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Stem cell architecture drives myelodysplastic syndrome progression and predicts response to
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MTAP deficiency creates an exploitable target for antifolate therapy in 9p21-loss cancers. Nature 12.8 23
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Dynamic expression of Schlafen 11 (SLFN11) in circulating tumour cells as a liquid biomarker in small
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PDXNet portal: patient-derived Xenograft model, data, workflow and tool discovery. NAR Cancer, 31 ;
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Identification of Transcriptional Heterogeneity and Construction of a Prognostic Model for
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Rapid acceleration of KRAS-mutant pancreatic carcinogenesis via remodeling of tumor immune

microenvironment by PPARI". Nature Communications, 2022, 13, 2665. 12.8 25

Dual Inhibition of MEK and AXL Targets Tumor Cell Heterogeneity and Prevents Resistant Outgrowth
Mediated by the Epithelial-to-Mesenchymal Transition in NSCLC. Cancer Research, 2021, 81, 1398-1412.

Conservation of copy number profiles during engraftment and passaging of patient-derived cancer 914 118
xenografts. Nature Genetics, 2021, 53, 86-99. .

Patterns of transcription factor programs and immune pathway activation define four major subtypes
of SCLC with distinct therapeutic vulnerabilities. Cancer Cell, 2021, 39, 346-360.e7.

Th17 cells contribute to combination MEK inhibitor and anti-PD-L1 therapy resistance in KRAS/p53

mutant lung cancers. Nature Communications, 2021, 12, 2606. 12.8 41

Lung Cancer Models Reveal Severe Acute Respiratory Syndrome Coronavirus 2&€“Induced
Epithelial-to-Mesenchymal Transition Contributes to Coronavirus Disease 2019 Pathophysiology.
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Comprehensive characterization of 536 patient-derived xenograft models prioritizes candidates for

targeted treatment. Nature Communications, 2021, 12, 5086. 12.8 58

Structure-based classification predicts drug response in EGFR-mutant NSCLC. Nature, 2021, 597, 732-737.

Targeting MYC-enhanced glycolysis for the treatment of small cell lung cancer. Cancer & Metabolism, 5.0 20
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NF-2B-inducing kinase maintains T cell metabolic fitness in antitumor immunity. Nature Immunology,
2021, 22, 193-204.

Inhibition of histone acetyltransferase function radiosensitizes CREBBP/EP300 mutants via repression
of homologous recombination, potentially targeting a gain of function. Nature Communications, 12.8 17
2021, 12, 6340.

The EMT activator ZEB1 accelerates endosomal trafficking to establish a polarity axis in lung

adenocarcinoma cells. Nature Communications, 2021, 12, 6354.

Cold and heterogeneous T cell repertoire is associated with copy number aberrations and loss of

immune genes in small-cell lung cancer. Nature Communications, 2021, 12, 6655. 12.8 24
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A YAP/FOXM1 axis mediates EMT-associated EGFR inhibitor resistance and increased expression of

spindle assembly checkpoint components. Science Translational Medicine, 2020, 12, . 124 101

Collagen promotes anti-PD-1/PD-L1 resistance in cancer through LAIR1-dependent CD8+ T cell
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Multiomics profiling of primary lung cancers and distant metastases reveals immunosuppression as a

common characteristic of tumor cells with metastatic plasticity. Genome Biology, 2020, 21, 271. 8.8 36
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Oncology, 2020, 15, 777-791.

Single-cell analyses reveal increased intratumoral heterogeneity after the onset of therapy resistance
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Pan-Cancer Landscape and Analysis of ERBB2 Mutations Identifies Poziotinib as a Clinically Active
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PPARD and Interferon Gamma Promote Transformation of Gastric Progenitor Cells and Tumorigenesis
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The deubiquitinase Otub1 controls the activation of CD8+ T cells and NK cells by regulating
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ZEB1 suppression sensitizes KRAS mutant cancers to MEK inhibition by an IL17RD-dependent mechanism.
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Targeting DNA Damage Response Promotes Antitumor Immunity through STING-Mediated T-cell
Activation in Small Cell Lung Cancer. Cancer Discovery, 2019, 9, 646-661.

Differential Sensitivity Analysis for Resistant Malignancies (DISARM) Identifies Common Candidate

Therapies across Platinum-Resistant Cancers. Clinical Cancer Research, 2019, 25, 346-357. 7.0 14

An Integrated TCGA Pan-Cancer Clinical Data Resource to Drive High-Quality Survival Outcome
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Genomic, Pathway Network, and Immunologic Features Distinguishing Squamous Carcinomas. Cell
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Multiregion gene expression profiling reveals heterogeneity in molecular subtypes and
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Genomic and Functional Approaches to Understanding Cancer Aneuploidy. Cancer Cell, 2018, 33,
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Randomized, Double-Blind, Phase Il Study of Temozolomide in Combination With Either Veliparib or
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CD38-Mediated Immunosuppression as a Mechanism of Tumor Cell Escape from PD-1/PD-L1 Blockade.
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Stress hormones promote EGFR inhibitor resistance in NSCLC: Implications for combinations with
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Dynamic variations in epithelial-to-mesenchymal transition (EMT), ATM, and SLFN11 govern response to
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Genomic characterization of human papillomavirus-positive and -negative human squamous cell
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Protein expression of TTF1 and cMYC define distinct molecular subgroups of small cell lung cancer
with unique vulnerabilities to aurora Rinase inhibition, DLL3 targeting, and other targeted therapies.
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Cancer Research, 2016, 22, 3630-3642.
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An Integrated Molecular Analysis of Lung Adenocarcinomas Identifies Potential Therapeutic Targets
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Genes suppressed by DNA methylation in non-small cell lung cancer reveal the epigenetics of
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Metastasis is regulated via microRNA-200/ZEB1 axis control of tumour cell PD-L1 expression and
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