargeâ€“charge interactions. Biotechnology
for Biofuels, 2016, 9, 124.

6.2 29

67
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and Deletion of its N-Terminal Amino Acids on Thermostability. Applied Biochemistry and
Biotechnology, 2015, 175, 925-936.

2.9 23

89 Insights into the substrate specificity and synergy with mannanase of family 27 Î±-galactosidases from
Neosartorya fischeri P1. Applied Microbiology and Biotechnology, 2015, 99, 1261-1272. 3.6 20

90
A New GH43 Î±-Arabinofuranosidase from Humicola insolens Y1: Biochemical Characterization and
Synergistic Action with a Xylanase on Xylan Degradation. Applied Biochemistry and Biotechnology,
2015, 175, 1960-1970.

2.9 33



7

Bin Yao

# Article IF Citations

91 A thermophilic Î²-mannanase from Neosartorya fischeri P1 with broad pH stability and significant
hydrolysis ability of various mannan polymers. Food Chemistry, 2015, 173, 283-289. 8.2 57

92 A Neutral Thermostable Î²-1,4-Glucanase from Humicola insolens Y1 with Potential for Applications in
Various Industries. PLoS ONE, 2015, 10, e0124925. 2.5 11

93 A Thermostable Glucoamylase from Bispora sp. MEY-1 with Stability over a Broad pH Range and
Significant Starch Hydrolysis Capacity. PLoS ONE, 2014, 9, e113581. 2.5 32

94
Molecular Characterization of a Thermophilic Endo-polygalacturonase from <i>Thielavia arenaria</i>
XZ7 with High Catalytic Efficiency and Application Potential in the Food and Feed Industries. Journal
of Agricultural and Food Chemistry, 2014, 62, 12686-12694.

5.2 22

95 The Genome of the Myxosporean Thelohanellus kitauei Shows Adaptations to Nutrient Acquisition
within Its Fish Host. Genome Biology and Evolution, 2014, 6, 3182-3198. 2.5 48

96
Molecular characterization of a CpTRIM35-like protein and its splice variants from whitespotted
bamboo shark (Chiloscyllium plagiosum). Biochemical and Biophysical Research Communications, 2014,
453, 425-431.

2.1 6

97 Proteome changes underpin improved meat quality and yield of chickens (Gallus gallus) fed the
probiotic Enterococcus faecium. BMC Genomics, 2014, 15, 1167. 2.8 50

98
A C-Terminal Proline-Rich Sequence Simultaneously Broadens the Optimal Temperature and pH Ranges
and Improves the Catalytic Efficiency of Glycosyl Hydrolase Family 10 Ruminal Xylanases. Applied and
Environmental Microbiology, 2014, 80, 3426-3432.

3.1 16

99 Identification and molecular characterization of an Akirin2 homolog in Chinese loach
(Paramisgurnus dabryanus). Fish and Shellfish Immunology, 2014, 36, 435-443. 3.6 14

100
A novel thermophilic endo-Î²-1,4-mannanase from Aspergillus nidulans XZ3: functional roles of
carbohydrate-binding module and Thr/Ser-rich linker region. Applied Microbiology and
Biotechnology, 2014, 98, 2155-2163.

3.6 41

101 High-yield production of a chitinase from Aeromonas veronii B565 as a potential feed supplement for
warm-water aquaculture. Applied Microbiology and Biotechnology, 2014, 98, 1651-1662. 3.6 38

102 A novel bifunctional pectinase from Penicillium oxalicum SX6 with separate pectin methylesterase and
polygalacturonase catalytic domains. Applied Microbiology and Biotechnology, 2014, 98, 5019-5028. 3.6 21

103 Two xylose-tolerant GH43 bifunctional Î²-xylosidase/Î±-arabinosidases and one GH11 xylanase from
Humicola insolens and their synergy in the degradation of xylan. Food Chemistry, 2014, 148, 381-387. 8.2 86

104 New phylogenomic and comparative analyses provide corroborating evidence that Myxozoa is
Cnidaria. Molecular Phylogenetics and Evolution, 2014, 81, 10-18. 2.7 34

