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244 xaplotypeLmappingLuncoversLunexploredLvariationLinLwildLandLdomesticatedLsoybeanLatLtheLmajorL
proteinLlocusLcqProtY]]cZZLTheoreticalfandfAppliedfGeneticsXL2022XLaceXLaddc 6 1

243 wenomeLqnalysisLofLtheLrroadLxostLRangeLγecrotrophLxighlightsLwenesLqssociatedLWithL
VirulenceZZLFrontiersfinfPlantfScienceXL2022XLacXLhaaaeb 6.2

242 uxpandingLweneYuditingLPotentialLinLsropLymprovementLwithLPangenomesZZLInternationalfJournalfoff
MolecularfSciencesXL2022XLbcXL 6.3 1

241 rrassicaLnapusLgenesLRlmdLandLRlmgXLconferringLresistanceLtoL™eptosphaeriaLmaculansXLareLallelesL
ofLtheLRlmiLwallYassociatedLkinaseYlikeLresistanceLlocusZZLPlantfBiotechnologyfJournalXL2022XL 11.6 2

240 ×achineLlearningLmodelsLoutperformLdeepLlearningLmodelsXLprovideLinterpretationLandLfacilitateL
featureLselectionLforLsoybeanLtraitLpredictionZZLBMCfPlantfBiologyXL2022XLbbXLah] 5.3 0

239 SystematicLtraitLdissectionLinLoilseedLrapeLprovidesLaLcomprehensiveLviewXLfurtherLinsightXLandL
exactLroadmapLforLyieldLdeterminationZL2022XLaeXLch 0

238 ×olecularL×arkersLforLydentifyingLResistanceLwenesLinLrrassicaLnapusZLAgronomyXL2022XLabXLihe 3.6 1

237 qlleleLsegregationLanalysisLofLvLhybridsLbetweenLindependentLrrassicaLallohexaploidLlineagesZZL
ChromosomaXL2022XLa 2.8 1

236 qdvancingLdesignerLcropsLforLclimateLresilienceLthroughLanLintegratedLgenomicsLapproachZZLCurrentf
OpinionfinfPlantfBiologyXL2022XLfgXLa]bbb] 9.9 0

235 ×iningLofLslonedLtiseaseLResistanceLweneLxomologsLTstRxsULinLrrassicaLSpeciesLandLqrabidopsisL
thalianaZLBiologyXL2022XLaaXLhba 4.9 0

234 tevelopmentLofLmonoclonalLantibodiesLagainstLPerkinsusLolseniLusingLwholeLcellsZLAquaculturef
ReportsXL2022XLbdXLa]aagi 2.3

233
QuantitativeLTraitL™ocusL×appingLofLResistanceLtoLTurnipLYellowsLVirusLinLandLandLyntrogressionLofL
TheseLResistancesLbyLResynthesisLyntoLqllotetraploidLPlantsLforLteploymentLinLZZLFrontiersfinfPlantf
ScienceXL2021XLabXLghache

6.2 2

232 vormulationLandLefficacyLtestingLofLbioYorganicLfertilizerLproducedLthroughLsolidYstateL
fermentationLofLagroYwasteLbyLrurkholderiaLcenocepaciaZLChemosphereXL2021XLacbgfb 8.4 0

231 StableXLfertileLlinesLproducedLbyLhybridizationLbetweenLallotetraploidsLrrassicaLjunceaLTqqrrULandL
rrassicaLcarinataLTrrssULhaveLmergedLtheLqLandLsLgenomesZLNewfPhytologistXL2021XLbc]XLabdbYabeg 9.8 3

230
sandidateLRlmfLresistanceLgenesLagainstL™eptosphaeriaZLmaculansLidentifiedLthroughLaL
genomeYwideLassociationLstudyLinLrrassicaLjunceaLT™ZULszernZLTheoreticalfandfAppliedfGeneticsXL2021XL
acdXLb]ceYb]e]

6 4

229 sropLbreedingLforLaLchangingLclimatejLintegratingLphenomicsLandLgenomicsLwithLbioinformaticsZL
TheoreticalfandfAppliedfGeneticsXL2021XLacdXLafggYafi] 6 10

228 TheLweneXLaLγewLPlayerLofLYLynteractionL×apsLonLshromosomeLs]cLinLsanolaZLFrontiersfinfPlantf
ScienceXL2021XLabXLfedf]d 6.2 3
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227 StudyingLtheLweneticLtiversityLofLYamLreanLUsingLaLγewLtraftLwenomeLqssemblyZLAgronomyXL2021XL
aaXLiec 3.6 1

226 SequencingLtheLUStqLcoreLsoybeanLcollectionLrevealsLgeneLlossLduringLdomesticationLandL
breedingZLPlantfGenomeXL2021XLeb]a]i 4.4 11

225 wenotypeYunvironmentLmismatchLofLkelpLforestsLunderLclimateLchangeZLMolecularfEcologyXL2021XL
c]XLcgc]Ycgdf 5.7 7

224 StatusLandLadvancesLinLminingLforLblacklegLT™eptosphaeriaLmaculansULquantitativeLresistanceLTQRUL
inLoilseedLrapeLTrrassicaLnapusUZLTheoreticalfandfAppliedfGeneticsXL2021XLacdXLcabcYcade 6 1

223 teLγovoLSγPLtiscoveryLandLwenotypingLofLyranianLPimpinellaLSpeciesLUsingLddRqtLSequencingZL
AgronomyXL2021XLaaXLacdb 3.6 1

222 TheLpangenomeLofLbananaLhighlightsLdifferencesLbetweenLgeneraLandLgenomesZLPlantfGenomeXL
2021XLeb]a]] 4.4 10

221 TheLapplicationLofLpangenomicsLandLmachineLlearningLinLgenomicLselectionLinLplantsZLPlantfGenomeXL
2021XLadXLeb]aab 4.4 4

220 somparisonLandLevolutionaryLanalysisLofLrrassicaLnucleotideLbindingLsiteLleucineLrichLrepeatLTγ™RUL
genesLandLimportanceLforLdiseaseLresistanceLbreedingZLPlantfGenomeXL2021XLadXLeb]]f] 4.4 2

219 ×olecularLcharacterizationLofLdiseaseLresistanceLinLrrassicaLjunceaLâ��LTheLcurrentLstatusLandLtheLwayL
forwardZLPlantfPathologyXL2021XLg]XLacYcd 2.8 10

218 ymmunoassaysLandLdiagnosticLantibodiesLforLPerkinsusLsppZLpathogensLofLmarineLmolluscsZLDiseasesf
offAquaticfOrganismsXL2021XLadgXLacYbc 1.7 1

217 wenomicsLqrmedLWithLtiversityL™eadsLtheLWayLinLymprovementLinLaLshangingLwlobalLunvironmentZL
FrontiersfinfGeneticsXL2021XLabXLf]]ghi 4.5 8

216 ×odelingLfirstLorderLadditiveLˆ�LadditiveLepistasisLimprovesLaccuracyLofLgenomicLpredictionLforL
sclerotiniaLstemLrotLresistanceLinLcanolaZLPlantfGenomeXL2021XLadXLeb]]hh 4.4 5

