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k Paper IF Citations

229 vomprehensive[NβntegrativeNzenomicNtnalysisNofNwiffuseNLower]zradeNzliomasaNNewkEnglandk
JournalkofkMedicine[N2015[Nfje[Negkd]lk 59.2 1828

228 TheNβmmuneNLandscapeNofNvanceraNImmunity[N2018[Ngk[Nkde]kfcaedg 32.3 1754

227 βdentificationNofNaNvpzNislandNmethylatorNphenotypeNthatNdefinesNaNdistinctNsubgroupNofNgliomaaN
CancerkCell[N2010[Ndj[Nhdc]ee 24.3 1754

226 vomprehensiveNandNβntegrativeNzenomicNvharacterizationNofNHepatocellularNvarcinomaaNCell[N2017[N
dil[Ndfej]dfgdaeef 56.2 1125

225 OncogenicNSignalingNPathwaysNinNTheNvancerNzenomeNttlasaNCell[N2018[Ndjf[Nfed]ffjaedc 56.2 1124

224 tnNβntegratedNTvztNPan]vancerNvlinicalNwataNResourceNtoNwriveNHigh]QualityNSurvivalNOutcomeN
tnalyticsaNCell[N2018[Ndjf[Ngcc]gdiaedd 56.2 1072

223 βntegratedNgenomicNcharacterizationNofNoesophagealNcarcinomaaNNature[N2017[Nhgd[Ndil]djh 50.4 965

222 vomprehensiveNMolecularNvharacterizationNofNMuscle]βnvasiveNuladderNvanceraNCell[N2017[Ndjd[Nhgc]hhiaeeh56.2 961

221 βntegratedNzenomicNvharacterizationNofNPancreaticNwuctalNtdenocarcinomaaNCancerkCell[N2017[Nfe[Ndkh]ecfaedf24.3 896

220 vell]of]OriginNPatternsNwominateNtheNMolecularNvlassificationNofNdc[cccNTumorsNfromNffNTypesNofN
vanceraNCell[N2018[Ndjf[Neld]fcgaei 56.2 888

219 vomprehensiveNvharacterizationNofNvancerNwriverNzenesNandNMutationsaNCell[N2018[Ndjf[Nfjd]fkhaedk 56.2 854

218 Large]scaleNgenotypingNidentifiesNgdNnewNlociNassociatedNwithNbreastNcancerNriskaNNaturekGenetics[N
2013[Ngh[Nfhf]id[Nfided]e 36.3 813

217 vomprehensiveNMolecularNvharacterizationNofNPapillaryNRenal]vellNvarcinomaaNNewkEnglandkJournalk
ofkMedicine[N2016[Nfjg[Ndfh]gh 59.2 753

216 tssociationNanalysisNidentifiesNihNnewNbreastNcancerNriskNlociaNNature[N2017[Nhhd[Nle]lg 50.4 643

215 Meta]analysisNofNgenome]wideNassociationNstudiesNofNasthmaNinNethnicallyNdiverseNNorthNtmericanN
populationsaNNaturekGenetics[N2011[Ngf[Nkkj]le 36.3 605

214 MachineNLearningNβdentifiesNStemnessNyeaturesNtssociatedNwithNOncogenicNwedifferentiationaNCell[N
2018[Ndjf[Nffk]fhgaedh 56.2 560

213 RegionsNofNfocalNwNtNhypermethylationNandNlong]rangeNhypomethylationNinNcolorectalNcancerN
coincideNwithNnuclearNlamina]associatedNdomainsaNNaturekGenetics[N2011[Ngg[Ngc]i 36.3 474
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212 zenome]scaleNanalysisNofNaberrantNwNtNmethylationNinNcolorectalNcanceraNGenomekResearch[N2012[N
ee[Nejd]ke 9.7 466

211 vomprehensiveNandNβntegratedNzenomicNvharacterizationNofNtdultNSoftNTissueNSarcomasaNCell[N2017[N
djd[Nlhc]lihaeek 56.2 451

210 MultipleNindependentNvariantsNatNtheNTxRTNlocusNareNassociatedNwithNtelomereNlengthNandNrisksNofN
breastNandNovarianNcanceraNNaturekGenetics[N2013[Ngh[Nfjd]kg[Nfkged]e 36.3 422

209 tNmulti]stageNgenome]wideNassociationNstudyNofNbladderNcancerNidentifiesNmultipleNsusceptibilityN
lociaNNaturekGenetics[N2010[Nge[Nljk]kg 36.3 408

208 zenome]wideNassociationNanalysisNofNmoreNthanNdec[cccNindividualsNidentifiesNdhNnewNsusceptibilityN
lociNforNbreastNcanceraNNaturekGenetics[N2015[Ngj[Nfjf]kc 36.3 406

207 zenomicNandNMolecularNLandscapeNofNwNtNwamageNRepairNweficiencyNacrossNTheNvancerNzenomeN
ttlasaNCellkReports[N2018[Nef[Nefl]ehgaei 10.6 405

206 Low]levelNprocessingNofNβlluminaNβnfiniumNwNtNMethylationNueadtrraysaNNucleickAcidskResearch[N
2013[Ngd[Nelc 20.1 393

205 zenomicNandNyunctionalNtpproachesNtoNUnderstandingNvancerNtneuploidyaNCancerkCell[N2018[Nff[Niji]iklaef24.3 377

204 SpatialNOrganizationNandNMolecularNvorrelationNofNTumor]βnfiltratingNLymphocytesNUsingNweepN
LearningNonNPathologyNβmagesaNCellkReports[N2018[Nef[Ndkd]dlfaej 10.6 366

203 PathogenicNzermlineNVariantsNinNdc[fklNtdultNvancersaNCell[N2018[Ndjf[Nfhh]fjcaedg 56.2 342

202 vomprehensiveNtnalysisNofNtlternativeNSplicingNtcrossNTumorsNfromNk[jchNPatientsaNCancerkCell[N
2018[Nfg[Nedd]eegaei 24.3 327

201 zenome]wideNassociationNstudiesNidentifyNfourNxRNnegative]specificNbreastNcancerNriskNlociaNNaturek
Genetics[N2013[Ngh[Nfle]k[Nflked]e 36.3 327

200 vomprehensiveNPan]zenomicNvharacterizationNofNtdrenocorticalNvarcinomaaNCancerkCell[N2016[Nel[Njef]jfi24.3 324

199 ScalableNOpenNScienceNtpproachNforNMutationNvallingNofNTumorNxxomesNUsingNMultipleNzenomicN
PipelinesaNCellkSystems[N2018[Ni[Nejd]ekdaej 10.6 320

198 TheNvancerNzenomeNttlasNvomprehensiveNMolecularNvharacterizationNofNRenalNvellNvarcinomaaNCellk
Reports[N2018[Nef[Nfdf]feiaeh 10.6 295

197 tNvomprehensiveNPan]vancerNMolecularNStudyNofNzynecologicNandNureastNvancersaNCancerkCell[N2018
[Nff[Nilc]jchael 24.3 277

196 lncRNtNxpigeneticNLandscapeNtnalysisNβdentifiesNxPβvdNasNanNOncogenicNlncRNtNthatNβnteractsNwithN
MYvNandNPromotesNvell]vycleNProgressionNinNvanceraNCancerkCell[N2018[Nff[Njci]jecael 24.3 275