105 A New Î±-Galactosidase from Thermoacidophilic Alicyclobacillus sp. A4 with Wide Acceptor Specificity
for Transglycosylation. Applied Biochemistry and Biotechnology, 2014, 174, 328-338. 2.9 18

106 A highly-active endo-1,3-1,4-Î²-glucanase from thermophilic Talaromyces emersonii CBS394.64 with
application potential in the brewing and feed industries. Process Biochemistry, 2014, 49, 1448-1456. 3.7 20

107 Thermostability Improvement of a Streptomyces Xylanase by Introducing Proline and Glutamic Acid
Residues. Applied and Environmental Microbiology, 2014, 80, 2158-2165. 3.1 94

108
A thermophilic Î±-galactosidase from Neosartorya fischeri P1 with high specific activity, broad
substrate specificity and significant hydrolysis ability of soymilk. Bioresource Technology, 2014, 153,
361-364.

9.6 50



8

Bin Yao

# Article IF Citations

109 Cloning, expression, and characterization of a thermostable Î²-xylosidase from thermoacidophilic
Alicyclobacillus sp. A4. Process Biochemistry, 2014, 49, 1422-1428. 3.7 17

110 Molecular Characterization of a Highly-Active Thermophilic Î²-Glucosidase from Neosartorya fischeri
P1 and Its Application in the Hydrolysis of Soybean Isoflavone Glycosides. PLoS ONE, 2014, 9, e106785. 2.5 29

111 Proteome changes in the intestinal mucosa of broiler (Gallus gallus) activated by probiotic
Enterococcus faecium. Journal of Proteomics, 2013, 91, 226-241. 2.4 58

112 Molecular Cloning and Expression of a Novel Î²-Glucosidase Gene from Phialophora sp. G5. Applied
Biochemistry and Biotechnology, 2013, 169, 941-949. 2.9 10

113 A family 5 Î²-mannanase from the thermophilic fungus Thielavia arenaria XZ7 with typical thermophilic
enzyme features. Applied Microbiology and Biotechnology, 2013, 97, 8121-8128. 3.6 39

114 A novel thermophilic xylanase from Achaetomium sp. Xz-8 with high catalytic efficiency and
application potentials in the brewing and other industries. Process Biochemistry, 2013, 48, 1879-1885. 3.7 22

115 High-yield production of a low-temperature-active polygalacturonase for papaya juice clarification.
Food Chemistry, 2013, 141, 2974-2981. 8.2 66

116 Characterization of three novel thermophilic xylanases from Humicola insolens Y1 with application
potentials in the brewing industry. Bioresource Technology, 2013, 130, 161-167. 9.6 74

117 Two Family 11 Xylanases from Achaetomium sp. Xz-8 with High Catalytic Efficiency and Application
Potentials in the Brewing Industry. Journal of Agricultural and Food Chemistry, 2013, 61, 6880-6889. 5.2 23

118 Overexpression of a Fungal Î²-Mannanase from Bispora sp. MEY-1 in Maize Seeds and Enzyme
Characterization. PLoS ONE, 2013, 8, e56146. 2.5 10

119 Distinct Actions by Paenibacillus sp. Strain E18 Î±- <scp>l</scp> -Arabinofuranosidases and Xylanase in
Xylan Degradation. Applied and Environmental Microbiology, 2013, 79, 1990-1995. 3.1 28

120
Comparative Quantitative Analysis of Gene Expression Profiles of Glycoside Hydrolase Family 10
Xylanases in the Sheep Rumen during a Feeding Cycle. Applied and Environmental Microbiology, 2013,
79, 1212-1220.

3.1 13

121 Characterization and biological function analysis of the trim3a gene from zebrafish (Danio rerio).
Fish and Shellfish Immunology, 2012, 32, 621-628. 3.6 11

122 Two neutral thermostable cellulases from Phialophora sp. G5 act synergistically in the hydrolysis of
filter paper. Bioresource Technology, 2012, 121, 404-410. 9.6 27

123 A protease-resistant exo-polygalacturonase from Klebsiella sp. Y1 with good activity and stability over
a wide pH range in the digestive tract. Bioresource Technology, 2012, 123, 171-176. 9.6 20

124
A novel thermoacidophilic and thermostable endo-Î²-1,4-glucanase from Phialophora sp. G5: its
thermostability influenced by a distinct Î²-sheet and the carbohydrate-binding module. Applied
Microbiology and Biotechnology, 2012, 95, 947-955.

