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51 Reciprocal White Matter Changes Associated With Copy Number Variation at 15q11.2 BP1-BP2: A
Diffusion Tensor Imaging Study. Biological Psychiatry, 2019, 85, 563-572. 1.3 29

52 Identification of genetic loci associated with nocturnal enuresis: a genome-wide association study.
The Lancet Child and Adolescent Health, 2021, 5, 201-209. 5.6 27

53 1q21.1 distal copy number variants are associated with cerebral and cognitive alterations in humans.
Translational Psychiatry, 2021, 11, 182. 4.8 24

54 MAP1B mutations cause intellectual disability and extensive white matter deficit. Nature
Communications, 2018, 9, 3456. 12.8 21



5

G Bragi Walters

# Article IF Citations
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