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l Paper IF Citations

71 GuidelinesMforMtheMuseMandMinterpretationMofMassaysMforMmonitoringMautophagyMVjthMeditionWdM
AutophagybM2021bMgmbMgcinh 10.2 440

70 RealctimeMquantitativeMPyRcbasedMsystemMforMdeterminingMtransgeneMcopyMnumberMinMtransgenicM
animalsdMBioTechniquesbM2004bMimbMlgfci 2.5 108

69 LiverMtranscriptomeMprofileMinMpigsMwithMextremeMphenotypesMofMintramuscularMfattyMacidM
compositiondMBMCnGenomicsbM2012bMgibMkjm 4.5 89

68 zNwMvaccinationMpartiallyMprotectsMagainstMwfricanMswineMfeverMvirusMlethalMchallengeMinMtheMabsenceM
ofMantibodiesdMPLoSnONEbM2012bMmbMejfojh 3.7 80

67 yharacterizationMofMbacterialMmicrobiotaMcompositionsMalongMtheMintestinalMtractMinMpigsMandMtheirM
interactionsMandMfunctionsdMScientificnReportsbM2018bMnbMghmhm 4.9 75

66 ExpressionMlibraryMimmunizationMcanMconferMprotectionMagainstMlethalMchallengeMwithMwfricanMswineM
feverMvirusdMJournalnofnVirologybM2014bMnnbMgiihhcih 6.6 66

65 StandardizationMofMpathologicalMinvestigationsMinMtheMframeworkMofMexperimentalMwSFVMinfectionsdM
VirusnResearchbM2013bMgmibMgnfcof 6.4 59

64 wnalysisMofMporcineMadiposeMtissueMtranscriptomeMrevealsMdifferencesMinMdeMnovoMfattyMacidMsynthesisM
inMpigsMwithMdivergentMmuscleMfattyMacidMcompositiondMBMCnGenomicsbM2013bMgjbMnji 4.5 58

63 zifferencesMinMphagocytosisMsusceptibilityMinMHaemophilusMparasuisMstrainsdMVeterinarynResearchbM
2009bMjfbMhj 3.8 54

62 PhylogeneticManalysisMofMSicilianMgoatsMrevealsMaMnewMmtzNwMlineagedMAnimalnGeneticsbM2006bMimbMimlcn 2.5 53

61 LiveMattenuatedMwfricanMswineMfeverMvirusesMasMidealMtoolsMtoMdissectMtheMmechanismsMinvolvedMinM
viralMpathogenesisMandMimmuneMprotectiondMVeterinarynResearchbM2015bMjlbMgik 3.8 46

60 zifferencesMinMmuscleMtranscriptomeMamongMpigsMphenotypicallyMextremeMforMfattyMacidM
compositiondMPLoSnONEbM2014bMobMeoomhf 3.7 44

59 ExpressionManalysisMofMcandidateMgenesMforMfattyMacidMcompositionMinMadiposeMtissueMandM
identificationMofMregulatoryMregionsdMScientificnReportsbM2018bMnbMhfjk 4.9 41

58 MulticbreedMandMmultictraitMcocassociationManalysisMofMmeatMtendernessMandMotherMmeatMqualityMtraitsM
inMthreeMFrenchMbeefMcattleMbreedsdMGeneticsnSelectionnEvolutionbM2016bMjnbMim 4.9 40

57 ExpressioncbasedMGWwSMidentifiesMvariantsbMgeneMinteractionsMandMkeyMregulatorsMaffectingM
intramuscularMfattyMacidMcontentMandMcompositionMinMporcineMmeatdMScientificnReportsbM2016bMlbMignfi 4.9 38

56 PolymorphismMinMtheMELOVLlMgeneMisMassociatedMwithMaMmajorMQTLMeffectMonMfattyMacidMcompositionM
inMpigsdMPLoSnONEbM2013bMnbMekilnm 3.7 36

55 TheMEffectsMofMWeaningMMethodsMonMGutMMicrobiotaMyompositionMandMHorseMPhysiologydMFrontiersninn
PhysiologybM2017bMnbMkik 4.6 34
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54 VtawnMandMVtawoMfromMHaemophilusMparasuisMdelayMphagocytosisMbyMalveolarMmacrophagesdM
VeterinarynResearchbM2012bMjibMkm 3.8 33

