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k Paper IF Citations

120 UltrarapidPNanoporePGenomePSequencingPinPaPCriticalPCarePSettingggPNewgEnglandgJournalgofg
MedicineeP2022eP 59.2 10

119 CentersPforPMendelianPGenomicssPzPdecadePofPfacilitatingPgenePdiscoveryggPGeneticsgingMedicineeP
2022eP 8.1 5

118 CuratedPvariationPbenchmarksPforPchallengingPmedicallyPrelevantPautosomalPgenesggPNatureg
BiotechnologyeP2022eP 44.5 12

117 UltrafRapidPNanoporePWholePGenomePGeneticPDiagnosisPofPDilatedPCardiomyopathyPinPanP
zdolescentPWithPCardiogenicPShockggPCirculationgGenomicgandgPrecisiongMedicineeP2022ePCIRCGENjkjiilnrj5.2 1

116 zccuratePprofilingPofPforensicPautosomalPSTRsPusingPthePOxfordPNanoporePTechnologiesPMinIONP
devicegPForensicgSciencegInternational:gGeneticseP2022ePnoePjikokr 4.3 0

115 zssessingPreproducibilityPofPinheritedPvariantsPdetectedPwithPshortfreadPwholePgenomeP
sequencingggPGenomegBiologyeP2022ePklePk 18.3 3

114 RescuingPlowPfrequencyPvariantsPwithinPintrafhostPviralPpopulationsPdirectlyPfromPOxfordPNanoporeP
sequencingPdataggPNaturegCommunicationseP2022ePjlePjlkj 17.4 3

113 zcceleratedPidentificationPofPdiseasefcausingPvariantsPwithPultrafrapidPnanoporePgenomeP
sequencingggPNaturegBiotechnologyeP2022eP 44.5 4

112 TowardsPaccuratePandPreliablePresolutionPofPstructuralPvariantsPforPclinicalPdiagnosisggPGenomeg
BiologyeP2022ePklePoq 18.3 1

111 zPcompletePreferencePgenomePimprovesPanalysisPofPhumanPgeneticPvariationggPScienceeP2022ePlpoePeabllnll33.3 12

110 ThePcompletePsequencePofPaPhumanPgenomeggPScienceeP2022ePlpoePmmfnl 33.3 107

109 PrecisionFDzPTruthPChallengePVksPCallingPvariantsPfromPshortPandPlongPreadsPinPdifficultftofmapP
regionsgPCellgGenomicseP2022ePkePjiijkr 4

108  enchmarkingPchallengingPsmallPvariantsPwithPlinkedPandPlongPreadsgPCellgGenomicseP2022ePkePjiijkq 2

107 zn´ international´ virtual´ hackathonPto´ build´ toolsPforPthe´ analysisPof´ structural´ variantsP
within´ species´ rangingPfrom´ coronavirusesPto´ vertebratesgPF1000ResearcheP2021ePjiePkmo 3.6 2

106
ShotgunPtranscriptomeePspatialPomicsePandPisothermalPprofilingPofPSzRSfCoVfkPinfectionPrevealsP
uniquePhostPresponsesePviralPdiversificationePandPdrugPinteractionsgPNaturegCommunicationseP2021eP
jkePjooi

17.4 60

105 muCNVsPGenotypingPStructuralPVariantsPforPPopulationflevelPSequencinggPBioinformaticseP2021eP 7.2 1

104 OptimizedPsamplePselectionPforPcostfefficientPlongfreadPpopulationPsequencinggPGenomegResearcheP
2021ePljePrjifrjq 9.7 2
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103 IntronicPHaplotypesPinPthePG zPGenePDoPNotPPredictPzgePatPDiagnosisPofPParkinsonYsPDiseasegP
MovementgDisorderseP2021ePloePjmnofjmoi 7 2

102 InvestigationPofPproductfderivedPlymphomaPfollowingPinfusionPofPpiggy acfmodifiedPCDjrPchimericP
antigenPreceptorPTPcellsgPBloodeP2021ePjlqePjlrjfjmin 2.2 26

101 TowardsPpopulationfscalePlongfreadPsequencinggPNaturegReviewsgGeneticseP2021ePkkePnpkfnqp 30.1 29

100 ChromosomefscaleePhaplotypefresolvedPassemblyPofPhumanPgenomesgPNaturegBiotechnologyeP2021eP
lrePlirfljk 44.5 44

99 SzRSfCoVfkPgenomicPdiversityPandPthePimplicationsPforPqRTfPCRPdiagnosticsPandPtransmissiongP
GenomegResearcheP2021ePljePolnfomm 9.7 20