3.6 18

125 Gene cloning, expression, and biochemical characterization of an alkali-tolerant Î²-mannanase from
<i>Humicola insolens</i> Y1. Journal of Industrial Microbiology and Biotechnology, 2012, 39, 547-555. 3.0 47

126
High-level expression of a novel <i>Penicillium</i> endo-1,3(4)-Î²-<scp>d</scp>-glucanase with high
specific activity in <i>Pichia pastoris</i>. Journal of Industrial Microbiology and Biotechnology, 2012,
39, 869-876.

3.0 27



9

Bin Yao

# Article IF Citations

127 Identification of an acidic Î±-amylase from Alicyclobacillus sp. A4 and assessment of its application in
the starch industry. Food Chemistry, 2012, 131, 1473-1478. 8.2 73

128 Improved thermal performance of Thermomyces lanuginosus GH11 xylanase by engineering of an
N-terminal disulfide bridge. Bioresource Technology, 2012, 112, 275-279. 9.6 96

129 A Thermophilic Cellulase Complex from Phialophora sp. G5 Showing High Capacity in Cellulose
Hydrolysis. Applied Biochemistry and Biotechnology, 2012, 166, 952-960. 2.9 8

130 High-level expression of the Penicillium notatum glucose oxidase gene in Pichia pastoris using codon
optimization. Biotechnology Letters, 2012, 34, 507-514. 2.2 41

131 A novel thermoacidophilic family 10 xylanase from Penicillium pinophilum C1. Process Biochemistry,
2011, 46, 2341-2346. 3.7 35

132 Acidic Î²-mannanase from Penicillium pinophilum C1: Cloning, characterization and assessment of its
potential for animal feed application. Journal of Bioscience and Bioengineering, 2011, 112, 551-557. 2.2 37

133 Symbiotic Streptomyces sp. TN119 GH 11 xylanase: a new pH-stable, protease- and SDS-resistant xylanase.
Journal of Industrial Microbiology and Biotechnology, 2011, 38, 523-530. 3.0 34

134 An acid and highly thermostable xylanase from Phialophora sp. G5. Applied Microbiology and
Biotechnology, 2011, 89, 1851-1858. 3.6 31

135 Catalytic efficiency of HAP phytases is determined by a key residue in close proximity to the active site.
Applied Microbiology and Biotechnology, 2011, 90, 1295-1302. 3.6 16

136 A novel acidic and low-temperature-active endo-polygalacturonase from Penicillium sp. CGMCC 1669
with potential for application in apple juice clarification. Food Chemistry, 2011, 129, 1369-1375. 8.2 54

137 A novel cold-active xylanase gene from the environmental DNA of goat rumen contents: Direct
cloning, expression and enzyme characterization. Bioresource Technology, 2011, 102, 3330-3336. 9.6 56

138 Cloning, expression and characterization of an acidic endo-polygalacturonase from Bispora sp. MEY-1
and its potential application in juice clarification. Process Biochemistry, 2011, 46, 272-277. 3.7 43

139 Gene cloning and expression of a new acidic family 7 endo-Î²-1,3-1,4-glucanase from the acidophilic
fungus Bispora sp. MEY-1. Applied Microbiology and Biotechnology, 2010, 85, 1015-1023. 3.6 49

140
Molecular cloning and characterization of the novel acidic xylanase XYLD from Bispora sp. MEY-1 that
is homologous to family 30 glycosyl hydrolases. Applied Microbiology and Biotechnology, 2010, 86,
1829-1839.