53 wssociationMbetweenMtheMpigMgenomeMandMitsMgutMmicrobiotaMcompositiondMScientificnReportsbM2019bMobMnmog4.9 31

52 FromMSNPMcocassociationMtoMRNwMcocexpressionpMnovelMinsightsMintoMgeneMnetworksMforMintramuscularM
fattyMacidMcompositionMinMporcinedMBMCnGenomicsbM2014bMgkbMhih 4.5 31

51 zwGMexpressionpMhighcthroughputMgeneMexpressionManalysisMofMrealctimeMPyRMdataMusingMstandardM
curvesMforMrelativeMquantificationdMPLoSnONEbM2013bMnbMenfink 3.7 31

50 IntegrativeMapproachMusingMliverMandMduodenumMRNwcSeqMdataMidentifiesMcandidateMgenesMandM
pathwaysMassociatedMwithMfeedMefficiencyMinMpigsdMScientificnReportsbM2018bMnbMkkn 4.9 28

49 zisruptionMofMnuclearMorganizationMduringMtheMinitialMphaseMofMwfricanMswineMfeverMvirusMinfectiondM
JournalnofnVirologybM2011bMnkbMnhlico 6.6 27

48 GenomeMdataMfromMaMsixteenthMcenturyMpigMilluminateMmodernMbreedMrelationshipsdMHereditybM2015bM
ggjbMgmkcnj 3.6 25

47 EpigeneticMregulationMofMtheMELOVLlMgeneMisMassociatedMwithMaMmajorMQTLMeffectMonMfattyMacidM
compositionMinMpigsdMGeneticsnSelectionnEvolutionbM2015bMjmbMhf 4.9 24

46 wMglobalManalysisMofMyNVsMinMswineMusingMwholeMgenomeMsequenceMdataMandMassociationManalysisMwithM
fattyMacidMcompositionMandMgrowthMtraitsdMPLoSnONEbM2017bMghbMefgmmfgj 3.7 24

45 yonservedMsyntheticMpeptidesMfromMtheMhemagglutininMofMinfluenzaMvirusesMinduceMbroadMhumoralM
andMTccellMresponsesMinMaMpigMmodeldMPLoSnONEbM2012bMmbMejfkhj 3.7 23

44
IntranuclearMdetectionMofMwfricanMswineMfeverMvirusMzNwMinMseveralMcellMtypesMfromMformalincfixedM
andMparaffincembeddedMtissuesMusingMaMnewMinMsituMhybridisationMprotocoldMJournalnofnVirologicaln
MethodsbM2010bMglnbMincji

2.6 23

43 wMcocassociationMnetworkManalysisMofMtheMgeneticMdeterminationMofMpigMconformationbMgrowthMandM
fatnessdMPLoSnONEbM2014bMobMeggjnlh 3.7 23

42 zisruptionMofMtheMmouseMphospholipaseMycbetagMgeneMinMaMbetaclactoglobulinMtransgenicMlineMaffectsM
viabilitybMgrowthbMandMfertilityMinMmicedMGenebM2004bMijgbMhmocno 3.8 20

41 IntegrationMofMliverMgeneMcocexpressionMnetworksMandMeGWwsManalysesMhighlightedMcandidateM
regulatorsMimplicatedMinMlipidMmetabolismMinMpigsdMScientificnReportsbM2017bMmbMjlkio 4.9 18

40 TheMnuclearMlocalizationMofMWwPMandMySNMgenesMisMmodifiedMbyMlactogenicMhormonesMinMHyggMcellsdM
JournalnofnCellularnBiochemistrybM2008bMgfkbMhlhcmf 4.7 18

39 ExpressionMprofileMandMsubcellularMlocalizationMofMTorqueMtenoMsusMvirusMproteinsdMJournalnofnGeneraln
VirologybM2011bMohbMhjjlchjkm 4.9 17

38 PolymorphismsMinMtheMgoatMbetaclactoglobulinMgenedMJournalnofnDairynResearchbM2005bMmhbMimocnj 1.6 16

37 SwinebMhumanMorMavianMinfluenzaMvirusesMdifferentiallyMactivatesMporcineMdendriticMcellsMcytokineM
profiledMVeterinarynImmunologynandnImmunopathologybM2013bMgkjbMhkcik 2 15
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36 wnalysisMofMtheMporcineMwPOwhMgeneMexpressionMinMliverbMpolymorphismMidentificationMandM
associationMwithMfattyMacidMcompositionMtraitsdMAnimalnGeneticsbM2016bMjmbMkkhco 2.5 15