195 SequencingNofNhf[kfdNdiverseNgenomesNfromNtheNNHLuβNTOPMedNProgramaNNature[N2021[Nhlc[Nelc]ell 50.4 268
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194 zWtSNmeta]analysisNandNreplicationNidentifiesNthreeNnewNsusceptibilityNlociNforNovarianNcanceraN
NaturekGenetics[N2013[Ngh[Nfie]jc[Nfjced]e 36.3 267

193 βntegrativeNMolecularNvharacterizationNofNMalignantNPleuralNMesotheliomaaNCancerkDiscovery[N2018[N
k[Ndhgk]dhih 24.4 258

192 tNcommonNvariantNatNtheNTxRT]vLPTMdLNlocusNisNassociatedNwithNestrogenNreceptor]negativeNbreastN
canceraNNaturekGenetics[N2011[Ngf[Ndedc]g 36.3 253

191 βntegrativeNzenomicNtnalysisNofNvholangiocarcinomaNβdentifiesNwistinctNβwH]MutantNMolecularN
ProfilesaNCellkReports[N2017[Ndk[Nejkc]ejlg 10.6 247

190 tNgenome]wideNassociationNstudyNidentifiesNaNnewNovarianNcancerNsusceptibilityNlocusNonNlpeeaeaN
NaturekGenetics[N2009[Ngd[Nlli]dccc 36.3 240

189 wriverNyusionsNandNTheirNβmplicationsNinNtheNwevelopmentNandNTreatmentNofNHumanNvancersaNCellk
Reports[N2018[Nef[Neej]efkaef 10.6 235

188 vomparativeNMolecularNtnalysisNofNzastrointestinalNtdenocarcinomasaNCancerkCell[N2018[Nff[Njed]jfhaek 24.3 228

187 βntegratedNMolecularNvharacterizationNofNUterineNvarcinosarcomaaNCancerkCell[N2017[Nfd[Ngdd]gef 24.3 210

186 vommonNvariantsNatNdlpdfNareNassociatedNwithNsusceptibilityNtoNovarianNcanceraNNaturekGenetics[N
2010[Nge[Nkkc]g 36.3 210

185 βntegratedNMolecularNvharacterizationNofNTesticularNzermNvellNTumorsaNCellkReports[N2018[Nef[Nffle]fgci10.6 200

184 SunNexposure[NvitaminNwNreceptorNgeneNpolymorphisms[NandNriskNofNadvancedNprostateNcanceraN
CancerkResearch[N2005[Nih[Nhgjc]l 10.1 194

183 tNmeta]analysisNidentifiesNnewNlociNassociatedNwithNbodyNmassNindexNinNindividualsNofNtfricanN
ancestryaNNaturekGenetics[N2013[Ngh[Nilc]i 36.3 192

182 βdentificationNofNdeNnewNsusceptibilityNlociNforNdifferentNhistotypesNofNepithelialNovarianNcanceraN
NaturekGenetics[N2017[Ngl[Nikc]ild 36.3 190

181 SomaticNMutationalNLandscapeNofNSplicingNyactorNzenesNandNTheirNyunctionalNvonsequencesNacrossN
ffNvancerNTypesaNCellkReports[N2018[Nef[Neke]eliaeg 10.6 188

180 βdentificationNofNtenNvariantsNassociatedNwithNriskNofNestrogen]receptor]negativeNbreastNcanceraN
NaturekGenetics[N2017[Ngl[Ndjij]djjk 36.3 186

179 TheNOncotrrayNvonsortiummNtNNetworkNforNUnderstandingNtheNzeneticNtrchitectureNofNvommonN
vancersaNCancerkEpidemiologykBiomarkerskandkPrevention[N2017[Nei[Ndei]dfh 4 183

178 wiscoveryNofNcommonNandNrareNgeneticNriskNvariantsNforNcolorectalNcanceraNNaturekGenetics[N2019[Nhd[Nji]kj36.3 177

177 zenome]wideNassociationNstudyNofNprostateNcancerNinNmenNofNtfricanNancestryNidentifiesNaN
susceptibilityNlocusNatNdjqedaNNaturekGenetics[N2011[Ngf[Nhjc]f 36.3 171
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176 wietaryNisothiocyanates[NglutathioneNS]transferaseNpolymorphismsNandNcolorectalNcancerNriskNinNtheN
SingaporeNvhineseNHealthNStudyaNCarcinogenesis[N2002[Nef[Nechh]id 4.6 168

175 yunctionalNvariantsNatNtheNddqdfNriskNlocusNforNbreastNcancerNregulateNcyclinNwdNexpressionNthroughN
long]rangeNenhancersaNAmericankJournalkofkHumankGenetics[N2013[Nle[Ngkl]hcf 11 167

174 PerspectiveNonNOncogenicNProcessesNatNtheNxndNofNtheNueginningNofNvancerNzenomicsaNCell[N2018[N
djf[Nfch]fecaedc 56.2 166

173 Pan]cancerNtlterationsNofNtheNMYvNOncogeneNandNβtsNProximalNNetworkNacrossNtheNvancerNzenomeN
ttlasaNCellkSystems[N2018[Ni[Neke]fccaee 10.6 159

172 vomprehensiveNMolecularNvharacterizationNofNtheNHippoNSignalingNPathwayNinNvanceraNCellkReports[N
2018[Neh[Ndfcg]dfdjaeh 10.6 152

171 TheNβntegratedNzenomicNLandscapeNofNThymicNxpithelialNTumorsaNCancerkCell[N2018[Nff[Negg]ehkaedc 24.3 150

170 RobertsNsyndromemNaNreviewNofNdccNcasesNandNaNnewNratingNsystemNforNseverityaNAmericankJournalkofk
MedicalkGeneticskPartkA[N1993[Ngj[Nddcg]ef 149

169 Pan]vancerNtnalysisNofNlncRNtNRegulationNSupportsNTheirNTargetingNofNvancerNzenesNinNxachNTumorN
vontextaNCellkReports[N2018[Nef[Nelj]fdeaede 10.6 147

168 zenomic[NPathwayNNetwork[NandNβmmunologicNyeaturesNwistinguishingNSquamousNvarcinomasaNCellk
Reports[N2018[Nef[Ndlg]edeaei 10.6 146

167 tNmeta]analysisNofNgenome]wideNassociationNstudiesNofNbreastNcancerNidentifiesNtwoNnovelN
susceptibilityNlociNatNiqdgNandNecqddaNHumankMolecularkGenetics[N2012[Ned[Nhfjf]kg 5.6 143

166 tNPan]vancerNtnalysisNofNxnhancerNxxpressionNinNNearlyNlcccNPatientNSamplesaNCell[N2018[Ndjf[Nfki]fllaede56.2 133

165 xpigeneticNanalysisNleadsNtoNidentificationNofNHNyduNasNaNsubtype]specificNsusceptibilityNgeneNforN
ovarianNcanceraNNaturekCommunications[N2013[Ng[Ndiek 17.4 124

164 SystematicNtnalysisNofNSplice]Site]vreatingNMutationsNinNvanceraNCellkReports[N2018[Nef[Nejc]ekdaef 10.6 121

163 NicotinicNacetylcholineNreceptorNbetaeNsubunitNgeneNimplicatedNinNaNsystems]basedNcandidateNgeneN
studyNofNsmokingNcessationaNHumankMolecularkGenetics[N2008[Ndj[Nekfg]gk 5.6 118