3.6 65

141 A novel family 9 Î²-1,3(4)-glucanase from thermoacidophilic Alicyclobacillus sp. A4 with potential
applications in the brewing industry. Applied Microbiology and Biotechnology, 2010, 87, 251-259. 3.6 42

142 An Î±-galactosidase from an acidophilic Bispora sp. MEY-1 strain acts synergistically with Î²-mannanase.
Bioresource Technology, 2010, 101, 8376-8382. 9.6 64

143 A new xylanase from thermoacidophilic Alicyclobacillus sp. A4 with broad-range pH activity and pH
stability. Journal of Industrial Microbiology and Biotechnology, 2010, 37, 187-194. 3.0 48

144 Expression of an extremely acidic Î²-1,4-glucanase from thermoacidophilic Alicyclobacillus sp. A4 in
Pichia pastoris is improved by truncating the gene sequence. Microbial Cell Factories, 2010, 9, 33. 4.0 18



10

Bin Yao

# Article IF Citations

145 <i>Paenibacillus</i> sp. Strain E18 Bifunctional Xylanase-Glucanase with a Single Catalytic Domain.
Applied and Environmental Microbiology, 2010, 76, 3620-3624. 3.1 60

146
Extremely Acidic Î²-1,4-Glucanase, CelA4, from Thermoacidophilic Alicyclobacillus sp. A4 with High
Protease Resistance and Potential as a Pig Feed Additive. Journal of Agricultural and Food Chemistry,
2010, 58, 1970-1975.

5.2 25

147
An Acidophilic and Acid-Stable Î²-Mannanase from <i>Phialophora</i> sp. P13 with High Mannan
Hydrolysis Activity under Simulated Gastric Conditions. Journal of Agricultural and Food Chemistry,
2010, 58, 3184-3190.

5.2 51

148
Diversity of Beta-Propeller Phytase Genes in the Intestinal Contents of Grass Carp Provides Insight
into the Release of Major Phosphorus from Phytate in Nature. Applied and Environmental
Microbiology, 2009, 75, 1508-1516.

3.1 99

149 A thermophilic and acid stable family-10 xylanase from the acidophilic fungus Bispora sp. MEY-1.
Extremophiles, 2009, 13, 849-857. 2.3 91

150 A novel highly acidic Î²-mannanase from the acidophilic fungus Bispora sp. MEY-1: gene cloning and
overexpression in Pichia pastoris. Applied Microbiology and Biotechnology, 2009, 82, 453-461. 3.6 97

151
A xylanase with high pH stability from Streptomyces sp. S27 and its carbohydrate-binding module
with/without linker-region-truncated versions. Applied Microbiology and Biotechnology, 2009, 83,
99-107.

3.6 47

152 Molecular and biochemical characterization of a novel xylanase from the symbiotic
Sphingobacterium sp. TN19. Applied Microbiology and Biotechnology, 2009, 85, 323-333. 3.6 57

153 Cloning, expression and characterization of a novel acidic xylanase, XYL11B, from the acidophilic
fungus Bispora sp. MEY-1. Enzyme and Microbial Technology, 2009, 45, 126-133. 3.2 34

154 An Acidophilic Î²-Galactosidase from <i>Bispora</i> sp. MEY-1 with High Lactose Hydrolytic Activity
under Simulated Gastric Conditions. Journal of Agricultural and Food Chemistry, 2009, 57, 5535-5541. 5.2 36

155 Molecular Cloning and Expression of a Novel Protease-resistant GH-36 Î±-Galactosidase from Rhizopus
sp. F78 ACCC 30795. Journal of Microbiology and Biotechnology, 2009, 19, 1295-300. 2.1 24

156
High-level expression of a truncated 1,3-1,4-Î²-d-glucanase from Fibrobacter succinogenes in Pichia
pastoris by optimization of codons and fermentation. Applied Microbiology and Biotechnology, 2008,
78, 95-103.

3.6 69

157 A novel phytase from Yersinia rohdei with high phytate hydrolysis activity under low pH and strong
pepsin conditions. Applied Microbiology and Biotechnology, 2008, 80, 417-26. 3.6 45

158 A highly pH-stable phytase from Yersinia kristeensenii: Cloning, expression, and characterization.
Enzyme and Microbial Technology, 2008, 42, 499-505. 3.2 26

159 Molecular cloning and characterization of a novel Î±-galactosidase gene from Penicillium sp. F63
CGMCC 1669 and expression in Pichia pastoris. Enzyme and Microbial Technology, 2007, 40, 1373-1380. 3.2 45

160 Purification and characterization of a novel protease-resistant Î±-galactosidase from Rhizopus sp. F78
ACCC 30795. Enzyme and Microbial Technology, 2007, 41, 835-841. 3.2 29