35 IntegratingMgenomecwideMcocassociationMandMgeneMexpressionMtoMidentifyMputativeMregulatorsMandM
predictorsMofMfeedMefficiencyMinMpigsdMGeneticsnSelectionnEvolutionbM2019bMkgbMjn 4.9 14

34 EvaluationMofMtheMporcineMwySLjMgeneMasMaMcandidateMgeneMforMmeatMqualityMtraitsMinMpigsdMAnimaln
GeneticsbM2012bMjibMmgjchf 2.5 13

33 NewMinsightMintoMtheMSSynMgeneticMdeterminationMofMfattyMacidMcompositionMinMpigsdMGeneticsn
SelectionnEvolutionbM2014bMjlbMhn 4.9 13

32 EpigeneticMmodificationsMinMizpMnuclearMorganizationMofMtheMdifferentiatingMmammaryMepithelialMcelldM
JournalnofnMammarynGlandnBiologynandnNeoplasiabM2010bMgkbMmicni 2.4 13

31 EpigeneticMmodificationsMandMchromatinMloopMorganizationMexplainMtheMdifferentMexpressionMprofilesM
ofMtheMTbrgjbMWwPMandMRampiMgenesdMExperimentalnCellnResearchbM2008bMigjbMomkcnm 4.2 13

30 yomparingMtheMmRNwMexpressionMprofileMandMtheMgeneticMdeterminismMofMintramuscularMfatMtraitsMinM
theMporcineMgluteusMmediusMandMlongissimusMdorsiMmusclesdMBMCnGenomicsbM2019bMhfbMgmf 4.5 12

29 MachineMlearningMappliedMtoMtranscriptomicMdataMtoMidentifyMgenesMassociatedMwithMfeedMefficiencyMinM
pigsdMGeneticsnSelectionnEvolutionbM2019bMkgbMgf 4.9 12

28 IdentificationMofMstrongMcandidateMgenesMforMbackfatMandMintramuscularMfattyMacidMcompositionMinM
threeMcrossesMbasedMonMtheMIberianMpigdMScientificnReportsbM2020bMgfbMgiolh 4.9 11

27
IncreasedMnumbersMofMmyeloidMandMlymphoidMILcgfMproducingMcellsMinMspleenMofMpigsMwithMnaturallyM
occurringMpostweaningMmultisystemicMwastingMsyndromedMVeterinarynImmunologynandn
ImmunopathologybM2010bMgilbMifkcgf

2 10

26 GutMeukaryoticMcommunitiesMinMpigspMdiversitybMcompositionMandMhostMgeneticsMcontributiondMAnimaln
MicrobiomebM2020bMhbMgn 4.1 9

25 TheMNSMsegmentMofMHkNgMavianMinfluenzaMvirusesMVwIVWMenhancesMtheMvirulenceMofManMHmNgMwIVMinM
chickensdMVeterinarynResearchbM2014bMjkbMm 3.8 8

24 wMquantitativeMrealctimeMPyRMmethodMusingManMXclinkedMgeneMforMsexMtypingMinMpigsdMMolecularn
BiotechnologybM2013bMkjbMjoicl 3 7

23 IndividualMidentificationMandMgeneticMtraceabilityMinMtheMpigMusingMtheMSNPlexVTMWMgenotypingM
systemdMAnimalnGeneticsbM2007bMinbMllick 2.5 7

22 RoleMofMwMPKMsignallingMpathwayMduringMcompensatoryMgrowthMinMpigsdMBMCnGenomicsbM2018bMgobMlnh 4.5 7

21 wnalysisMofMporcineMIGFhMgeneMexpressionMinMadiposeMtissueMandMitsMeffectMonMfattyMacidMcompositiondM
PLoSnONEbM2019bMgjbMefhhfmfn 3.7 6

20 wMgeneMcocassociationMnetworkMregulatingMgutMmicrobialMcommunitiesMinMaMzurocMpigMpopulationdM
MicrobiomebM2021bMobMkh 16.6 6

19 GeneticMparametersMandMassociatedMgenomicMregionsMforMglobalMimmunocompetenceMandMotherM
healthcrelatedMtraitsMinMpigsdMScientificnReportsbM2020bMgfbMgnjlh 4.9 5
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18 wssociationMofMgeneticMvariantsMandMexpressionMlevelsMofMporcineMFwxPjMandMFwxPkMgenesdMAnimaln
GeneticsbM2017bMjnbMllfclln 2.5 4

