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Exome sequencing identifies rare LDLR and APOAS alleles conferring risk for myocardial infarction.
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Adrenergic-Pathway Gene Variants Influence Beta-Blockerd€“Related Outcomes After Acute Coronary
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Factors influencing patient willingness to participate in genetic research after a myocardial
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Interaction between <i>PPARA<[i> genotype and 12-blocker treatment influences clinical outcomes
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Association between diabetes mellitus and angina after acute myocardial infarction: analysis of the
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Syndrome of Reversible Cardiogenic Shock and Left Ventricular Ballooning in Obstructive
Hypertrophic Cardiomyopathy. Journal of the American Heart Association, 2021, 10, e021141.

3.7 9
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