215 surrentLstatusLofLstructuralLvariationLstudiesLinLplantsZLPlantfBiotechnologyfJournalXL2021XLaiXLbaecYbafc11.6 7

214 traftLwenomeLqssemblyLandLTranscriptomeLtatasetLforLuuropeanLTurnipLTL™ZLsspZLUXLustdLsarryingL
slubrootLResistanceZLFrontiersfinfGeneticsXL2021XLabXLfeabih 4.5 2

213 qmborellaLgeneLpresence[absenceLvariationLisLassociatedLwithLabioticLstressLresponsesLthatLmayL
contributeLtoLenvironmentalLadaptationZLNewfPhytologistXL2021XL 9.8 3

212 QT™LweneticL×appingLStudyLforLTraitsLqffectingL×ealLQualityLinLWinterLOilseedLRapeLTL™ZUZLGenesXL
2021XLabXL 4.2 4

211 ×odellingLofLgeneLlossLpropensityLinLtheLpangenomesLofLthreeLrrassicaLspeciesLsuggestsLdifferentL
mechanismsLbetweenLpolyploidsLandLdiploidsZLPlantfBiotechnologyfJournalXL2021XLaiXLbdhhYbe]] 11.6 7

210 tetectionLofLupistasisLforLSeedLandLSomeLPhytochemicalLTraitsLinLsorianderLunderLtifferentL
yrrigationLRegimesZLAgronomyXL2021XLaaXLahia 3.6 0

(2021-2021)
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209 PangenomicsLinLcropLimprovementYfromLcodingLstructuralLvariationsLtoLfindingLregulatoryLvariantsL
withLpangenomeLgraphsZZLPlantfGenomeXL2021XLeb]agg 4.4 2

208 taisychainjLSearchLandLynteractiveLVisualisationLofLxomologsLinLwenomeLqssembliesZLAgronomyXL
2021XLaaXLbehg 3.6

207 TargetedL–nockoutLofLxomologuesLforLYellowYSeededLwithLReducedLvlavonoidsLandLymprovedL
vattyLqcidLsompositionZLJournalfoffAgriculturalfandfFoodfChemistryXL2020XLfhXLefgfYefi] 5.7 10

206
Virulence[avirulenceLpatternsLamongL™eptosphaeriaLmaculansLisolatesLdeterminesLexpressionLofL
resistanceXLsenescenceLandLyellowingLinLcotyledonsLofLrrassicaLnapusZLEuropeanfJournalfoffPlantf
PathologyXL2020XLaefXLa]ggYa]hi

2.1 0

205 wenomeYWideLqnalysisLofLtheL™ateralLOrganLroundariesLtomainLweneLvamilyLinLrrassicaLγapusZL
GenesXL2020XLaaXL 4.2 7

204 TraitLassociationsLinLtheLpangenomeLofLpigeonLpeaLTsajanusLcajanUZLPlantfBiotechnologyfJournalXL
2020XLahXLaidfYaied 11.6 36

203 uxploringLtheLapplicationLofLwildLspeciesLforLcropLimprovementLinLaLchangingLclimateZLCurrentf
OpinionfinfPlantfBiologyXL2020XLefXLbahYbbb 9.9 17

202 wenomeYWideLydentificationLandLuvolutionLofLReceptorY™ikeL–inasesLTR™–sULandLReceptorLlikeL
ProteinsLTR™PsULinZLBiologyXL2020XLa]XL 4.9 9

201 RecentLvindingsLUnravelLwenesLandLweneticLvactorsLUnderlyingLResistanceLinLandLytsLRelativesZL
InternationalfJournalfoffMolecularfSciencesXL2020XLbbXL 6.3 2

200 TheLimportanceLofLplantLpanYgenomesLinLbreedingZL2020XLbgYcb 4

199 ydentificationLandLQT™LmappingLofLresistanceLtoLTurnipLyellowsLvirusLTTuYVULinLoilseedLrapeXL
rrassicaLnapusZLTheoreticalfandfAppliedfGeneticsXL2020XLaccXLchcYcic 6 11

198 vertileLallohexaploidLrrassicaLhybridsLobtainedLfromLcrossesLbetweenLrZLoleraceaLandLrZLjunceaLviaL
ovuleLrescueLandLcolchicineLtreatmentLofLcuttingsZLPlantfCellsfTissuefandfOrganfCultureXL2020XLad]XLc]aYcac2.7 5

197 sharacterizationLofLdiseaseLresistanceLgenesLinLtheLrrassicaLnapusLpangenomeLrevealsLsignificantL
structuralLvariationZLPlantfBiotechnologyfJournalXL2020XLahXLifiYihb 11.6 41

196 PangenomicsLsomesLofLqgejLvromLracteriaLtoLPlantLandLqnimalLqpplicationsZLTrendsfinfGeneticsXL
2020XLcfXLacbYade 8.5 57

195 ynducedL×ethylationLinLPlantsLasLaLsropLymprovementLTooljLProgressLandLPerspectivesZLAgronomyXL
2020XLa]XLadhd 3.6 11

194 TheLUseLofLweneticLandLweneLTechnologiesLinLShapingL×odernLRapeseedLsultivarsLTL™ZUZLGenesXL2020XL
aaXL 4.2 3

193 PlantLpanYgenomesLareLtheLnewLreferenceZLNaturefPlantsXL2020XLfXLiadYib] 11.5 129

192 vrontiersLinLtissectingLandL×anagingLtiseasesjLvromLReferenceYrasedLRwqLsandidateL
ydentificationLtoLruildingLPanYRwqomesZLInternationalfJournalfoffMolecularfSciencesXL2020XLbaXL 6.3 6
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191 wenomeYwideLidentificationLandLcomparativeLanalysisLofLresistanceLgenesLinLrrassicaLjunceaZL
MolecularfBreedingXL2020XLd]XLa 3.4 10

190 ResistanceLweneLqnalogsLinLtheLrrassicaceaejLydentificationXLsharacterizationXLtistributionXLandL
uvolutionZLPlantfPhysiologyXL2020XLahdXLi]iYibb 6.6 15

189 UnderstandingLxostYPathogenLynteractionsLinLinLtheLOmicsLuraZLPlantsXL2020XLiXL 4.5 12

188 uffectLofL™eptosphaeriaLmaculansLynfectionLonLPromoterLtγqL×ethylationLofLtefenceLwenesLinL
rrassicaLnapusZLAgronomyXL2020XLa]XLa]gb 3.6 4

187 ™inkageLmappingLandLQT™LanalysisLofLfloweringLtimeLusingLddRqtLsequencingLwithLgenotypeLerrorL
correctionLinLrrassicaLnapusZLBMCfPlantfBiologyXL2020XLb]XLedf 5.3 3

186 wenomeYWideL×iningLofLtiseaseLResistanceLweneLqnalogsLUsingLsonservedLtomainsZLMethodsfinf
MolecularfBiologyXL2020XLba]gXLcfeYcge 1.4 1

