
Molly Przeworski

ListiofiPublicationsibyiCitations

Source:ihttps:yyexalyxcomyauthorwpdfy4966755ymollywprzeworskiwpublicationswbywcitationsxpdf

Version:i2z24wz4w28i

ThisidocumentihasibeenigeneratedibasedionitheipublicationsiandicitationsirecordedibyiexalyxcomxiFori

theilatestiversioniofithisipublicationilistvivisititheilinkigiveniabovex

TheithirdicolumniisitheiimpactifactorirIFsiofitheijournalvianditheifourthicolumniisitheinumberiofi

citationsiofitheiarticlex

90
papers

9,151
citations

48
h-index

95
g-index

96
ext. papers

10,954
ext. citations

12
avg, IF

6.31
L-index



l Paper IF Citations

90 MolecularSevolutionSofSFOXPnhSaSgeneSinvolvedSinSspeechSandSlanguagejSNaturehS2002hSpmthStruisn 50.4 1128

89 LinkageSdisequilibriumSinShumansvSmodelsSandSdatajSAmericanmJournalmofmHumanmGeneticshS2001hSruhSmimp 11 920

88 TheSsignatureSofSpositiveSselectionSatSrandomlySchosenSlocijSGeneticshS2002hSmrlhSmmsuitu 4 374

87 ClassicSselectiveSsweepsSwereSrareSinSrecentShumanSevolutionjSSciencehS2011hSoomhSunlip 33.3 345

86 HowSreliableSareSempiricalSgenomicSscansSforSselectiveSsweeps?jSGenomemResearchhS2006hSmrhSslnimn 9.7 296

85 HighiresolutionSmappingSofScrossoversSrevealsSextensiveSvariationSinSfineiscaleSrecombinationS
patternsSamongShumansjSSciencehS2008hSomuhSmouqit 33.3 287

84 PervasiveSnaturalSselectionSinStheSDrosophilaSgenome?jSPLoSmGeneticshS2009hSqhSemlllpuq 6 269

83 “SneutralSexplanationSforStheScorrelationSofSdiversitySwithSrecombinationSratesSinShumansjSAmericanm
JournalmofmHumanmGeneticshS2003hSsnhSmqnsioq 11 231

82 “djustingStheSfocusSonShumanSvariationjSTrendsminmGeneticshS2000hSmrhSnurioln 8.5 231

81 FineiscaleSrecombinationSpatternsSdifferSbetweenSchimpanzeesSandShumansjSNaturemGeneticshS2005hS
oshSpnuiop 36.3 226

80 “SfineiscaleSchimpanzeeSgeneticSmapSfromSpopulationSsequencingjSSciencehS2012hSoorhSmuoit 33.3 218

79 “nSevolutionarySviewSofShumanSrecombinationjSNaturemReviewsmGeneticshS2007hSthSnoiop 30.1 206

78 DeterminantsSofSmutationSrateSvariationSinStheShumanSgermlinejSAnnualmReviewmofmGenomicsmandm
HumanmGeneticshS2014hSmqhSpsisl 9.7 204

77 MultipleSinstancesSofSancientSbalancingSselectionSsharedSbetweenShumansSandSchimpanzeesjS
SciencehS2013hSoouhSmqstitn 33.3 204

76 “SnewSapproachStoSestimateSparametersSofSspeciationSmodelsSwithSapplicationStoSapesjSGenomem
ResearchhS2007hSmshSmqlqimu 9.7 201

75 StableSrecombinationShotspotsSinSbirdsjSSciencehS2015hSoqlhSuntion 33.3 187

74 NaturalSselectionSinteractsSwithSrecombinationStoSshapeStheSevolutionSofShybridSgenomesjSSciencehS
2018hSorlhSrqrirrl 33.3 176

Molly Przeworski

2



73 NaturalSselectionSonSgenesSthatSunderlieShumanSdiseaseSsusceptibilityjSCurrentmBiologyhS2008hSmthSttoiu 6.3 166

72 TestingSmodelsSofSselectionSandSdemographySinSDrosophilaSsimulansjSGeneticshS2002hSmrnhSnloimr 4 144

71 VariationSinStheSmolecularSclockSofSprimatesjSProceedingsmofmthemNationalmAcademymofmSciencesmofmthem
UnitedmStatesmofmAmericahS2016hSmmohSmlrlsimn 11.5 134

70 VariationSinSRuralS“fricanSGutSMicrobiotaSIsSStronglySCorrelatedSwithSColonizationSbySEntamoebaS
andSSubsistencejSPLoSmGeneticshS2015hSmmhSemllqrqt 6 134

69 “SgenomeiwideSdepartureSfromStheSstandardSneutralSmodelSinSnaturalSpopulationsSofSDrosophilajS
GeneticshS2000hSmqrhSnqsirt 4 133