98 OligonucleotidePcapturePsequencingPofPthePSzRSfCoVfkPgenomePandPsubgenomicPfragmentsPfromP
COVIDfjrPindividualsgPPLoSgONEeP2021ePjoePeikmmmoq 3.7 8

97 VulcansPImprovedPlongfreadPmappingPandPstructuralPvariantPcallingPviaPdualfmodePalignmentgP
GigaScienceeP2021ePjieP 7.6 1

96 HighPresolutionPcopyPnumberPinferencePinPcancerPusingPshortfmoleculePnanoporePsequencinggP
NucleicgAcidsgResearcheP2021ePmrePejkm 20.1 1

95 RescuingPLowPFrequencyPVariantsPwithinPIntrafHostPViralPPopulationsPdirectlyPfromPOxfordP
NanoporePsequencingPdataP2021eP 3

94 PerformancePassessmentPofPDNzPsequencingPplatformsPinPthePz RFPNextfGenerationPSequencingP
StudygPNaturegBiotechnologyeP2021ePlrePjjkrfjjmi 44.5 10

93 PRINCESSsPcomprehensivePdetectionPofPhaplotypePresolvedPSNVsePSVsePandPmethylationgPGenomeg
BiologyeP2021ePkkePkoq 18.3 0

92 zn´ international´ virtual´ hackathonPto´ build´ toolsPforPthe´ analysisPof´ structural´ variantsP
within´ species´ rangingPfrom´ coronavirusesPto´ vertebratesgPF1000ResearcheP2021ePjiePkmo 3.6 1

91 HiddenPbiasesPinPgermlinePstructuralPvariantPdetectionggPGenomegBiologyeP2021ePkkePlmp 18.3 3

90 NanoporePsequencingPandPthePShastaPtoolkitPenablePefficientPdePnovoPassemblyPofPelevenPhumanP
genomesgPNaturegBiotechnologyeP2020ePlqePjimmfjinl 44.5 143

89 zProbustPbenchmarkPforPdetectionPofPgermlinePlargePdeletionsPandPinsertionsgPNaturegBiotechnologyeP
2020ePlqePjlmpfjlnn 44.5 98

88 MajorPImpactsPofPWidespreadPStructuralPVariationPonPGenePExpressionPandPCropPImprovementPinP
TomatogPCelleP2020ePjqkePjmnfjojgekl 56.2 171

87 DiscoveryPandPpopulationPgenomicsPofPstructuralPvariationPinPaPsongbirdPgenusgPNatureg
CommunicationseP2020ePjjePlmil 17.4 27

86 TargetedPnanoporePsequencingPwithPCasrfguidedPadapterPligationgPNaturegBiotechnologyeP2020ePlqePmllfmlq44.5 113

(2020-2021)
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85 ParliamentksPzccuratePstructuralPvariantPcallingPatPscalegPGigaScienceeP2020ePreP 7.6 17

84 ShotgunPTranscriptomePandPIsothermalPProfilingPofPSzRSfCoVfkPInfectionPRevealsPUniquePHostP
ResponsesePViralPDiversificationePandPDrugPInteractionsP2020eP 51

83 HiddenPgenomicPdiversityPofPSzRSfCoVfksPimplicationsPforPqRTfPCRPdiagnosticsPandPtransmissionP
2020eP 13

82 OligonucleotidePcapturePsequencingPofPthePSzRSfCoVfkPgenomePandPsubgenomicPfragmentsPfromP
COVIDfjrPindividualsP2020eP 8

81 OligonucleotidePCapturePSequencingPofPthePSzRSfCoVfkPGenomePandPSubgenomicPFragmentsPfromP
COVIDfjrPIndividualsP2020eP 7

80 SimultaneousPprofilingPofPchromatinPaccessibilityPandPmethylationPonPhumanPcellPlinesPwithP
nanoporePsequencinggPNaturegMethodseP2020ePjpePjjrjfjjrr 21.6 40

79 ComplexPmosaicPstructuralPvariationsPinPhumanPfetalPbrainsgPGenomegResearcheP2020ePliePjornfjpim 9.7 9

78 ComprehensivePanalysisPofPstructuralPvariantsPinPbreastPcancerPgenomesPusingPsinglefmoleculeP
sequencinggPGenomegResearcheP2020ePliePjknqfjkpl 9.7 25

77 zPdiploidPassemblyfbasedPbenchmarkPforPvariantsPinPthePmajorPhistocompatibilityPcomplexgPNatureg
CommunicationseP2020ePjjePmprm 17.4 22