17 yomparativeMTranscriptomeMProfileMbetweenMIberianMPigMVarietiesMProvidesMNewMInsightsMintoMTheirM
zistinctMFatMzepositionMandMFattyMwcidsMyontentdMAnimalsbM2021bMggbM 3.1 4

16 wnalysingMtheMExpressionMofMEightMylockMGenesMinMFiveMTissuesMFromMFastingMandMFedMSowsdMFrontiersn
innGeneticsbM2018bMobMjmk 4.5 4

15 IdentificationMofMeQTLsMassociatedMwithMlipidMmetabolismMinMLongissimusMdorsiMmuscleMofMpigsMwithM
differentMgeneticMbackgroundsdMScientificnReportsbM2020bMgfbMonjk 4.9 3

14 PolymorphismMandMchromosomalMlocalizationMofMtheMporcineMsignalMtransducerMandMactivatorMofM
transcriptionMkxMgeneMVSTwTkxWdMJournalnofnAnimalnBreedingnandnGeneticsbM2006bMghibMhnjcm 2.9 3

13 IndelMdetectionMfromMWholeMGenomeMSequencingMdataMandMassociationMwithMlipidMmetabolismMinMpigsdM
PLoSnONEbM2019bMgjbMefhgnnlh 3.7 2

12 GutMeukaryoticMcommunitiesMinMpigspMdiversitybMcompositionMandMhostMgeneticsMcontribution 2

11 TypeMIMandMIIIMIFNsMproducedMbyMtheMnasalMepitheliaMandMdimmedMinflammationMareMfeaturesMofM
alpacasMresolvingMMERScyoVMinfectiondMPLoSnPathogensbM2021bMgmbMegffohho 7.6 2

10 zietaryMintakeMofMbioactiveMingredientsMimpactsMliverMandMadiposeMtissueMtranscriptomesMinMaMporcineM
modelMofMprepubertalMearlyMobesitydMScientificnReportsbM2020bMgfbMkimk 4.9 1

9 IdentificationMofMdifferentiallyMexpressedMgenesMinMtheMoviductMofMtwoMrabbitMlinesMdivergentlyM
selectedMforMuterineMcapacityMusingMsuppressionMsubtractiveMhybridizationdMAnimalnGeneticsbM2013bMjjbMholcifj2.5 1

8
wssignmentMofMSignalMTransducerMandMwctivatorMofMTranscriptionMkwMVSTwTkwWMgeneMtoMporcineM
chromosomeMghpgicctpggMbyMradiationMhybridMpanelMmappingdMCytogeneticnandnGenomenResearchbM
2006bMgghbMijhJ

1.9 1

7 wssignmentMofMtheMbetaclactoglobulinMVxLGMWMgeneMtoMporcineMchromosomeMgdMAnimalnGeneticsbM2005bM
ilbMiklcn 2.5 1

6 wssignmentMofMtheMphospholipaseMybetagMVPLyxgWMgeneMtoMporcineMchromosomeMgmdMAnimalnGenetics
bM2005bMilbMkglcm 2.5 1

5 wMyocwssociationMNetworkMwnalysisMRevealsMPutativeMRegulatorsMforMHealthcRelatedMTraitsMinMPigsddM
FrontiersninnImmunologybM2021bMghbMmnjomn 8.4 1

4 LeveragingMhostcgeneticsMandMgutMmicrobiotaMtoMdetermineMimmunocompetenceMinMpigsdMAnimaln
MicrobiomebM2021bMibMmj 4.1 0

3 InMsituMhybridizationMwithMlabeledMprobespMassessmentMofMafricanMSwineMFeverMvirusMinMformalincfixedM
paraffincembeddedMtissuesdMMethodsninnMolecularnBiologybM2015bMghjmbMhfocgn 1.4

2 ExpressionMofMrecombinantMhumanMfolliclecstimulatingMhormoneMinMtheMmammaryMglandMofM
transgenicMmicedMMolecularnBiotechnologybM2006bMijbMimcjj 3

1 ExpressionManalysisMofMporcineMmiRciiaebMinMliverbMadiposeMtissueMandMmuscleMandMitsMpotentialMroleMinM
fattyMacidMmetabolismdMPLoSnONEbM2021bMglbMefhjknkn 3.7
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