68 EvidenceSforSpopulationSgrowthSinShumansSisSconfoundedSbySfineiscaleSpopulationSstructurejSTrendsm
inmGeneticshS2002hSmthSqquiro 8.5 123

67 GeneticSstructureSofSchimpanzeeSpopulationsjSPLoSmGeneticshS2007hSohSerr 6 119

66 VariableSpredictionSaccuracySofSpolygenicSscoresSwithinSanSancestrySgroupjSELifehS2020hSuhS 8.9 112

65 TheStimingSofSselectionSatStheShumanSFOXPnSgenejSMolecularmBiologymandmEvolutionhS2008hSnqhSmnqsiu 8.3 109

64 EvidenceSforSaScomplexSdemographicShistorySofSchimpanzeesjSMolecularmBiologymandmEvolutionhS2004
hSnmhSsuuitlt 8.3 104

63 WhenSdidStheShumanSpopulationSsizeSstartSincreasing?jSGeneticshS2000hSmqqhSmtrqisp 4 102

62 TheS“”OSbloodSgroupSisSaStransispeciesSpolymorphismSinSprimatesjSProceedingsmofmthemNationalm
AcademymofmSciencesmofmthemUnitedmStatesmofmAmericahS2012hSmluhSmtpuoit 11.5 98

61 “bsenceSofStheST“PnShumanSrecombinationShotspotSinSchimpanzeesjSPLoSmBiologyhS2004hSnhSemqq 9.7 98

60 RegionsSofSlowerScrossingSoverSharborSmoreSrareSvariantsSinS“fricanSpopulationsSofSDrosophilaS
melanogasterjSGeneticshS2001hSmqthSrqsirq 4 86

59 VariationSinShumanSrecombinationSratesSandSitsSgeneticSdeterminantsjSPLoSmONEhS2011hSrhSenlonm 3.7 84

58 EvidenceSforSpositiveSselectionSandSpopulationSstructureSatStheShumanSM“Oi“SgenejSProceedingsmofm
themNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericahS2002hSuuhStrnis 11.5 82

57 EstimatingStheStimeSsinceStheSfixationSofSaSbeneficialSallelejSGeneticshS2003hSmrphSmrrsisr 4 79

56 ”roadiscaleSrecombinationSpatternsSunderlyingSproperSdisjunctionSinShumansjSPLoSmGeneticshS2009hS
qhSemlllrqt 6 77

(2009-2008)

3



55 InterpretingStheSDependenceSofSMutationSRatesSonS“geSandSTimejSPLoSmBiologyhS2016hSmphSemllnoqq 9.7 77

54 OverlookedSrolesSofSDN“SdamageSandSmaternalSageSinSgeneratingShumanSgermlineSmutationsjS
ProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericahS2019hSmmrhSupumiuqll 11.5 75

53
“SgeneticSmethodSforSdatingSancientSgenomesSprovidesSaSdirectSestimateSofShumanSgenerationS
intervalSinStheSlastSpqhlllSyearsjSProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedm
StatesmofmAmericahS2016hSmmohSqrqnis

11.5 75

52 “SpopulationSgeneticsiphylogeneticsSapproachStoSinferringSnaturalSselectionSinScodingSsequencesjS
PLoSmGeneticshS2011hSshSemllnouq 6 72

51 WhySisSthereSsoSlittleSintragenicSlinkageSdisequilibriumSinShumans?jSGeneticalmResearchhS2001hSsshSmpoiqm 1.1 71

50 RepeatedSlossesSofSPRDMuidirectedSrecombinationSdespiteStheSconservationSofSPRDMuSacrossS
vertebratesjSELifehS2017hSrhS 8.9 70

49 PopulationSgeneticsSofStheScoralSvSTowardSgenomicSpredictionSofSbleachingjSSciencehS2020hSoruhS 33.3 69

48 DeconstructingStheSsourcesSofSgenotypeiphenotypeSassociationsSinShumansjSSciencehS2019hSorqhSmourimpll33.3 68

47 DirectionalSpositiveSselectionSonSanSalleleSofSarbitrarySdominancejSGeneticshS2006hSmsnhSsmoit 4 60

46 ShiftsSinStheSintensitySofSpurifyingSselectionvSanSanalysisSofSgenomeiwideSpolymorphismSdataSfromS
twoScloselySrelatedSyeastSspeciesjSGenomemResearchhS2010hSnlhSmqqtiso 9.7 57

45 TheScaseSofStheSfickleSfingersvShowStheSPRDMuSzincSfingerSproteinSspecifiesSmeioticSrecombinationS
hotspotsSinShumansjSPLoSmBiologyhS2011hSuhSemllmnmm 9.7 57

44 LargehSthreeigenerationShumanSfamiliesSrevealSpostizygoticSmosaicismSandSvariabilitySinSgermlineS
mutationSaccumulationjSELifehS2019hSthS 8.9 50