76 PhaseMEsPzutomaticPrapidPassessmentPofPphasingPqualityPandPphasingPimprovementgPGigaScienceeP
2020ePreP 7.6 5

75 PotentialPapplicationsPofPnanoporePsequencingPforPforensicPanalysisgPForensicgSciencegRevieweP2020eP
lkePklfnm 1.5 0

74 EvaluationPofPcomputationalPgenotypingPofPstructuralPvariationPforPclinicalPdiagnosesgPGigaScienceeP
2019ePqeP 7.6 18

73 zncestralPzdmixturePIsPthePMainPDeterminantPofPGlobalP iodiversityPinPFissionPYeastgPMolecularg
BiologygandgEvolutioneP2019ePloePjrpnfjrqr 8.3 29

72 DuplicationPofPaPdomesticationPlocusPneutralizedPaPcrypticPvariantPthatPcausedPaPbreedingPbarrierPinP
tomatogPNaturegPlantseP2019ePnePmpjfmpr 11.5 35

71 ztlasfCNVsPaPvalidatedPapproachPtoPcallPsinglefexonPCNVsPinPthePeMERGESeqPgenePpanelgPGeneticsging
MedicineeP2019ePkjePkjlnfkjmm 8.1 13

70 zccuratePcircularPconsensusPlongfreadPsequencingPimprovesPvariantPdetectionPandPassemblyPofPaP
humanPgenomegPNaturegBiotechnologyeP2019ePlpePjjnnfjjok 44.5 427

69 zPGenocentricPzpproachPtoPDiscoveryPofPMendelianPDisordersgPAmericangJournalgofgHumangGeneticseP
2019ePjinePrpmfrqo 11 18

68 RaGOOsPfastPandPaccuratePreferencefguidedPscaffoldingPofPdraftPgenomesgPGenomegBiologyeP2019eP
kiePkkm 18.3 173
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67 zPstrategyPforPbuildingPandPusingPaPhumanPreferencePpangenomegPF1000ResearcheP2019ePqePjpnj 3.6 8

66 CombinedPtranscriptomePandPproteomePprofilingPrevealsPspecificPmolecularPbrainPsignaturesPforP
sexePmaturationPandPcircalunarPclockPphasegPELifeeP2019ePqeP 8.9 26

65 MegabasePLengthPHypermutationPzccompaniesPHumanPStructuralPVariationPatPjppjjgkgPCelleP2019eP
jpoePjljifjlkmgeji 56.2 34

64 zPmultiftaskPconvolutionalPdeepPneuralPnetworkPforPvariantPcallingPinPsinglePmoleculePsequencinggP
NaturegCommunicationseP2019ePjiePrrq 17.4 63

63 ParagraphsPaPgraphfbasedPstructuralPvariantPgenotyperPforPshortfreadPsequencePdatagPGenomeg
BiologyeP2019ePkiePkrj 18.3 55

62 zpproachesPtoPWholePMitochondrialPGenomePSequencingPonPthePOxfordPNanoporePMinIONgPCurrentg
ProtocolsgingHumangGeneticseP2019ePjimePerm 3.2 4

61 StructuralPvariantPcallingsPthePlongPandPthePshortPofPitgPGenomegBiologyeP2019ePkiePkmo 18.3 141

60 EvaluationPofPthePdetectionPofPG zPmissensePmutationsPandPotherPvariantsPusingPthePOxfordP
NanoporePMinIONgPMoleculargGeneticsgoamp;gGenomicgMedicineeP2019ePpePenom 2.3 35

59 GenomefwidePpatternsPofPtransposonPproliferationPinPanPevolutionaryPyoungPhybridPfishgPMolecularg
EcologyeP2019ePkqePjmrjfjnin 5.7 11

58 zPstrategyPforPbuildingPandPusingPaPhumanPreferencePpangenomegPF1000ResearcheP2019ePqePjpnj 3.6 2

57 zccuratePdetectionPofPcomplexPstructuralPvariationsPusingPsinglefmoleculePsequencinggPNatureg
MethodseP2018ePjnePmojfmoq 21.6 585

56 PiercingPthePdarkPmattersPbioinformaticsPofPlongfrangePsequencingPandPmappinggPNaturegReviewsg
GeneticseP2018ePjrePlkrflmo 30.1 250

55 ComplexPrearrangementsPandPoncogenePamplificationsPrevealedPbyPlongfreadPDNzPandPRNzP
sequencingPofPaPbreastPcancerPcellPlinegPGenomegResearcheP2018ePkqePjjkofjjln 9.7 74