162 MolecularNvharacterizationNandNvlinicalNRelevanceNofNMetabolicNxxpressionNSubtypesNinNHumanN
vancersaNCellkReports[N2018[Nef[Nehh]eilaeg 10.6 112

161 tnalysisNofNHeritabilityNandNSharedNHeritabilityNuasedNonNzenome]WideNtssociationNStudiesNforN
ThirteenNvancerNTypesaNJournalkofkthekNationalkCancerkInstitute[N2015[Ndcj[Ndjvejl 9.7 107

160 zenome]wideNassociationNstudyNofNcolorectalNcancerNidentifiesNsixNnewNsusceptibilityNlociaNNaturek
Communications[N2015[Ni[Njdfk 17.4 106

159 tNtranscriptome]wideNassociationNstudyNofNeel[cccNwomenNidentifiesNnewNcandidateNsusceptibilityN
genesNforNbreastNcanceraNNaturekGenetics[N2018[Nhc[Nlik]ljk 36.3 101

(2018-2002)
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158 zenome]wideNassociationNstudyNidentifiesNmultipleNlociNassociatedNwithNbladderNcancerNriskaNHumank
MolecularkGenetics[N2014[Nef[Ndfkj]lk 5.6 101

157 xvidenceNthatNbreastNcancerNriskNatNtheNeqfhNlocusNisNmediatedNthroughNβzyuPhNregulationaNNaturek
Communications[N2014[Ng[Nglll 17.4 87

156 vharacteristicsNofNtriple]negativeNbreastNcancerNinNpatientsNwithNaNuRvtdNmutationmNresultsNfromNaN
population]basedNstudyNofNyoungNwomenaNJournalkofkClinicalkOncology[N2011[Nel[Ngfjf]kc 2.2 87

155 tNPan]vancerNtnalysisNRevealsNHigh]yrequencyNzeneticNtlterationsNinNMediatorsNofNSignalingNbyNtheN
Tzy]˛†NSuperfamilyaNCellkSystems[N2018[Nj[Ngee]gfjaej 10.6 85

154 NoNevidenceNthatNproteinNtruncatingNvariantsNinNuRβPdNareNassociatedNwithNbreastNcancerNriskmN
implicationsNforNgeneNpanelNtestingaNJournalkofkMedicalkGenetics[N2016[Nhf[Nelk]fcl 5.8 83

153 yine]scaleNmappingNofNtheNyzyReNbreastNcancerNriskNlocusmNputativeNfunctionalNvariantsNdifferentiallyN
bindNyOXtdNandNxeydaNAmericankJournalkofkHumankGenetics[N2013[Nlf[Ndcgi]ic 11 80

152
βmputationNandNsubset]basedNassociationNanalysisNacrossNdifferentNcancerNtypesNidentifiesNmultipleN
independentNriskNlociNinNtheNTxRT]vLPTMdLNregionNonNchromosomeNhpdhaffaNHumankMoleculark
Genetics[N2014[Nef[Niidi]ff

5.6 77

151 zreenNteaNintake[NMTHyRbTYMSNgenotypeNandNbreastNcancerNriskmNtheNSingaporeNvhineseNHealthN
StudyaNCarcinogenesis[N2008[Nel[Ndlij]je 4.6 77

150 vommonNgeneticNdeterminantsNofNbreast]cancerNriskNinNxastNtsianNwomenmNaNcollaborativeNstudyNofN
efNifjNbreastNcancerNcasesNandNehNhjlNcontrolsaNHumankMolecularkGenetics[N2013[Nee[Nehfl]hc 5.6 75

149 tNgenomeNscreenNofNfamiliesNwithNmultipleNcasesNofNprostateNcancermNevidenceNofNgeneticN
heterogeneityaNAmericankJournalkofkHumankGenetics[N2001[Nil[Ndgk]hk 11 75

148 NovelNvommonNzeneticNSusceptibilityNLociNforNvolorectalNvanceraNJournalkofkthekNationalkCancerk
Institute[N2019[Nddd[Ndgi]dhj 9.7 67

147 zeneticNpolymorphismsNinNtheNmethylenetetrahydrofolateNreductaseNandNthymidylateNsynthaseN
genesNandNriskNofNhepatocellularNcarcinomaaNHepatology[N2007[Ngi[Njgl]hk 11.2 67

146 MachineNLearningNwetectsNPan]cancerNRasNPathwayNtctivationNinNTheNvancerNzenomeNttlasaNCellk
Reports[N2018[Nef[Ndje]dkcaef 10.6 66

145 vonsortiumNanalysisNofNjNcandidateNSNPsNforNovarianNcanceraNInternationalkJournalkofkCancer[N2008[N
def[Nfkc]fkk 7.5 66

144 xSRdbSYNxdNpolymorphismNandNinvasiveNepithelialNovarianNcancerNriskmNanNOvarianNvancerN
tssociationNvonsortiumNstudyaNCancerkEpidemiologykBiomarkerskandkPrevention[N2010[Ndl[Negh]hc 4 64

143 tNgenome]wideNassociationNstudyNofNbreastNcancerNinNwomenNofNtfricanNancestryaNHumankGenetics[N
2013[Ndfe[Nfl]gk 6.3 63

142 TeaNandNcirculatingNestrogenNlevelsNinNpostmenopausalNvhineseNwomenNinNSingaporeaNCarcinogenesis
[N2005[Nei[Nlji]kc 4.6 63

141 Trans]ethnicNgenome]wideNassociationNstudyNofNcolorectalNcancerNidentifiesNaNnewNsusceptibilityN
locusNinNVTβdtaNNaturekCommunications[N2014[Nh[Ngidf 17.4 62
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140 HSwdjudNandNvYPdjNpolymorphismsNandNbreastNcancerNriskNamongNvhineseNwomenNinNSingaporeaN
InternationalkJournalkofkCancer[N2003[Ndcg[Nghc]j 7.5 62

139
xffectNofNreproductiveNfactorsNandNoralNcontraceptivesNonNbreastNcancerNriskNinNuRvtdbeNmutationN
carriersNandNnoncarriersmNresultsNfromNaNpopulation]basedNstudyaNCancerkEpidemiologykBiomarkersk
andkPrevention[N2008[Ndj[Nfdjc]k

4 61

138 yemaleNchromosomeNXNmosaicismNisNage]relatedNandNpreferentiallyNaffectsNtheNinactivatedNXN
chromosomeaNNaturekCommunications[N2016[Nj[Nddkgf 17.4 59

137 yine]scaleNmappingNofNtheNhqddaeNbreastNcancerNlocusNrevealsNatNleastNthreeNindependentNriskN
variantsNregulatingNMtPfKdaNAmericankJournalkofkHumankGenetics[N2015[Nli[Nh]ec 11 59

136 βntegratedNzenomicNtnalysisNofNtheNUbiquitinNPathwayNacrossNvancerNTypesaNCellkReports[N2018[Nef[Nedf]eeiaef10.6 56

135 zenome]wideNtestingNofNputativeNfunctionalNexonicNvariantsNinNrelationshipNwithNbreastNandNprostateN
cancerNriskNinNaNmultiethnicNpopulationaNPLoSkGenetics[N2013[Nl[Nedccfgdl 6 55