185 wenotypingLforLSpeciesLydentificationLandLtiversityLqssessmentLUsingLtoubleYtigestLRestrictionL
SiteYqssociatedLtγqLSequencingLTddRqtYSeqUZLMethodsfinfMolecularfBiologyXL2020XLba]gXLaeiYahg 1.4 2

184 WholeLwenomeLtiversityXLPopulationLStructureXLandL™inkageLtisequilibriumLqnalysisLofLshickpeaLTL
™ZULwenotypesLUsingLwenomeYWideLtqrTseqYrasedLSγPL×arkersZLGenesXL2019XLa]XL 4.2 11

183 qLreferenceLgenomeLforLpeaLprovidesLinsightLintoLlegumeLgenomeLevolutionZLNaturefGeneticsXL2019XL
eaXLadaaYadbb 36.3 157

182 upigeneticsjLPotentialsLandLshallengesLinLsropLrreedingZLMolecularfPlantXL2019XLabXLac]iYacaa 14.4 23

181 UsingLwenomicsLtoLqdaptLsropsLtoLslimateLshangeL2019XLiaYa]i 2

180
virstLreportLofLgenomeLsizeLandLploidyLofLtheLunderutilizedLleguminousLtuberLcropLYamLreanL
TPachyrhizusLerosusLandLPZLtuberosusULbyLflowLcytometryZLPlantfGeneticfResources:fCharacterisationf
andfUtilisationXL2019XLagXLdefYdei

1 8

179 TranscriptomicLcomparisonLbetweenLdevelopingLseedsLofLyellowYLandLblackYseededLrrassicaLnapusL
revealsLthatLgenesLinfluenceLseedLqualityZLBMCfPlantfBiologyXL2019XLaiXLb]c 5.3 17

178 qssessingLVariationsLinLxostLResistanceLtoLfLspZLRaceLdLinLSpeciesXLWithLaLvocusLonLtheLSubtropicalL
RaceLdZLFrontiersfinfMicrobiologyXL2019XLa]XLa]fb 5.7 11

177 ynheritedLallelicLvariantsLandLnovelLkaryotypeLchangesLinfluenceLfertilityLandLgenomeLstabilityLinL
rrassicaLallohexaploidsZLNewfPhytologistXL2019XLbbcXLifeYigh 9.8 20

176 WildLOriginsLofL×acadamiaLtomesticationLydentifiedLThroughLyntraspecificLshloroplastLwenomeL
SequencingZLFrontiersfinfPlantfScienceXL2019XLa]XLccd 6.2 31

175 NtoubledYhaploidNLallohexaploidLrrassicaLlinesLloseLfertilityLandLviabilityLandLaccumulateLgeneticL
variationLdueLtoLgenomicLinstabilityZLChromosomaXL2019XLabhXLebaYecb 2.8 5

174 sonstructionLandLcomparisonLofLthreeLreferenceYqualityLgenomeLassembliesLforLsoybeanZLPlantf
JournalXL2019XLa]]XLa]ffYa]hb 6.9 32

(2019-2020)

5



173 tγqL×ethylationjLTowardLsropLtiseaseLResistanceLymprovementZLTrendsfinfPlantfScienceXL2019XLbdXLaacgYaae]13.1 34

172 yntegrationLofLmetabolomeLandLtranscriptomeLrevealsLflavonoidLaccumulationLinLtheLintergenericL
hybridLbetweenLrrassicaLrapaLandLRaphanusLsativusZLScientificfReportsXL2019XLiXLahcfh 4.9 13

171 VariationLinLabundanceLofLpredictedLresistanceLgenesLinLtheLrrassicaLoleraceaLpangenomeZLPlantf
BiotechnologyfJournalXL2019XLagXLghiYh]] 11.6 60

170 RegulationLofLaLnovelLvusariumLcytokininLinLvusariumLpseudograminearumZLFungalfBiologyXL2019XL
abcXLbeeYbff 2.8 5

169 sropSγPdbjLaLdatabaseLofLSγPLarrayLdataLforLrrassicaLcropsLandLhexaploidLbreadLwheatZLPlantf
JournalXL2019XLihXLadbYaeb 6.9 16

168 qLdifferentialLkYmerLanalysisLpipelineLforLcomparingLRγqYSeqLtranscriptomeLandL
metaYtranscriptomeLdatasetsLwithoutLaLreferenceZLFunctionalfandfIntegrativefGenomicsXL2019XLaiXLcfcYcga3.8 1

167 yntegratedLphysicalLmapLofLbreadLwheatLchromosomeLarmLgtSLtoLfacilitateLgeneLcloningLandL
comparativeLstudiesZLNewfBiotechnologyXL2019XLdhXLabYai 6.4 6

166 wenomeYwideLidentificationLandLcomparativeLanalysisLofLγrSY™RRLresistanceLgenesLinLrrassicaL
napusZLCropfandfPasturefScienceXL2018XLfiXLgb 2.2 37

165 RevolutionLinLwenotypingLPlatformsLforLsropLymprovementZLAdvancesfinfBiochemicalf
EngineeringvBiotechnologyXL2018XLafdXLcgYeb 1.7 8

164 SpeedLbreedingLisLaLpowerfulLtoolLtoLaccelerateLcropLresearchLandLbreedingZLNaturefPlantsXL2018XLdXLbcYbi11.5 448

163 wenomicLcomparisonLofLtwoLindependentLseagrassLlineagesLrevealsLhabitatYdrivenLconvergentL
evolutionZLJournalfoffExperimentalfBotanyXL2018XLfiXLcfhiYcg]b 7 9

162 ynvestigatingLtroughtLToleranceLinLshickpeaLUsingLwenomeYWideLqssociationL×appingLandL
wenomicLSelectionLrasedLonLWholeYwenomeLResequencingLtataZLFrontiersfinfPlantfScienceXL2018XLiXLai] 6.2 69

161 ShiftingLtheLlimitsLinLwheatLresearchLandLbreedingLusingLaLfullyLannotatedLreferenceLgenomeZL
ScienceXL2018XLcfaXL 33.3 1296

160 xomoeologousLexchangeLisLaLmajorLcauseLofLgeneLpresence[absenceLvariationLinLtheLamphidiploidL
rrassicaLnapusZLPlantfBiotechnologyfJournalXL2018XLafXLabfeYabgd 11.6 130

159 ynvestigationLofLtheLdiversityLofLeffectorLgenesLinLtheLbananaLpathogenXLvusariumLoxysporumLfZLspZL
cubenseXLrevealsLevidenceLofLhorizontalLgeneLtransferZLMolecularfPlantfPathologyXL2018XLaiXLaaeeYaaga 5.7 50

158 riasLinLresistanceLgeneLpredictionLdueLtoLrepeatLmaskingZLNaturefPlantsXL2018XLdXLgfbYgfe 11.5 30

157 ×olecularLbreedingLforLresistanceLtoLblackLrotL[XanthomonasLcampestrisLpvZLcampestrisLTPammelUL
towson]LinLrrassicasjLrecentLadvancesZLEuphyticaXL2018XLbadXLa 2.1 20