54 TransientPstructuralPvariationsPhavePstrongPeffectsPonPquantitativePtraitsPandPreproductivePisolationP
inPfissionPyeastgPNaturegCommunicationseP2017ePqePjmioj 17.4 212

53 GenomeScopesPfastPreferenceffreePgenomePprofilingPfromPshortPreadsgPBioinformaticseP2017ePllePkkikfkkim7.2 540

52 CopyPnumberPincreasesPofPtransposablePelementsPandPproteinfcodingPgenesPinPanPinvasivePfishPofP
hybridPorigingPMoleculargEcologyeP2017ePkoePmpjkfmpkm 5.7 17

51 LRSimsPzPLinkedfReadsPSimulatorPGeneratingPInsightsPforP etterPGenomePPartitioninggP
ComputationalgandgStructuralgBiotechnologygJournaleP2017ePjnePmpqfmqm 6.8 20

50 DangerTracksPzPscoringPsystemPtoPdetectPdifficultftofassessPregionsgPF1000ResearcheP2017ePoePmml 3.6 6

(2017-2019)
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49 ToolsPforPannotationPandPcomparisonPofPstructuralPvariationgPF1000ResearcheP2017ePoePjprn 3.6 11

48 ThePgenomicPbasisPofPcircadianPandPcircalunarPtimingPadaptationsPinPaPmidgegPNatureeP2016ePnmiePorfpl 50.4 64

47 PhasedPdiploidPgenomePassemblyPwithPsinglefmoleculePrealftimePsequencinggPNaturegMethodseP2016eP
jlePjinifjinm 21.6 1015

46 ChromosomalfLevelPzssemblyPofPthePzsianPSeabassPGenomePUsingPLongPSequencePReadsPandP
MultiflayeredPScaffoldinggPPLoSgGeneticseP2016ePjkePejiinrnm 6 77

45 ThePpineapplePgenomePandPthePevolutionPofPCzMPphotosynthesisgPNaturegGeneticseP2015ePmpePjmlnfmk 36.3 309

44 EctodysplasinPsignallingPgenesPandPphenotypicPevolutionPinPsculpinsPaCottusbgPProceedingsgofgtheg
RoyalgSocietygB:gBiologicalgScienceseP2015ePkqkeP 4.4 5

43 ThePCandidaPalbicansPHistonePzcetyltransferasePHatjPRegulatesPStressPResistancePandPVirulencePviaP
DistinctPChromatinPzssemblyPPathwaysgPPLoSgPathogenseP2015ePjjePejiinkjq 7.6 33

42 DecreasedPexpressionPofPendogenousPfelinePleukemiaPvirusPinPcatPlymphomassPaPcasePcontrolPstudygP
BMCgVeterinarygResearcheP2015ePjjePri 2.7 3

41 TeasersPIndividualizedPbenchmarkingPandPoptimizationPofPreadPmappingPresultsPforPNGSPdatagP
GenomegBiologyeP2015ePjoePkln 18.3 21

40 zDzRkPinducesPreproduciblePchangesPinPsequencePandPabundancePofPmaturePmicroRNzsPinPtheP
mousePbraingPNucleicgAcidsgResearcheP2014ePmkePjkjnnfoq 20.1 38

39 NextGenMapsPfastPandPaccuratePreadPmappingPinPhighlyPpolymorphicPgenomesgPBioinformaticseP2013eP
krePkprifj 7.2 246

38  enefitfoffdoubtPa ODbPscoringsPaPsequencingfbasedPmethodPforPSNPPcandidatePassessmentPfromP
highPtoPmediumPreadPnumberPdataPsetsgPGenomicseP2013ePjijePkimfr 4.3

37 UpdatingPbenchtopPsequencingPperformancePcomparisongPNaturegBiotechnologyeP2013ePljePkrmfo 44.5 255

36 zdenosinePdeaminasesPthatPactPonPRNzPinducePreproduciblePchangesPinPabundancePandPsequencePofP
embryonicPmiRNzsgPGenomegResearcheP2012ePkkePjmoqfpo 9.7 71

35 zdvancedPmethylomePanalysisPafterPbisulfitePdeepPsequencingsPanPexamplePinPzrabidopsisgPPLoSg
ONEeP2012ePpePemjnkq 3.7 17

34 MethodsPdevelopedPduringPthePfirstPNationalPCenterPforP iotechnologyPInformationPStructuralP
VariationPCodeathonPatP aylorPCollegePofPMedicinegPF1000ResearcherePjjmj 3.6