134 βsothiocyanates[NglutathioneNS]transferaseNMdNandNTdNpolymorphismsNandNgastricNcancerNriskmNaN
prospectiveNstudyNofNmenNinNShanghai[NvhinaaNInternationalkJournalkofkCancer[N2009[Ndeh[Neihe]l 7.5 54

133 wouble]strandNbreakNdamageNandNassociatedNwNtNrepairNgenesNpredisposeNsmokersNtoNgeneN
methylationaNCancerkResearch[N2008[Nik[Nfcgl]hi 10.1 54

132 βnterleukin]i]relatedNgenotypes[NbodyNmassNindex[NandNriskNofNmultipleNmyelomaNandNplasmacytomaaN
CancerkEpidemiologykBiomarkerskandkPrevention[N2006[Ndh[Neekh]ld 4 54

131 zeneticNdeterminantsNofNmammographicNdensityaNBreastkCancerkResearch[N2002[Ng[NRh 8.3 54

130 TesticularNgermNcellNtumorNsusceptibilityNassociatedNwithNtheNUvKeNlocusNonNchromosomeNdqefaN
HumankMolecularkGenetics[N2013[Nee[Nejgk]hf 5.6 53

129 tNgenome]wideNmeta]analysisNofNnodularNsclerosingNHodgkinNlymphomaNidentifiesNriskNlociNatN
ipedafeaNBlood[N2012[Nddl[Ngil]jh 2.2 52

128 SingleNnucleotideNpolymorphismsNinNtheNTPhfNregionNandNsusceptibilityNtoNinvasiveNepithelialNovarianN
canceraNCancerkResearch[N2009[Nil[Nefgl]hj 10.1 52

127 tssociationsNofNobesityNandNcirculatingNinsulinNandNglucoseNwithNbreastNcancerNriskmNaNMendelianN
randomizationNanalysisaNInternationalkJournalkofkEpidemiology[N2019[Ngk[Njlh]kci 7.8 52

126 zenome]wideNinteractionNstudiesNrevealNsex]specificNasthmaNriskNallelesaNHumankMolecularkGenetics[N
2014[Nef[Nhehd]l 5.6 50

125 vrkLNandNvrkββNparticipateNinNtheNgenerationNofNtheNgrowthNinhibitoryNeffectsNofNinterferonsNonN
primaryNhematopoieticNprogenitorsaNExperimentalkHematology[N1999[Nej[Ndfdh]ed 3.1 50

124 vommonNallelesNinNcandidateNsusceptibilityNgenesNassociatedNwithNriskNandNdevelopmentNofN
epithelialNovarianNcanceraNInternationalkJournalkofkCancer[N2011[Ndek[Necif]jg 7.5 49

123 PolymorphismsNinNangiotensinNββNtypeNdNreceptorNandNangiotensinNβ]convertingNenzymeNgenesNandN
breastNcancerNriskNamongNvhineseNwomenNinNSingaporeaNCarcinogenesis[N2005[Nei[Nghl]ig 4.6 49

(2005-2003)
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122 vommonNnon]synonymousNSNPsNassociatedNwithNbreastNcancerNsusceptibilitymNfindingsNfromNtheN
ureastNvancerNtssociationNvonsortiumaNHumankMolecularkGenetics[N2014[Nef[Nicli]ddd 5.6 48

121 zeneticNvariationsNonNchromosomesNhpdhNandNdhqehNandNbladderNcancerNriskmNfindingsNfromNtheNLosN
tngeles]ShanghaiNbladderNcase]controlNstudyaNCarcinogenesis[N2011[Nfe[Ndlj]ece 4.6 46

120 Second]zenerationNLinkageNMapsNforNtheNPacificNOysterNvrassostreaNgigasNRevealNxrrorsNinN
tssemblyNofNzenomeNScaffoldsaNG3:kGenesxkGenomesxkGenetics[N2015[Nh[Neccj]dl 3.2 43

119
xvidenceNthatNtheNhpdeNVariantNrsdclgdijlNvonfersNSusceptibilityNtoNxstrogen]Receptor]PositiveN
ureastNvancerNthroughNyzydcNandNMRPSfcNRegulationaNAmericankJournalkofkHumankGenetics[N2016[N
ll[Nlcf]ldd

11 43

118 TheNeffectNofNcyclinNwdNVvvNwdWNzkjct]polymorphismNonNbreastNcancerNriskNisNmodifiedNbyNoxidativeN
stressNamongNvhineseNwomenNinNSingaporeaNCarcinogenesis[N2005[Nei[Ndghj]ig 4.6 42

117 TwoNNovelNSusceptibilityNLociNforNProstateNvancerNinNMenNofNtfricanNtncestryaNJournalkofkthek
NationalkCancerkInstitute[N2017[Ndcl[N 9.7 38

116 wopamineNgenesNandNnicotineNdependenceNinNtreatment]seekingNandNcommunityNsmokersaN
Neuropsychopharmacology[N2009[Nfg[Neehe]ig 8.7 38

115 vomprehensiveNassociationNtestingNofNcommonNgeneticNvariationNinNwNtNrepairNpathwayNgenesNinN
relationshipNwithNbreastNcancerNriskNinNmultipleNpopulationsaNHumankMolecularkGenetics[N2008[Ndj[Nkeh]fg 5.6 38

114 tssociationNbetweenNinvasiveNovarianNcancerNsusceptibilityNandNddNbestNcandidateNSNPsNfromNbreastN
cancerNgenome]wideNassociationNstudyaNHumankMolecularkGenetics[N2009[Ndk[Neelj]fcg 5.6 37

113 SnaggermNaNuser]friendlyNprogramNforNincorporatingNadditionalNinformationNforNtagSNPNselectionaN
BMCkBioinformatics[N2008[Nl[Ndjg 3.6 37

112 MarineNn]fNfattyNacidNintake[NglutathioneNS]transferaseNpolymorphismsNandNbreastNcancerNriskNinN
post]menopausalNvhineseNwomenNinNSingaporeaNCarcinogenesis[N2004[Neh[Nedgf]j 4.6 37

111 yine]mappingNidentifiesNtwoNadditionalNbreastNcancerNsusceptibilityNlociNatNlqfdaeaNHumankMoleculark
Genetics[N2015[Neg[Nelii]kg 5.6 36

110 RiskNofNovarianNcancerNandNtheNNy]˛”uNpathwaymNgeneticNassociationNwithNβLdtNandNTNySydcaNCancerk
Research[N2014[Njg[Nkhe]id 10.1 36

109
TheNeffectNofNtheNcyclinNwdNVvvNwdWNtkjczNpolymorphismNonNcolorectalNcancerNriskNisNmodifiedNbyN
glutathione]S]transferaseNpolymorphismsNandNisothiocyanateNintakeNinNtheNSingaporeNvhineseN
HealthNStudyaNCarcinogenesis[N2006[Nej[Negjh]ke

4.6 36

108 βdentificationNandNcharacterizationNofNnovelNassociationsNinNtheNvtSPkbtLSevRdeNregionNonN
chromosomeNeNwithNbreastNcancerNriskaNHumankMolecularkGenetics[N2015[Neg[Nekh]lk 5.6 35