156 saseLStudyLforLTraitYRelatedLweneLuvolutionjLtiseaseLResistanceLwenesLinLrrassicaLnapusZL
CompendiumfoffPlantfGenomesXL2018XLbbcYbcb 0.8
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155 weneticLandL×olecularLRegulationLofLSeedLStorageLProteinsLTSSPsULtoLymproveLProteinLγutritionalL
ValueLofLOilseedLRapeLTULSeedsZLFrontiersfinfPlantfScienceXL2018XLiXLhi] 6.2 23

154 qgriculturalLselectionLandLpresenceâ��absenceLvariationLinLspringYtypeLcanolaLgermplasmZLCropfandf
PasturefScienceXL2018XLfiXLee 2.2 6

153 SegregationLforLfertilityLandLmeioticLstabilityLinLnovelLrrassicaLallohexaploidsZLTheoreticalfandf
AppliedfGeneticsXL2017XLac]XLgfgYggf 6 15

152 qLuserLguideLtoLtheLrrassicaLf]–LylluminaLynfiniumâ�¢LSγPLgenotypingLarrayZLTheoreticalfandfAppliedf
GeneticsXL2017XLac]XLfbaYfcc 6 56

151 TheLpangenomeLofLhexaploidLbreadLwheatZLPlantfJournalXL2017XLi]XLa]]gYa]ac 6.9 206

150 qnLadvancedLreferenceLgenomeLofLTrifoliumLsubterraneumL™ZLrevealsLgenesLrelatedLtoLagronomicL
performanceZLPlantfBiotechnologyfJournalXL2017XLaeXLa]cdYa]df 11.6 17

149 ymprovementsLinLwenomicLTechnologiesjLqpplicationLtoLsropLwenomicsZLTrendsfinfBiotechnologyXL
2017XLceXLedgYeeh 15.1 50

148 qssemblyLandLcomparisonLofLtwoLcloselyLrelatedLrrassicaLnapusLgenomesZLPlantfBiotechnologyf
JournalXL2017XLaeXLaf]bYafa] 11.6 103

147 RγqYSeqLandLmetabolicLfluxLanalysisLofLTetraselmisLspZL×hLduringLnitrogenLstarvationLrevealsLaL
twoYstageLlipidLaccumulationLmechanismZLBioresourcefTechnologyXL2017XLbddXLabhaYabic 11 22

146
wenoproteomicsYassistedLimprovementLofLqndrographisLpaniculatajLtowardLaLpromisingLmolecularL
andLconventionalLbreedingLplatformLforLautogamousLplantsLaffectingLtheLpharmaceuticalLindustryZL
CriticalfReviewsfinfBiotechnologyXL2017XLcgXLh]cYhaf

9.4 9

145 sopyLnumberLvariationLandLdiseaseLresistanceLinLplantsZLTheoreticalfandfAppliedfGeneticsXL2017XLac]XLbdgiYbdi]6 33

144 γeodiversificationLofLhomeologousLs™qVqTqaYlikeLreceptorLkinaseLgenesLinLsoybeanLleadsLtoL
distinctLdevelopmentalLoutcomesZLScientificfReportsXL2017XLgXLhhgh 4.9 10

143 TowardsLsRySPR[sasLcropsLYLbringingLtogetherLgenomicsLandLgenomeLeditingZLNewfPhytologistXL
2017XLbafXLfhbYfih 9.8 165

142 sytogeneticLandL×olecularLsharacterizationLofLrYwenomeLyntrogressionL™inesLofLrrassicaLnapusL™ZL
G3:fGenessfGenomessfGeneticsXL2017XLgXLggYhf 3.2 9

141 wenotypingYbyYsequencingLapproachesLtoLcharacterizeLcropLgenomesjLchoosingLtheLrightLtoolLforL
theLrightLapplicationZLPlantfBiotechnologyfJournalXL2017XLaeXLadiYafa 11.6 159

140
TheLlossLofLvernalizationLrequirementLinLnarrowYleafedLlupinLisLassociatedLwithLaLdeletionLinLtheL
promoterLandLdeYrepressedLexpressionLofLaLvloweringL™ocusLTLTvTULhomologueZLNewfPhytologistXL
2017XLbacXLbb]Ybcb

9.8 51

139 wenomeLqnalysisLydentifiedLγovelLsandidateLwenesLforLqscochytaLrlightLResistanceLinLshickpeaL
UsingLWholeLwenomeLReYsequencingLtataZLFrontiersfinfPlantfScienceXL2017XLhXLcei 6.2 29

138 surrentLStatusLandLshallengesLinLydentifyingLtiseaseLResistanceLwenesLinZLFrontiersfinfPlantfScienceXL
2017XLhXLaghh 6.2 53

(2017-2018)
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137 werminYlikeLproteinLbLgeneLpromoterLfromLriceLisLresponsiveLtoLfungalLpathogensLinLtransgenicL
potatoLplantsZLFunctionalfandfIntegrativefGenomicsXL2016XLafXLaiYbg 3.8 9

136 TheLwenomeLofLaLSouthernLxemisphereLSeagrassLSpeciesLTZosteraLmuelleriUZLPlantfPhysiologyXL2016XL
agbXLbgbYhc 6.6 41

135 TheLpangenomeLofLanLagronomicallyLimportantLcropLplantLrrassicaLoleraceaZLNaturef
CommunicationsXL2016XLgXLacci] 17.4 240

134 qnLefficientLapproachLtoLrqsLbasedLassemblyLofLcomplexLgenomesZLPlantfMethodsXL2016XLabXLb 5.8 10

133 TowardsLplantLpangenomicsZLPlantfBiotechnologyfJournalXL2016XLadXLa]iiYa]e 11.6 130

132
TheLvdbcLtranscriptionLfactorLofLtheLvusariumLtetoxificationLofLrenzoxazolinoneLgeneLclusterLisL
requiredLforL×rOqLbutLnotLrOqLdegradationLinLvusariumLpseudograminearumZLFungalfGeneticsfandf
BiologyXL2016XLhhXLddYec

3.9 6

131 TypeLrLxeterotrimericLwLProteinL˛‡YSubunitLRegulatesLquxinLandLqrqLSignalingLinLTomatoZLPlantf
PhysiologyXL2016XLag]XLaaagYcd 6.6 27

130 sentromereL™ocationsLinLrrassicaLqLandLsLwenomesLRevealedLThroughLxalfYTetradLqnalysisZL
GeneticsXL2016XLb]bXLeacYbc 4 23

129 wenomeYWideLqssociationLStudyLofLweneticLsontrolLofLSeedLvattyLqcidLriosynthesisLinZLFrontiersfinf
PlantfScienceXL2016XLgXLb]fb 6.2 38

128 wenomeYwideLqssociationLStudyLydentifiesLγewL™ociLforLResistanceLtoLinLsanolaZLFrontiersfinfPlantf
ScienceXL2016XLgXLaeac 6.2 41

127
qLhighYdensityLSγPLgenotypingLarrayLforLrrassicaLnapusLandLitsLancestralLdiploidLspeciesLbasedLonL
optimisedLselectionLofLsingleYlocusLmarkersLinLtheLallotetraploidLgenomeZLTheoreticalfandfAppliedf
GeneticsXL2016XLabiXLahhgYii