33 ThePpopulationPgenomicsPofPstructuralPvariationPinPaPsongbirdPgenus 2

32 TransientPstructuralPvariationsPhavePstrongPeffectsPonPquantitativePtraitsPandPreproductivePisolationP
inPfissionPyeast 1
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31 PhasedPDiploidPGenomePzssemblyPwithPSinglePMoleculePRealfTimePSequencing 16

30 GenomeScopesPFastPreferenceffreePgenomePprofilingPfromPshortPreads 5

29 SplitThreadersPExplorationPandPanalysisPofPrearrangementsPinPcancerPgenomes 8

28 LRSimsPaPLinkedPReadsPSimulatorPgeneratingPinsightsPforPbetterPgenomePpartitioning 1

27 zccuratePdetectionPofPcomplexPstructuralPvariationsPusingPsinglePmoleculePsequencing 33

26 ComplexPrearrangementsPandPoncogenePamplificationsPrevealedPbyPlongfreadPDNzPandPRNzP
sequencingPofPaPbreastPcancerPcellPline 6

25 MultifPlatformPzssessmentPofPDNzPSequencingPPerformancePusingPHumanPandP acterialPReferenceP
GenomesPinPthePz RFPNextfGenerationPSequencingPStudy 1

24  enchmarkingPchallengingPsmallPvariantsPwithPlinkedPandPlongPreads 26

23 SVCollectorsPOptimizedPsamplePselectionPforPcostfefficientPlongfreadPpopulationPsequencing 2

22 precisionFDzPTruthPChallengePVksPCallingPvariantsPfromPshortfPandPlongfreadsPinPdifficultftofmapPregions 25

21 DetectionPofPG zPmissensePmutationsPandPotherPvariantsPusingPthePOxfordPNanoporePMinION 2

20 xztlassPScalablePsmallPvariantPcallingPacrossPheterogeneousPnextfgenerationPsequencingPexperiments 15

19 ClairvoyantesPaPmultiftaskPconvolutionalPdeepPneuralPnetworkPforPvariantPcallingPinPSinglePMoleculePSequencing 11

18 SVCollectorsPOptimizedPsamplePselectionPforPvalidatingPandPlongfreadPresequencingPofPstructuralPvariants 4

17 ParliamentksPFastPStructuralPVariantPCallingPUsingPOptimizedPCombinationsPofPCallers 12

16 SimultaneousPprofilingPofPchromatinPaccessibilityPandPmethylationPonPhumanPcellPlinesPwithP
nanoporePsequencing 15

15 HighlyfaccuratePlongfreadPsequencingPimprovesPvariantPdetectionPandPassemblyPofPaPhumanPgenome 29

14 FastPandPaccuratePreferencefguidedPscaffoldingPofPdraftPgenomes 15
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13 TargetedPNanoporePSequencingPwithPCasrPforPstudiesPofPmethylationePstructuralPvariantsePandPmutations 26

12 ParagraphsPzPgraphfbasedPstructuralPvariantPgenotyperPforPshortfreadPsequencePdata 8

11 zProbustPbenchmarkPforPgermlinePstructuralPvariantPdetection 34

10 EfficientPdePnovoPassemblyPofPelevenPhumanPgenomesPusingPPromethIONPsequencingPandPaPnovelP
nanoporePtoolkit 29

9 zccuratePchromosomefscalePhaplotypefresolvedPassemblyPofPhumanPgenomes 18

8 ComprehensivePanalysisPofPstructuralPvariantsPinPbreastPcancerPgenomesPusingPsinglePmoleculePsequencing 3

7 ThePcompletePsequencePofPaPhumanPgenome 58

6 TowardsPaPComprehensivePVariationP enchmarkPforPChallengingPMedicallyfRelevantPzutosomalPGenes 8

5 zPcompletePreferencePgenomePimprovesPanalysisPofPhumanPgeneticPvariation 9

4 ConstructionPofPaPnewPchromosomefscaleePlongfreadPreferencePgenomePassemblyPofPthePSyrianP
hamsterePMesocricetusPauratus 1

3 TruvarisPRefinedPStructuralPVariantPComparisonPPreservesPzllelicPDiversity 1

2 WholePgenomePsequencingPidentifiesPcommonPandPrarePstructuralPvariantsPcontributingPtoP
hematologicPtraitsPinPthePNHL IPTOPMedPprogram 1

1 ThePthirdPinternationalPhackathonPforPapplyingPinsightsPintoPlargefscalePgenomicPcompositionPtoPuseP
casesPinPaPwidePrangePofPorganismsgPF1000ResearchejjePnli 3.6
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