107 zenome]wideNinteractionNstudyNofNsmokingNandNbladderNcancerNriskaNCarcinogenesis[N2014[Nfh[Ndjfj]gg 4.6 33

106 zlutathioneNS]transferaseNVzSTWNgeneNpolymorphisms[NcigaretteNsmokingNandNcolorectalNcancerNriskN
amongNvhineseNinNSingaporeaNCarcinogenesis[N2011[Nfe[Ndhcj]dd 4.6 33

105 RoleNofNinducibleNnitricNoxideNsynthaseNinNasthmaNriskNandNlungNfunctionNgrowthNduringNadolescenceaN
Thorax[N2010[Nih[Ndfl]gh 7.3 32

David Van Den Berg
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104 βnterleukin]e[Ninterleukin]de[NandNinterferon]gammaNlevelsNandNriskNofNyoungNadultNHodgkinN
lymphomaaNBlood[N2008[Nddd[Nffjj]ke 2.2 32

103 LargeNchromosomeNdeletions[Nduplications[NandNgeneNconversionNeventsNaccumulateNwithNageNinN
normalNhumanNcolonNcryptsaNAgingkCell[N2013[Nde[Neil]jl 9.9 30

102 RoleNofNMembersNofNtheNWntNzeneNyamilyNinNHumanNHematopoiesisaNBlood[N1998[Nle[Nfdkl]fece 2.2 30

101 UrinaryNtotalNisothiocyanatesNandNcolorectalNcancermNaNprospectiveNstudyNofNmenNinNShanghai[NvhinaaN
CancerkEpidemiologykBiomarkerskandkPrevention[N2008[Ndj[Ndfhg]l 4 29

100 PeroxisomeNproliferator]activatedNreceptorNVPPtRWNgammaNgeneNpolymorphismsNandNcolorectalN
cancerNriskNamongNvhineseNinNSingaporeaNCarcinogenesis[N2006[Nej[Ndjlj]kce 4.6 29

99 VariationNinNtheNzSTNmuNlocusNandNtobaccoNsmokeNexposureNasNdeterminantsNofNchildhoodNlungN
functionaNAmericankJournalkofkRespiratorykandkCriticalkCarekMedicine[N2009[Ndjl[Nicd]j 10.2 28

98 NoNassociationNbetweenNtheNSRwhteNgeneNtglTNmissenseNvariantNandNprostateNcancerNriskmNlessonsN
learnedaNHumankMolecularkGenetics[N2008[Ndj[Neghi]id 5.6 28

97
PolymorphismsNinNgenesNinvolvedNinNestrogenNandNprogesteroneNmetabolismNandNmammographicN
densityNchangesNinNwomenNrandomizedNtoNpostmenopausalNhormoneNtherapymNresultsNfromNaNpilotN
studyaNBreastkCancerkResearch[N2005[Nj[NRffi]gg

8.3 27

96 zenome]wideNassociationNstudyNofNcolorectalNcancerNinNHispanicsaNCarcinogenesis[N2016[Nfj[Nhgj]hhi 4.6 26

95 tnNintergenicNriskNlocusNcontainingNanNenhancerNdeletionNinNeqfhNmodulatesNbreastNcancerNriskNbyN
deregulatingNβzyuPhNexpressionaNHumankMolecularkGenetics[N2016[Neh[Nfkif]fkji 5.6 24

94 zeneticNriskNfactorsNforNorofacialNcleftsNinNventralNtfricansNandNSoutheastNtsiansaNAmericankJournalk
ofkMedicalkGeneticsxkPartkA[N2014[Ndigt[Nehje]kc 2.5 24

93
zeneticNvariationNinNTYMSNinNtheNone]carbonNtransferNpathwayNisNassociatedNwithNovarianNcarcinomaN
typesNinNtheNOvarianNvancerNtssociationNvonsortiumaNCancerkEpidemiologykBiomarkerskandk
Prevention[N2010[Ndl[Ndkee]fc

4 22

92 HeterogenousNeffectNofNandrogenNreceptorNvtzNtractNlengthNonNtesticularNgermNcellNtumorNriskmN
shorterNrepeatsNassociatedNwithNseminomaNbutNnotNotherNhistologicNtypesaNCarcinogenesis[N2011[Nfe[Ndefk]gf4.6 22

91 UnderlyingNgeneticNstructureNimpactsNtheNassociationNbetweenNvYPeuiNpolymorphismsNandN
responseNtoNefavirenzNandNnevirapineaNAids[N2012[Nei[Neclj]dci 3.5 22

90 zeneticNdeterminantsNforNpromoterNhypermethylationNinNtheNlungsNofNsmokersmNaNcandidateN
gene]basedNstudyaNCancerkResearch[N2012[Nje[Njcj]dh 10.1 21

89
βdentificationNofNaNnovelNsusceptibilityNlocusNatNdfqfgNandNrefinementNofNtheNecpdeaeNregionNasNaN
multi]signalNlocusNassociatedNwithNbladderNcancerNriskNinNindividualsNofNxuropeanNancestryaNHumank
MolecularkGenetics[N2016[Neh[Ndecf]dg

5.6 20

88 vomprehensiveNanalysesNofNwNtNrepairNpathways[NsmokingNandNbladderNcancerNriskNinNLosNtngelesN
andNShanghaiaNInternationalkJournalkofkCancer[N2014[Ndfh[Nffh]gj 7.5 20

87 Large]scaleNevaluationNofNcommonNvariationNinNregulatoryNTNcell]relatedNgenesNandNovarianNcancerN
outcomeaNCancerkImmunologykResearch[N2014[Ne[Nffe]gc 12.5 20

(2014-2008)
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86 NativeNtmericanNancestryNaffectsNtheNriskNforNgeneNmethylationNinNtheNlungsNofNHispanicNsmokersN
fromNNewNMexicoaNAmericankJournalkofkRespiratorykandkCriticalkCarekMedicine[N2013[Ndkk[Ndddc]i 10.2 20

85 PolymorphismNinNtheNztLNTdNgeneNandNepithelialNovarianNcancerNinNnon]HispanicNwhiteNwomenmNtheN
OvarianNvancerNtssociationNvonsortiumaNCancerkEpidemiologykBiomarkerskandkPrevention[N2010[Ndl[Nicc]g4 20

84 TheNdlqdeNbladderNcancerNzWtSNsignalmNassociationNwithNcyclinNxNfunctionNandNaggressiveNdiseaseaN
CancerkResearch[N2014[Njg[Nhkck]dk 10.1 19

83 zeneticNvariationNinNtheNprogesteroneNreceptorNgeneNandNriskNofNendometrialNcancermNaN
haplotype]basedNapproachaNCarcinogenesis[N2010[Nfd[Ndfle]l 4.6 19

82 HaplotypesNofNwNMTdNandNwNMTfuNareNassociatedNwithNmutagenNsensitivityNinducedNbyN
benzo[a]pyreneNdiolNepoxideNamongNsmokersaNCarcinogenesis[N2008[Nel[Ndfkc]h 4.6 19

81 βmprovementsNinNtheNxpstein]uarr]basedNshuttleNvectorNsystemNforNdirectNcloningNinNhumanNtissueN
cultureNcellsaNMethods[N1992[Ng[Ndff]dge 4.6 19