6 138

126 SγPLanalysisLof×acadamiaLintegrifoliachloroplastLgenomesLtoLdetermineLtheLgeneticLstructureLofL
wildLpopulationsZLActafHorticulturaeXL2016XLageYah] 0.3 1

125 sanLgenomicsLassistLtheLphenologicalLadaptationLofLcanolaLtoLnewLandLchangingLenvironmentsoZL
CropfandfPasturefScienceXL2016XLfgXLbhd 2.2 14

124
xighYthroughputLvqsSYbasedLmutantLscreenLidentifiesLaLgainYofYfunctionLalleleLofLtheLvusariumL
graminearumLadenylylLcyclaseLcausingLdeoxynivalenolLoverYproductionZLFungalfGeneticsfandfBiologyXL
2016XLi]XLaYaa

3.9 18

123 rioγanoLgenomeLmappingLofLindividualLchromosomesLsupportsLphysicalLmappingLandLsequenceL
assemblyLinLcomplexLplantLgenomesZLPlantfBiotechnologyfJournalXL2016XLadXLaebcYca 11.6 82

122 PlantLwenomicsLandLslimateLshangeL2016XL 2

121 ×olecularYcytogeneticLcharacterizationLofLsYgenomeLchromosomeLsubstitutionLlinesLinLrrassicaL
junceaLT™ZULszernLandLsossZLTheoreticalfandfAppliedfGeneticsXL2016XLabiXLaaecYff 6 10

120 TheLapplicationLofLgenomicsLandLbioinformaticsLtoLaccelerateLcropLimprovementLinLaLchangingL
climateZLCurrentfOpinionfinfPlantfBiologyXL2016XLc]XLghYha 9.9 40
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119 wlobalLagriculturalLintensificationLduringLclimateLchangejLaLroleLforLgenomicsZLPlantfBiotechnologyf
JournalXL2016XLadXLa]ieYh 11.6 138

118 weneLlossLinLtheLfungalLcanolaLpathogenL™eptosphaeriaLmaculansZLFunctionalfandfIntegrativef
GenomicsXL2015XLaeXLahiYif 3.8 30

117 sreatingLnewLinterspecificLhybridLandLpolyploidLcropsZLTrendsfinfBiotechnologyXL2015XLccXLdcfYda 15.1 41

116 shromosomalLgenomicsLfacilitatesLfineLmappingLofLaLRussianLwheatLaphidLresistanceLgeneZL
TheoreticalfandfAppliedfGeneticsXL2015XLabhXLacgcYhc 6 4

115 xighYresolutionLskimLgenotypingLbyLsequencingLrevealsLtheLdistributionLofLcrossoversLandLgeneL
conversionsLinLsicerLarietinumLandLrrassicaLnapusZLTheoreticalfandfAppliedfGeneticsXL2015XLabhXLa]ciYdg 6 52

114 ×appingLQT™sLofLresistanceLtoLheadLsplittingLinLcabbageLTrrassicaLoleraceaL™ZvarZLcapitataL™ZUZL
MolecularfBreedingXL2015XLceXLa 3.4 9

113 ×icrosporeLcultureLrevealsLcomplexLmeioticLbehaviourLinLaLtrigenomicLrrassicaLhybridZLBMCfPlantf
BiologyXL2015XLaeXLagc 5.3 18

112
qLbiYfilteringLmethodLforLprocessingLsingleLnucleotideLpolymorphismLarrayLdataLimprovesLtheL
qualityLofLgeneticLmapLandLaccuracyLofLquantitativeLtraitLlocusLmappingLinLdoubledLhaploidL
populationsLofLpolyploidLrrassicaLnapusZLBMCfGenomicsXL2015XLafXLd]i

4.5 14

111 qL˛‡YlactamaseLfromLcerealLinfectingLvusariumLsppZLcatalysesLtheLfirstLstepLinLtheLdegradationLofLtheL
benzoxazolinoneLclassLofLphytoalexinsZLFungalfGeneticsfandfBiologyXL2015XLhcXLaYi 3.9 19

110 ydentificationLandLcharacterizationLofLmoreLthanLdLmillionLintervarietalLSγPsLacrossLtheLgroupLgL
chromosomesLofLbreadLwheatZLPlantfBiotechnologyfJournalXL2015XLacXLigYa]d 11.6 32

109 PrioritizationLofLcandidateLgenesLinLNQT™YhotspotNLregionLforLdroughtLtoleranceLinLchickpeaLTsicerL
arietinumL™ZUZLScientificfReportsXL2015XLeXLaebif 4.9 96

108 tegradationLofLtheLbenzoxazolinoneLclassLofLphytoalexinsLisLimportantLforLvirulenceLofLvusariumL
pseudograminearumLtowardsLwheatZLMolecularfPlantfPathologyXL2015XLafXLidfYfb 5.7 36

107 PopulationLtiversityLofL™eptosphaeriaLmaculansLinLqustraliaZLInternationalfJournalfoffBiologyXL2015XL
gXL 1.1 3

106 qpplicationLofLgenomicsYassistedLbreedingLforLgenerationLofLclimateLresilientLcropsjLprogressLandL
prospectsZLFrontiersfinfPlantfScienceXL2015XLfXLefc 6.2 161

105 ydentificationLofLPutativeLsandidateLwenesLforLWaterLStressLToleranceLinLsanolaLTrrassicaLnapusUZL
FrontiersfinfPlantfScienceXL2015XLfXLa]eh 6.2 48

104 qdvancesLinLplantLgenotypingjLwhereLtheLfutureLwillLtakeLusZLMethodsfinfMolecularfBiologyXL2015XL
abdeXLaYaa 1.4 8

103 ScanningLtheLeffectsLofLethylLmethanesulfonateLonLtheLwholeLgenomeLofL™otusLjaponicusLusingL
secondYgenerationLsequencingLanalysisZLG3:fGenessfGenomessfGeneticsXL2015XLeXLeeiYfg 3.2 10

102 wenomeYwideLsurveyLofLtheLseagrassLZosteraLmuelleriLsuggestsLmodificationLofLtheLethyleneL
signallingLnetworkZLJournalfoffExperimentalfBotanyXL2015XLffXLadhiYih 7 31

(2015-2016)
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101 xighYthroughputLgenotypingLforLspeciesLidentificationLandLdiversityLassessmentLinLgermplasmL
collectionsZLMolecularfEcologyfResourcesXL2015XLaeXLa]iaYa]a 8.4 36

100 wenomeLwideLanalysisLofLfloweringLtimeLtraitLinLmultipleLenvironmentsLviaLhighYthroughputL
genotypingLtechniqueLinLrrassicaLnapusL™ZLPLoSfONEXL2015XLa]XLe]aaidbe 3.7 22

99 ×olecularLmarkerLapplicationsLinLplantsZLMethodsfinfMolecularfBiologyXL2015XLabdeXLacYbg 1.4 29

98 somputationalLydentificationLandLsomparativeLqnalysisLofLmiRγqsLinLWheatLwroupLgL
shromosomesZLPlantfMolecularfBiologyfReporterXL2014XLcbXLdhgYe]] 1.7 8

