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A genome-scale proteomic screen identifies a role for DnaK in chaperoning of polar
autotransporters in Shigella. Journal of Bacteriology, 2009, 191, 6300-11

Identification of human apolipoprotein E variant gene: apolipoprotein E7
52 (Glu244,245-—Lys244,245). Journal of Biochemistry, 1989, 105, 51-4 3> 23

Nucleotide sequence of the tolC gene of Escherichia coli. Nucleic Acids Research, 1990, 18, 5547

Null mutation of the dam or seqA gene suppresses temperature-sensitive lethality but not

50 hypersensitivity to novobiocin of muk null mutants. Journal of Bacteriology, 2000, 182, 5898-901 35 22

The structure of the PanD/PanZ protein complex reveals negative feedback regulation of
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