80 ProgesteroneNreceptorNgeneNpolymorphismsNandNriskNofNendometriosismNresultsNfromNanN
internationalNcollaborativeNeffortaNFertilitykandkSterility[N2011[Nlh[Ngc]h 4.8 18

79 zeneticNvariationNinNinsulin]likeNgrowthNfactorNeNmayNplayNaNroleNinNovarianNcancerNriskaNHumank
MolecularkGenetics[N2011[Nec[Neeif]je 5.6 18

78 NovelNcolonNcancerNsusceptibilityNvariantsNidentifiedNfromNaNgenome]wideNassociationNstudyNinN
tfricanNtmericansaNInternationalkJournalkofkCancer[N2017[Ndgc[Nejek]ejff 7.5 17

77 tNgenome]wideNscanNforNbreastNcancerNriskNhaplotypesNamongNtfricanNtmericanNwomenaNPLoSkONE[N
2013[Nk[Nehjelk 3.7 17

76
xvaluationNofNunclassifiedNvariantsNinNtheNbreastNcancerNsusceptibilityNgenesNuRvtdNandNuRvteN
usingNfiveNmethodsmNresultsNfromNaNpopulation]basedNstudyNofNyoungNbreastNcancerNpatientsaNBreastk
CancerkResearch[N2008[Ndc[NRdl

8.3 17

75 tNsystematicNassessmentNofNcommonNgeneticNvariationNinNvYPddtNandNriskNofNbreastNcanceraNCancerk
Research[N2006[Nii[Ndecdl]eh 10.1 17

74 dhqdeNvariants[NsputumNgeneNpromoterNhypermethylation[NandNlungNcancerNriskmNaNzWtSNinNsmokersaN
JournalkofkthekNationalkCancerkInstitute[N2015[Ndcj[N 9.7 16

73 zWtSNmeta]analysisNofNdiNkheNwomenNidentifiesNnewNsusceptibilityNlocusNforNendometrialNcanceraN
HumankMolecularkGenetics[N2016[Neh[Neide]eiec 5.6 15

72
xlevatedNg]aminobiphenylNandNe[i]dimethylanilineNhemoglobinNadductsNandNincreasedNriskNofN
bladderNcancerNamongNlifelongNnonsmokers]]TheNShanghaiNuladderNvancerNStudyaNCancerk
EpidemiologykBiomarkerskandkPrevention[N2013[Nee[Nlfj]gh

4 15

71 zeneticNvariationNinNtheNbaseNexcisionNrepairNpathway[NenvironmentalNriskNfactors[NandNcolorectalN
adenomaNriskaNPLoSkONE[N2013[Nk[Nejdedd 3.7 15

70 VariationNinNfolateNpathwayNgenesNandNdistalNcolorectalNadenomaNriskmNaNsigmoidoscopy]basedN
case]controlNstudyaNCancerkCauseskandkControl[N2011[Nee[Nhgd]he 2.8 15

69
RiskNofNurinaryNbladderNcancerNisNassociatedNwithNkqegNvariantNrsligekkc[T]NinNmultipleNracialbethnicN
groupsmNresultsNfromNtheNLosNtngeles]ShanghaiNcase]controlNstudyaNCancerkEpidemiologykBiomarkersk
andkPrevention[N2010[Ndl[Nfdhc]i

4 15

David Van Den Berg
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68 TheNroleNofNestablishedNbreastNcancerNsusceptibilityNlociNinNmammographicNdensityNinNyoungNwomenaN
CancerkEpidemiologykBiomarkerskandkPrevention[N2008[Ndj[Nehk]ic 4 15

67 zeneticNvariationNinNperoxisomeNproliferator]activatedNreceptorNgamma[Nsoy[NandNmammographicN
densityNinNSingaporeNvhineseNwomenaNCancerkEpidemiologykBiomarkerskandkPrevention[N2012[Ned[Nifh]gg 4 14

66 zenome]wideNassociationNstudiesNidentifyNdfjNgeneticNlociNforNwNtNmethylationNbiomarkersNofN
agingaNGenomekBiology[N2021[Nee[Ndlg 18.3 14

65
PolymorphismsNinNhormoneNmetabolismNandNgrowthNfactorNgenesNandNmammographicNdensityNinN
NorwegianNpostmenopausalNhormoneNtherapyNusersNandNnon]usersaNBreastkCancerkResearch[N2012[N
dg[NRdfh

8.3 13

64 zeneticNpolymorphismsNofNepidermalNgrowthNfactorNinNrelationNtoNriskNofNhepatocellularNcarcinomamN
twoNcase]controlNstudiesaNBMCkGastroenterology[N2013[Ndf[Nfe 3 13

63
TheNassociationNofNpolymorphismsNinNhormoneNmetabolismNpathwayNgenes[NmenopausalNhormoneN
therapy[NandNbreastNcancerNriskmNaNnestedNcase]controlNstudyNinNtheNvaliforniaNTeachersNStudyNcohortaN
BreastkCancerkResearch[N2011[Ndf[NRfj

8.3 13

62
ProgestogenNlevels[NprogesteroneNreceptorNgeneNpolymorphisms[NandNmammographicNdensityN
changesmNresultsNfromNtheNPostmenopausalNxstrogenbProgestinNβnterventionsNMammographicN
wensityNStudyaNMenopause[N2012[Ndl[Nfce]dc

2.5 13

61 vomprehensiveNevaluationNofNxSReNvariationNandNovarianNcancerNriskaNCancerkEpidemiologyk
BiomarkerskandkPrevention[N2008[Ndj[Nflf]i 4 13

60 tNMeta]analysisNofNMultipleNMyelomaNRiskNRegionsNinNtfricanNandNxuropeanNtncestryNPopulationsN
βdentifiesNPutativelyNyunctionalNLociaNCancerkEpidemiologykBiomarkerskandkPrevention[N2016[Neh[Ndicl]didk4 13

59 MendelianNrandomizationNanalysesNsuggestNaNroleNforNcholesterolNinNtheNdevelopmentNofN
endometrialNcanceraNInternationalkJournalkofkCancer[N2021[Ndgk[Nfcj]fdl 7.5 13

58 zeneticNvariationNatNvYPftNisNassociatedNwithNageNatNmenarcheNandNbreastNcancerNriskmNaN
case]controlNstudyaNBreastkCancerkResearch[N2014[Ndi[NRhd 8.3 12

57 VariationNinNNy]˛”uNsignalingNpathwaysNandNsurvivalNinNinvasiveNepithelialNovarianNcanceraNCancerk
EpidemiologykBiomarkerskandkPrevention[N2014[Nef[Ndged]j 4 11

56 vombinedNeffectsNofNMwMeNSNPfclNandNTPhfNRjePNpolymorphisms[NandNsoyNisoflavonesNonNbreastN
cancerNriskNamongNvhineseNwomenNinNSingaporeaNBreastkCancerkResearchkandkTreatment[N2011[Ndfc[Ndcdd]l4.4 11

55 SequenceNvariantNonNfqekNandNurinaryNbladderNcancerNriskmNfindingsNfromNtheNLosNtngeles]ShanghaiN
bladderNcase]controlNstudyaNCancerkEpidemiologykBiomarkerskandkPrevention[N2009[Ndk[Nfchj]id 4 11