97 xighYresolutionLmolecularLkaryotypingLuncoversLpairingLbetweenLancestrallyLrelatedLrrassicaL
chromosomesZLNewfPhytologistXL2014XLb]bXLifdYigd 9.8 25

96 γewLtechnologiesLforLultrahighYthroughputLgenotypingLinLplantLtaxonomyZLMethodsfinfMolecularf
BiologyXL2014XLaaaeXLaeaYge 1.4 2

95 qLhighYthroughputLSγPLarrayLinLtheLamphidiploidLspeciesLrrassicaLnapusLshowsLdiversityLinL
resistanceLgenesZLFunctionalfandfIntegrativefGenomicsXL2014XLadXLfdcYee 3.8 36

94 SγPLmarkersYbasedLmapLconstructionLandLgenomeYwideLlinkageLanalysisLinLrrassicaLnapusZLPlantf
BiotechnologyfJournalXL2014XLabXLheaYf] 11.6 55

93 qLchromosomeYbasedLdraftLsequenceLofLtheLhexaploidLbreadLwheatLTTriticumLaestivumULgenomeZL
ScienceXL2014XLcdeXLabeaghh 33.3 1129

92 qncientLhybridizationsLamongLtheLancestralLgenomesLofLbreadLwheatZLScienceXL2014XLcdeXLabe]]ib 33.3 419

91 qLchromosomalLgenomicsLapproachLtoLassessLandLvalidateLtheLdesiLandLkabuliLdraftLchickpeaL
genomeLassembliesZLPlantfBiotechnologyfJournalXL2014XLabXLgghYhf 11.6 48

90 TheLfateLofLchromosomesLandLallelesLinLanLallohexaploidLrrassicaLpopulationZLGeneticsXL2014XLaigXLbgcYhc4 27

89 PlantLgeneticsZLuarlyLallopolyploidLevolutionLinLtheLpostYγeolithicLrrassicaLnapusLoilseedLgenomeZL
ScienceXL2014XLcdeXLie]Yc 33.3 1348

88 TheLrrassicaLoleraceaLgenomeLrevealsLtheLasymmetricalLevolutionLofLpolyploidLgenomesZLNaturef
CommunicationsXL2014XLeXLcic] 17.4 676

87 TranscriptomeLandLmethylomeLprofilingLrevealsLrelicsLofLgenomeLdominanceLinLtheLmesopolyploidL
rrassicaLoleraceaZLGenomefBiologyXL2014XLaeXLRgg 18.3 306

86 qLcomplexLrecombinationLpatternLinLtheLgenomeLofLallotetraploidLrrassicaLnapusLasLrevealedLbyLaL
highYdensityLgeneticLmapZLPLoSfONEXL2014XLiXLea]iia] 3.7 36

85 γextYgenerationLgenomeLsequencingLcanLbeLusedLtoLrapidlyLcharacteriseLsequencesLflankingLTYtγqL
insertionsLinLrandomLinsertionalLmutantsLofZLFungalfBiologyfandfBiotechnologyXL2014XLaXLa] 7.5 9

84 γextLwenerationLSequencingLandLwermplasmLResourcesL2014XLcfiYci]

Jacqueline Batley

10



83 wenomeYwideLdelineationLofLnaturalLvariationLforLpodLshatterLresistanceLinLrrassicaLnapusZLPLoSf
ONEXL2014XLiXLea]afgc 3.7 133

82 qLconsensusLmapLofLrapeseedLTrrassicaLnapusL™ZULbasedLonLdiversityLarrayLtechnologyLmarkersjL
applicationsLinLgeneticLdissectionLofLqualitativeLandLquantitativeLtraitsZLBMCfGenomicsXL2013XLadXLbgg 4.5 49

81 tispersionLandLdomesticationLshapedLtheLgenomeLofLbreadLwheatZLPlantfBiotechnologyfJournalXL
2013XLaaXLefdYga 11.6 55

80 qccessingLcomplexLcropLgenomesLwithLnextYgenerationLsequencingZLTheoreticalfandfAppliedf
GeneticsXL2013XLabfXLaYaa 6 210

79 weneticLandLphysicalLmappingLofLfloweringLtimeLlociLinLcanolaLTrrassicaLnapusL™ZUZLTheoreticalfandf
AppliedfGeneticsXL2013XLabfXLaaiYcb 6 80

78 PredictingLpolymorphicLuSTYSSRsLinLsilicoZLMolecularfEcologyfResourcesXL2013XLacXLechYde 8.4 17

77 ydentifyingLgeneticLdiversityLofLavirulenceLgenesLinL™eptosphaeriaLmaculansLusingLwholeLgenomeL
sequencingZLFunctionalfandfIntegrativefGenomicsXL2013XLacXLbieYc]h 3.8 14

76 γextLgenerationLcharacterisationLofLcerealLgenomesLforLmarkerLdiscoveryZLBiologyXL2013XLbXLacegYgg 4.9 11

75 ydentificationLandLcharacterizationLofLcandidateLRlmdLblacklegLresistanceLgenesLinLrrassicaLnapusL
usingLnextYgenerationLsequencingZLPlantfBiotechnologyfJournalXL2012XLa]XLg]iYae 11.6 32

74 SingleLnucleotideLpolymorphismLdiscoveryLfromLwheatLnextYgenerationLsequenceLdataZLPlantf
BiotechnologyfJournalXL2012XLa]XLgdcYi 11.6 80

73 SecondYgenerationLsequencingLforLgeneLdiscoveryLinLtheLrrassicaceaeZLPlantfBiotechnologyfJournalXL
2012XLa]XLge]Yi 11.6 13

72 wenomicLadvancesLwillLheraldLnewLinsightsLintoLtheLrrassicajL™eptosphaeriaLmaculansLpathosystemZL
PlantfBiologyXL2012XLadLSupplLaXLaYa] 3.7 25

71 SequencingLwheatLchromosomeLarmLgrSLdelimitsLtheLgrS[dq™LtranslocationLandLrevealsL
homoeologousLgeneLconservationZLTheoreticalfandfAppliedfGeneticsXL2012XLabdXLdbcYcb 6 79

70 tiscoveryLofLSingleLγucleotideLPolymorphismsLinLsomplexLwenomesLUsingLSwSautoSγPZLBiologyXL
2012XLaXLcg]Yhb 4.9 53

69 ×olecularLmappingLofLqualitativeLandLquantitativeLlociLforLresistanceLtoL™eptosphaeriaLmaculansL
causingLblacklegLdiseaseLinLcanolaLTrrassicaLnapusL™ZUZLTheoreticalfandfAppliedfGeneticsXL2012XLabeXLd]eYah6 75

68 sapturingLtheLbiofuelLwellheadLandLpowerhousejLtheLchloroplastLandLmitochondrialLgenomesLofL
theLleguminousLfeedstockLtreeLPongamiaLpinnataZLPLoSfONEXL2012XLgXLeeafhg 3.7 52