54 zeneticNvariationNinNtransformingNgrowthNfactorNbetaNdNandNmammographicNdensityNinNSingaporeN
vhineseNwomenaNCancerkResearch[N2013[Njf[Ndkji]ke 10.1 10

53 OvarianNcancerNrisk[NtLwHeNpolymorphismNandNalcoholNdrinkingmNtsianNdataNfromNtheNOvarianNvancerN
tssociationNvonsortiumaNCancerkScience[N2018[Ndcl[Ngfh]ggh 6.9 9

52 vlonalNhematopoiesisNassociatedNwithNepigeneticNagingNandNclinicalNoutcomesaNAgingkCell[N2021[Nec[Nedffii9.9 9

51
tssessmentNofNMultifactorNzene]xnvironmentNβnteractionsNandNOvarianNvancerNRiskmNvandidateN
zenes[NObesity[NandNHormone]RelatedNRiskNyactorsaNCancerkEpidemiologykBiomarkerskandkPrevention[N
2016[Neh[Njkc]lc

4 8

(2016-2008)
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50 xxome]wideNassociationNstudyNofNendometrialNcancerNinNaNmultiethnicNpopulationaNPLoSkONE[N2014[N
l[Neljcgh 3.7 8

49 wNtNmethylationNpatternsNofNadultNsurvivorsNofNadolescentbyoungNadultNHodgkinNlymphomaN
comparedNtoNtheirNunaffectedNmonozygoticNtwinaNLeukemiakandkLymphoma[N2019[Nic[Ndgel]dgfj 1.9 7

48 tNtargetedNgeneticNassociationNstudyNofNepithelialNovarianNcancerNsusceptibilityaNOncotarget[N2016[Nj[Njfkd]l3.3 7

47 wiscoveryNandNfine]mappingNofNheightNlociNviaNhigh]densityNimputationNofNzWtSsNinNindividualsNofN
tfricanNancestryaNAmericankJournalkofkHumankGenetics[N2021[Ndck[Nhig]hke 11 7

46 βnvestigationNofNxxomicNVariantsNtssociatedNwithNOverallNSurvivalNinNOvarianNvanceraNCancerk
EpidemiologykBiomarkerskandkPrevention[N2016[Neh[Nggi]hg 4 6

45 ureastNcancerNsusceptibilityNvariantsNandNmammographicNdensityNphenotypesNinNnorwegianN
postmenopausalNwomenaNCancerkEpidemiologykBiomarkerskandkPrevention[N2014[Nef[Ndjhe]if 4 6

44 tssociationNofNtheNcalcyonNneuron]specificNvesicularNproteinNgeneNVvtLYWNwithNadolescentNsmokingN
initiationNinNvhinaNandNvaliforniaaNAmericankJournalkofkEpidemiology[N2011[Ndjf[Ndcfl]gk 3.8 6

43 WholeNgenomeNsequenceNanalysisNofNpulmonaryNfunctionNandNvOPwNinNdl[lliNmulti]ethnicN
participantsaNNaturekCommunications[N2020[Ndd[Nhdke 17.4 6

42 VariationsNinNsexNhormoneNmetabolismNgenes[NpostmenopausalNhormoneNtherapyNandNriskNofN
endometrialNcanceraNInternationalkJournalkofkCancer[N2012[Ndfc[Ndiel]fk 7.5 5

41 zeneticNvariationNinNinsulinNpathwayNgenesNandNdistalNcolorectalNadenomaNriskaNInternationalkJournalk
ofkColorectalkDisease[N2012[Nej[Ndhkj]lh 3 5

40 PolymorphismsNinNtheNyzyeNgeneNandNriskNofNserousNovarianNcancermNresultsNfromNtheNovarianNcancerN
associationNconsortiumaNTwinkResearchkandkHumankGenetics[N2009[Nde[Neil]jh 2.2 5

39
tssociationNbetweenNcommonNgeneticNvariationNinNvockayneNsyndromeNtNandNuNgenesNandN
nucleotideNexcisionNrepairNcapacityNamongNsmokersaNCancerkEpidemiologykBiomarkerskandkPrevention[N
2008[Ndj[Necie]l

4 5

38 tNmeta]analysisNofNgenome]wideNassociationNstudiesNofNmultipleNmyelomaNamongNmenNandNwomenN
ofNtfricanNancestryaNBloodkAdvances[N2020[Ng[Ndkd]dlc 7.8 5

37
HormoneNmetabolismNpathwayNgenesNandNmammographicNdensityNchangeNafterNquittingNestrogenN
andNprogestinNcombinedNhormoneNtherapyNinNtheNvaliforniaNTeachersNStudyaNBreastkCancerkResearch[N
2014[Ndi[Ngjj

8.3 4

36 zermNlineNvariationNatNkqegNandNendometrialNcancerNriskaNCancerkEpidemiologykBiomarkerskandk
Prevention[N2007[Ndi[Nedii]k 4 4

35 tbstractNLu]djfmNzenome]scaleNanalysisNofNaberrantNwNtNmethylationNinNcolorectalNcancerN2011[N 4

34 ValidationNofNgeneticNassociationsNwithNacuteNzVHwNandNnonrelapseNmortalityNinNwβSvOVeRY]uMTaN
BloodkAdvances[N2019[Nf[Neffj]efgd 7.8 4

33 MultipleNfunctionalNvariantsNinNtheNregionNareNpretransplantNmarkersNforNriskNofNzVHwNandNinfectionN
deathsaNBloodkAdvances[N2019[Nf[Nehde]eheg 7.8 4
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32 tntiretroviralNtherapyNmodifiesNtheNgeneticNeffectNofNknownNtypeNeNdiabetes]associatedNriskNvariantsN
inNHβV]infectedNwomenaNAids[N2014[Nek[Ndkdh]ef 3.5 3

31 xpigenome]wideNassociationNstudyNofNkidneyNfunctionNidentifiesNtrans]ethnicNandNethnic]specificN
lociaNGenomekMedicine[N2021[Ndf[Njg 14.4 3

30 zenome]WideNtssociationNtnalysesNβdentifyNVariantsNinNtssociatedNWithNtcuteNMyeloidNLeukemiaN
andNMyelodysplasticNSyndromeNSusceptibilityaNFrontierskinkGenetics[N2021[Nde[Nhhglgk 4.5 3

29 VariabilityNinNvytogeneticNTestingNforNMultipleNMyelomamNtNvomprehensiveNtnalysisNyromNtcrossNtheN
UnitedNStatesaNJCOkOncologykPractice[N2020[Ndi[Neddil]eddkc 2.3 2

28 ReproducibilityNandNreliabilityNofNSNPNanalysisNusingNhumanNcellularNwNtNatNorNnearNnanogramNlevelsaN
BMCkResearchkNotes[N2013[Ni[Nhdh 2.3 2

27
MethodologicalNvonsiderationsNinNxstimationNofNPhenotypeNHeritabilityNUsingNzenome]WideNSNPN
wata[NβllustratedNbyNanNtnalysisNofNtheNHeritabilityNofNHeightNinNaNLargeNSampleNofNtfricanNtncestryN
tdultsaNPLoSkONE[N2015[Ndc[Necdfddci

3.7 2

26 Pre]HvTNmosaicismNincreasesNrelapseNriskNandNlowersNsurvivalNinNacuteNlymphoblasticNleukemiaN
patientsNpost]unrelatedNHvTaNBloodkAdvances[N2021[Nh[Nii]jc 7.8 2