67 SγPLdiscoveryLandLapplicationsLinLrrassicaLnapusZLJournalfoffPlantfBiotechnologyXL2012XLciXLdiYfa 0.6 31

66 RapidLdivergenceLofLrepetitiveLtγqsLinLrrassicaLrelativesZLGenomicsXL2011XLigXLagcYhe 4.3 38

(2011-2014)
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65 SequencingLandLassemblyLofLlowLcopyLandLgenicLregionsLofLisolatedLTriticumLaestivumLchromosomeL
armLgtSZLPlantfBiotechnologyfJournalXL2011XLiXLgfhYge 11.6 91

64 TheLgenomeLofLtheLmesopolyploidLcropLspeciesLrrassicaLrapaZLNaturefGeneticsXL2011XLdcXLa]ceYi 36.3 1490

63 PlantLgenomeLsequencingjLapplicationsLforLcropLimprovementZLPlantfBiotechnologyfJournalXL2010XLhXLbYi 11.6 218

62 s×apctjLaLctLvisualizationLtoolLforLcomparativeLgeneticLmapsZLBioinformaticsXL2010XLbfXLbgcYd 7.2 17

61 TargetedLidentificationLofLgenomicLregionsLusingLTqwdbZLPlantfMethodsXL2010XLfXLai 5.8 29

60 SequenceLandLstructureLofLrrassicaLrapaLchromosomeLqcZLGenomefBiologyXL2010XLaaXLRid 18.3 53

59 vutureLtoolsLforLassociationLmappingLinLcropLplantsZLGenomeXL2010XLecXLa]agYbc 2.4 42

58 ×olecularLweneticL×arkersjLtiscoveryXLqpplicationsXLtataLStorageLandLVisualisationZLCurrentf
BioinformaticsXL2009XLdXLafYbg 4.7 95

57 qutoSγPdbjLanLannotatedLsingleLnucleotideLpolymorphismLdatabaseLforLcropLplantsZLNucleicfAcidsf
ResearchXL2009XLcgXLtieaYc 20.1 73

56
weneticLmapLconstructionLandLQT™LmappingLofLresistanceLtoLblacklegLT™eptosphaeriaLmaculansUL
diseaseLinLqustralianLcanolaLTrrassicaLnapusL™ZULcultivarsZLTheoreticalfandfAppliedfGeneticsXL2009XL
ab]XLgaYhc

6 60

55 tiscoveringLgeneticLpolymorphismsLinLnextYgenerationLsequencingLdataZLPlantfBiotechnologyf
JournalXL2009XLgXLcabYg 11.6 107

54 SingleLnucleotideLpolymorphismLdiscoveryLinLbarleyLusingLautoSγPdbZLPlantfBiotechnologyfJournalXL
2009XLgXLcbfYcc 11.6 48

53 γewLtechnologiesLforLultraYhighLthroughputLgenotypingLinLplantsZLMethodsfinfMolecularfBiologyXL
2009XLeacXLaiYci 1.4 89

52 weneticLmapsLandLtheLuseLofLsyntenyZLMethodsfinfMolecularfBiologyXL2009XLeacXLdaYee 1.4 29

51 ×iningLforLSγPsLandLSSRsLusingLSγPServerXLdbSγPLandLSSRLtaxonomyLtreeZLMethodsfinfMolecularf
BiologyXL2009XLecgXLc]cYba 1.4 19

50 wenomeLsequencingLapproachesLandLsuccessesZLMethodsfinfMolecularfBiologyXL2009XLeacXLcdeYeh 1.4 22

49 wenomeLsequenceLdatajLmanagementXLstorageXLandLvisualizationZLBioTechniquesXL2009XLdfXLcccYdXLccf 2.5 65

48 ×olecularL×arkerLtiscoveryLandLweneticL×apLVisualisationL2009XLafeYahi 6
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47
sharacterizationLofLsimpleLsequenceLrepeatLmarkersLderivedLinLsilicoLfromLrrassicaLrapaLbacterialL
artificialLchromosomeLsequencesLandLtheirLapplicationLinLrrassicaLnapusZLMolecularfEcologyfNotesXL
2007XLgXLbgcYbgg

20

46 SixteenLnewLsimpleLsequenceLrepeatLmarkersLfromLrrassicaLjunceaLexpressedLsequencesLandLtheirL
crossYspeciesLamplificationZLMolecularfEcologyfNotesXL2007XLgXLfigYg]] 27

45 ydentificationLandLcharacterizationLofLsimpleLsequenceLrepeatLmarkersLfromLrrassicaLnapusL
expressedLsequencesZLMolecularfEcologyfNotesXL2007XLgXLhhfYhhi 26

44 qLcomparativeLmapLviewerLintegratingLgeneticLmapsLforLrrassicaLandLqrabidopsisZLBMCfPlantf
BiologyXL2007XLgXLd] 5.3 20

43 qutomatedLdiscoveryLofLsingleLnucleotideLpolymorphismLandLsimpleLsequenceLrepeatLmolecularL
geneticLmarkersZLMethodsfinfMolecularfBiologyXL2007XLd]fXLdgcYid 1.4 9

42 TheLreferenceLgeneticLlinkageLmapLforLtheLmultinationalLrrassicaLrapaLgenomeLsequencingLprojectZL
TheoreticalfandfAppliedfGeneticsXL2007XLaaeXLgggYib 6 144

41 rqSsjLanLintegratedLbioinformaticsLsystemLforLrrassicaLresearchZLNucleicfAcidsfResearchXL2007XLceXLthg]Yc20.1 17

40 WhatLqreLSγPsoL2007XLdaYeb 27

39 SingleLγucleotideLPolymorphismLtiscoveryL2007XLecYgf 27

38 SingleLγucleotideLPolymorphismLwenotypingLinLPlantsL2007XLggYid 27

37 SγPLqpplicationsLinLPlantsL2007XLieYa]b 39

36 wenomicLdistributionLofLsimpleLsequenceLrepeatsLinLrrassicaLrapaZLMoleculesfandfCellsXL2007XLbcXLcdiYef 3.5 50

35 ×icrosatelliteLcrossYamplificationLinLcoccolithophoresjLapplicationLinLpopulationLdiversityLstudiesZL
HereditasXL2006XLadcXLiiYa]b 2.4 4

34 SSRPrimerLandLSSRLTaxonomyLTreejLriomeLSSRLdiscoveryZLNucleicfAcidsfResearchXL2006XLcdXLWfefYi 20.1 53

33 ydentificationLandLcharacterizationLofLsimpleLsequenceLrepeatLTSSRULmarkersLfromL
vragariaˆ�ananassaLexpressedLsequencesZLMolecularfEcologyfNotesXL2006XLfXLcaiYcbb 29

32 ydentificationLandLcharacterizationLofLsimpleLsequenceLrepeatLTSSRULmarkersLderivedLinLsilicoLfromL
rrassicaLoleraceaLgenomeLshotgunLsequencesZLMolecularfEcologyfNotesXL2006XLfXLaaiaYaaid 27

31
yγTRqSPusyvysLwuγuTysLtyVuRSyTYLyγLTxuL×qRyγuLsOssO™yTxOPxORuLu×y™yqγyqLxUX™uYyL
TPRY×γuSyOPxYsuquUjLTxuLUSuLOvL×ysROSqTu™™yTuLqγq™YSySLyγL×qRyγuLPxYTOP™qγ–TOγL
POPU™qTyOγLSTUtyuSaZLJournalfoffPhycologyXL2006XLdbXLebfYecf

3 112

30 somparisonLofLtranscriptionLofLmultipleLgenesLatLthreeLdevelopmentalLstagesLofLtheLplantL
pathogenLSclerotiniaLsclerotiorumZLFEMSfMicrobiologyfLettersXL2006XLbehXLae]Yf] 2.9 37

(2006-2007)
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29 SγPServerjLaLrealYtimeLSγPLdiscoveryLtoolZLNucleicfAcidsfResearchXL2005XLccXLWdicYe 20.1 46

28 rrassicaLqSTRqjLanLintegratedLdatabaseLforLrrassicaLgenomicLresearchZLNucleicfAcidsfResearchXL2005
XLccXLtfefYi 20.1 21

27 SimpleLsequenceLrepeatLmarkerLlociLdiscoveryLusingLSSRLprimerZLBioinformaticsXL2004XLb]XLadgeYf 7.2 86

26 ×olecularL×arkerYrasedLweneticLqnalysisLofLPastureLandLTurfLwrassesL2004XLaigYbch 23

25 weneticLtiversityLinLtheLPerennialLRyegrassLvungalLundophyteLγeotyphodiumLloliiZLDevelopmentsfinf
PlantfBreedingXL2004XLaeeYafd 2

24 PopulationLstructureLofLtheLbeetleLpestsLPhyllodectaLvulgatissimaLandLPZLvitellinaeLonLU–LwillowL
plantationsZLInsectfMolecularfBiologyXL2004XLacXLdacYba 3.4 5

23 PlantLbioinformaticsjLfromLgenomeLtoLphenomeZLTrendsfinfBiotechnologyXL2004XLbbXLbcbYg 15.1 85

22 qLcomparativeLstudyLofLinterspeciesLmatingLofLPhratoraLvulgatissimaLandLPZLvitellinaeLusingL
behaviouralLtestsLandLmolecularLmarkersZLEntomologiafExperimentalisfEtfApplicataXL2004XLaa]XLbcaYbda 2.1 6

21 γewLcomputationalLtoolsLforLbrassicaLgenomeLresearchZLComparativefandfFunctionalfGenomicsXL
2004XLeXLbgfYh] 20

20 RedundancyLbasedLdetectionLofLsequenceLpolymorphismsLinLexpressedLsequenceLtagLdataLusingL
autoSγPZLBioinformaticsXL2003XLaiXLdbaYb 7.2 142

19 ×iningLforLsingleLnucleotideLpolymorphismsLandLinsertions[deletionsLinLmaizeLexpressedLsequenceL
tagLdataZLPlantfPhysiologyXL2003XLacbXLhdYia 6.6 230

18 qLhighYthroughputLSγuPuLassayLforLgenotypingLSγPsLinLtheLflankingLregionsLofLZeaLmaysLsequenceL
taggedLsimpleLsequenceLrepeatsZLMolecularfBreedingXL2003XLaaXLaaaYab] 3.4 34

17
TheLdevelopmentLofLmultiplexLsimpleLsequenceLrepeatLTSSRULmarkersLtoLcomplementLdistinctnessXL
uniformityLandLstabilityLtestingLofLrapeLTrrassicaLnapusL™ZULvarietiesZLTheoreticalfandfAppliedfGenetics
XL2003XLa]fXLa]iaYa]a

6 69

16
tuVu™OP×uγTLOvLxywxLTxROUwxPUTLSyγw™uLγUs™uOTytuLPO™Y×ORPxyS×LwuγOTYPyγwLvORL
TxuLqγq™YSySLOvLγOtU™qRyqLTsYqγOrqsTuRyqULPOPU™qTyOγLwuγuTysSaZLJournalfoffPhycologyXL
2003XLciXLbdhYbeb

3 15

15 qmplificationLandLdetectionLofLtransposonLinsertionLflankingLsequencesLusingLfluorescentLmuqv™PZL
BioTechniquesXL2002XLcbXLa]i]YbXLa]idXLa]ifYg 2.5 17

14 sharacterizationLofLtheLflankingLregionsLofLZeaLmaysLmicrosatellitesLrevealsLaLlargeLnumberLofL
usefulLsequenceLpolymorphismsZLTheoreticalfandfAppliedfGeneticsXL2002XLa]eXLecbYedc 6 46

13 PolymorphicLmicrosatelliteLlociLinLglobalLpopulationsLofLtheLmarineLcoccolithophoridLumilianiaL
huxleyiZLMolecularfEcologyfNotesXL2002XLbXLdieYdig 31

12 weneticLdiversityLwithinLpopulationsLofLcyanobacteriaLassessedLbyLanalysisLofLsingleLfilamentsZL
AntoniefVanfLeeuwenhoekXL2002XLhaXLaigYb]b 2.1 24
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11 ydentificationLofLTransposonYTaggedL×aizeLwenesLtisplayingLxomologyLtoLqrrayedLctγqLslonesL
withLtheLUseLofL×utatorLynsertionLtisplayZLJournalfoffGenomefSciencefandfTechnologyXL2002XLaXLdhYee 3

10 TranscriptomeLProfilingLofLtheLShootLandLRootLTipsLofLSefb™XLaLSoybeanLwms™qVqTqaqL×utantZL
AtlasfJournalfoffBiologyXcXLahcYb]e 2

9 surrentLprogressLinLstudyingLblacklegLdiseaseLTL™eptosphaeriaLmaculansLandL™ZLbiglobosaLULofLcanolaL
inLyranjLWhereLdoLweLstandLnowoZLPlantfPathologyX 2.8 1

8 wenomeYWideLqssociationLStudiesLinLPlantsaYg 0

7 SpeedLbreedingjLaLpowerfulLtoolLtoLaccelerateLcropLresearchLandLbreeding 7

6 TwoLindependentLapproachesLconvergeLtoLtheLcloningLofLaLnewL™eptosphaeriaLmaculansLavirulenceL
effectorLgeneXLqvr™mSY™epb 7

5 wenomicLrearrangementsLhaveLconsequencesLforLintrogressionLbreedingLasLrevealedLbyLgenomeL
assembliesLofLwildLandLcultivatedLlentilLspecies 4

4 WheatLPanacheLYLaLpangenomeLgraphLdatabaseLrepresentingLpresence[absenceLvariationLacrossLafL
breadLwheatLgenomes 1

3 rrassicaLnapusLgenesLRlmdLandLRlmgXLconferringLresistanceLtoL™eptosphaeriaLmaculansXLareLallelesL
ofLtheLRlmiLwallYassociatedLkinaseYlikeLresistanceLlocus 1

2 weneticLstructureLandLphylogeneticLrelationshipsLofL™eptosphaeriaLmaculansLandL™ZLbiglobosaLinL
γorthernLregionsLofLyranZLArchivesfoffPhytopathologyfandfPlantfProtectionXaYb] 1 0

1 wraphLpangenomesLfindLmissingLheritabilityZLNaturefGeneticsX 36.3 1
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