25 wata]adaptiveNmulti]locusNassociationNtestingNinNsubjectsNwithNarbitraryNgenealogicalNrelationshipsaN
StatisticalkApplicationskinkGeneticskandkMolecularkBiology[N2019[Ndk[N 1.2 1

24 HormoneNmetabolismNgenesNandNmammographicNdensityNinNSingaporeNvhineseNwomenaNCancerk
EpidemiologykBiomarkerskandkPrevention[N2013[Nee[Nlkg]i 4 1

23 HLtNHaplotypesNtreNtssociatedNwithNMultipleNMyelomaNRiskNinNtheNtfricanNtmericanNMultipleN
MyelomaNStudyNVttMMSWaNBlood[N2016[Ndek[Nfehc]fehc 2.2 1

22
PrognosticNimpactNofNpre]transplantNchromosomalNaberrationsNinNperipheralNbloodNofNpatientsN
undergoingNunrelatedNdonorNhematopoieticNcellNtransplantNforNacuteNmyeloidNleukemiaaNScientifick
Reports[N2021[Ndd[Ndhccg

4.9 1

21 zrowthNfactorNgenesNandNchangeNinNmammographicNdensityNafterNstoppingNcombinedNhormoneN
therapyNinNtheNvaliforniaNTeachersNStudyaNBMCkCancer[N2018[Ndk[Ndcje 4.8 1

20 Whole]xxomeNSequencingNinNMultiplexNyamiliesNtoNβdentifyNNovelNtYtNvlassicalNHodgkinNLymphomaN
PredispositionNzenesaNBlood[N2021[Ndfk[Nfgll]fgll 2.2 0

19 NovelNgeneticNvariantsNassociatedNwithNmortalityNafterNunrelatedNdonorNallogeneicNhematopoieticN
cellNtransplantationaNEClinicalMedicine[N2021[Ngc[Ndcdclf 11.3 0

18 tssociationsNbetweenNwNtNmethylationNandNuMβNvaryNbyNmetabolicNhealthNstatusmNaNpotentialNlinkNtoN
disparateNcardiovascularNoutcomesaaNClinicalkEpigenetics[N2021[Ndf[Nefc 7.7 0

17 zenome]WideNTestingNofNxxonicNVariantsNandNureastNvancerNRiskNinNtheNvaliforniaNTeachersNStudyaN
CancerkEpidemiologykBiomarkerskandkPrevention[N2017[Nei[Ndgie]dgih 4

16
Meta]tnalysisNofNzenome]WideNtssociationNStudiesNofNtcuteNMyeloidNLeukemiaNVtMLWNPatientsN
βdentifiesNVariantsNtssociatedNwithNRiskNofNddqefbKMTet]TranslocatedNandNvore]uindingNyactorN
VvuyWNtMLNandNSuggestsNaNRoleNforNTranscriptionNxlongationNinNLeukemogenesisaNBlood[N2020[Ndfi[Nel]fc

2.2

15 PopulationNwistributionNofNzvLNandNzvHNMinorNHistocompatibilityNtntigensaNBlood[N2020[Ndfi[Nef]eh 2.2

(2020-2014)
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14 tssociationsNofNvlinicalNOutcomesNafterNtllogeneicNHematopoieticNvellNTransplantationNwithN
NumberNofNPredictedNvlassNββNRestrictedNmHtaNBlood[N2020[Ndfi[Ne]e 2.2

13
Pre]TransplantNvlonalNMosaicismNβsNtssociatedNwithNβncreasedNRelapseNandNLowerNSurvivalNinNtcuteN
LymphoblasticNLeukemiaNPatientsNUndergoingNtllogeneicNHematopoieticNvellNTransplantaNBlood[N
2020[Ndfi[Nl]dc

2.2

12 zenomeNWideNtssociationNtnalysesNβdentifyNPleiotropicNVariantsNtssociatedNwithNtcuteNMyeloidN
LeukemiaNVtMLWNandNMyelodysplasticNSyndromeNVMwSWNSusceptibilityaNBlood[N2018[Ndfe[Ndhcc]dhcc 2.2

11
MultipleNyunctionalNwonorNPolymorphismsNinNβLdRLdNregionNtssociateNwithNweathNwueNtoNzvHwNorN
βnfectionNafterNUnrelatedNwonorNtllogeneicNHematopoieticNStemNvellNTransplantationNVHvTWNforN
tMLNandNMwSaNBlood[N2018[Ndfe[Nfde]fde

2.2

10
zenomeNWideNβnteractionNtnalysisNβdentifiesNxxpressionNQuantitativeNTraitNLociNtssociatedNwithN
ReducedNSurvivalNafterNReducedNβntensityNvonditioningNHLt]MatchedNUnrelatedNwonorNtllogeneicN
HematopoieticNvellNTransplantaNBlood[N2019[Ndfg[Nghlh]ghlh

2.2

9
High]throughputNexomeNarrayNforNidentificationNofNnovelNpolymorphismsNassociatedNwithNclinicalN
outcomeNinNmvRvNpatientsNtreatedNwithNfirst]lineNyOLyOXβRβbuxVNversusNyOLyβRβbuxVNVTRβuxNtrialnN
NvTccjdljljWaaNJournalkofkClinicalkOncology[N2014[Nfe[Nfife]fife

2.2

8 Meta]tnalysisNofNHodgkinNLymphomaNandNtsthmaNzenome]WideNtssociationNScansNrevealsNcommonN
variantsNinNztTtfaNBlood[N2014[Ndeg[Ndfh]dfh 2.2

7 wNtNMethylationNwifferencesNinNTwinsNwiscordantNforNtdolescentbYoungNtdultNHodgkinNLymphomaaN
Blood[N2015[Ndei[Ndjl]djl 2.2

6 PharmacogeneticNtssociationsNwithNtwMxNVariantsNandNVirologicNResponseNtoNanNβnitialNHttRTN
RegimenNinNHβV]βnfectedNWomenN2017[Ng[Ndhg]dic

5 zenomeNwideNmappingNofNhistoneNmethylationNrevealsNaNdistinctNepigenomicNsignatureNinNhumanN
pluripotentNstemNcellsaNFASEBkJournal[N2010[Neg[Nkffadd 0.9

4 PolymorphismsNβnNβRSdNandNβLiRNandNSusceptibilityNToNMultipleNMyelomaaNBlood[N2013[Ndee[Nfdhg]fdhg 2.2

3 ObesityNβnNYoungNtdulthoodNβsNtssociatedNWithNxarlyNOnsetNMultipleNMyelomaNβnNtfricanNtmericansaN
Blood[N2013[Ndee[Ndkje]dkje 2.2

2 tNMeta]tnalysisNOfNzenome]WideNtssociationNStudiesNOfNMultipleNMyelomaNβnNvasesNandNvontrolsN
OfNxuropeanNOriginNβdentifiesNaNRiskNLocusNβnNdeqefadaNBlood[N2013[Ndee[Nfddd]fddd 2.2

1 tNMeta]tnalysisNOfNHodgkinNLymphomaNRevealsNdlpdfafNVTvyfWNtsNaNNovelNSusceptibilityNLocaNBlood
[N2013[Ndee[Niei]iei 2.2
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