43 IdentifyingSgeneticSvariantsSthatSaffectSviabilitySinSlargeScohortsjSPLoSmBiologyhS2017hSmqhSenllnpqt 9.7 49

42 HumanSGermlineSMutationSandStheSErraticSEvolutionarySClockjSPLoSmBiologyhS2016hSmphSenlllspp 9.7 48

41 MeasuringSintoleranceStoSmutationSinShumanSgeneticsjSNaturemGeneticshS2019hSqmhSssnissr 36.3 47

40 “nSestimateSofStheSaverageSnumberSofSrecessiveSlethalSmutationsScarriedSbyShumansjSGeneticshS2015
hSmuuhSmnpoiqp 4 45

39 NoSeffectSofSrecombinationSonStheSefficacySofSnaturalSselectionSinSprimatesjSGenomemResearchhS2008hS
mthSqppiqp 9.7 44

38 RecombinationSandStheSfrequencySspectrumSinSDrosophilaSmelanogasterSandSDrosophilaSsimulansjS
MolecularmBiologymandmEvolutionhS2001hSmthSnumit 8.3 44

Molly Przeworski

4



37 DifferentSselectiveSpressuresSshapeStheSevolutionSofSTollilikeSreceptorsSinShumanSandS“fricanSgreatS
apeSpopulationsjSHumanmMolecularmGeneticshS2013hSnnhSptnuipl 5.6 38

36 InsightsSintoSrecombinationSfromSpatternsSofSlinkageSdisequilibriumSinShumansjSGeneticshS2004hSmrshSotsius4 38

35 EvaluatingStheSevidenceSforStransmissionSdistortionSinShumanSpedigreesjSGeneticshS2012hSmumhSnmqion 4 34

34 “ScomparisonSofShumansSandSbaboonsSsuggestsSgermlineSmutationSratesSdoSnotStrackScellSdivisionsjS
PLoSmBiologyhS2020hSmthSeollltot 9.7 23

33
SignaturesSofSreplicationStiminghSrecombinationhSandSsexSinStheSspectrumSofSrareSvariantsSonStheS
humanSXSchromosomeSandSautosomesjSProceedingsmofmthemNationalmAcademymofmSciencesmofmthem
UnitedmStatesmofmAmericahS2019hSmmrhSmsumrimsunp

11.5 22

32 TheSpopulationSgeneticsSofShumanSdiseasevSTheScaseSofSrecessivehSlethalSmutationsjSPLoSmGeneticshS
2017hSmohSemllrumq 6 21

31 “ncestrySrunsSdeeperSthanSbloodvStheSevolutionaryShistorySofS“”OSpointsStoScrypticSvariationSofS
functionalSimportancejSBioEssayshS2013hSoqhStrnis 4.1 20

30 TheSriseSandSfallSofStheSchemoattractantSreceptorSGPRoojSJournalmofmBiologicalmChemistryhS2005hSntlhSomlrtisq5.4 19

29 VariableSpredictionSaccuracySofSpolygenicSscoresSwithinSanSancestrySgroup 18

28 EvolutionaryShistorySinferredSfromStheSdeSnovoSassemblySofSaSnonmodelSorganismhStheSblueieyedS
blackSlemurjSMolecularmEcologyhS2015hSnphSpouniplq 5.7 16

27 ContrastingSDeterminantsSofSMutationSRatesSinSGermlineSandSSomajSGeneticshS2017hSnlshSnqqinrs 4 14

26 “nSevaluationSofSaShierarchicalSbranchingSprocessSasSaSmodelSforSspeciesSdiversificationjS
PaleobiologyhS1998hSnphSputiqmm 2.6 11

25 TheSevolutionSofSgroupSdifferencesSinSchangingSenvironmentsjSPLoSmBiologyhS2021hSmuhSeollmlsn 9.7 10

24 CombiningSspermStypingSandSlinkageSdisequilibriumSanalysesSrevealsSdifferencesSinSselectiveS
pressuresSorSrecombinationSratesSacrossShumanSpopulationsjSGeneticshS2007hSmsqhSsuqitlp 4 9

23 TheSconvergentSevolutionSofSblueSirisSpigmentationSinSprimatesStookSdistinctSmolecularSpathsjS
AmericanmJournalmofmPhysicalmAnthropologyhS2013hSmqmhSoutipls 2.5 8

22 GeneticsjSMotivatingShotspotsjSSciencehS2005hSomlhSnpsit 33.3 7

21 PopulationSgeneticsSofStheScoral“croporaSmilleporavSTowardsSaSgenomicSpredictorSofSbleaching 7

20 “uthorSresponsevSVariableSpredictionSaccuracySofSpolygenicSscoresSwithinSanSancestrySgroupS2019hS 6

(2019-2013)

5



19 NaturalSselectionSinteractsSwithStheSlocalSrecombinationSrateStoSshapeStheSevolutionSofShybridSgenomes 6

18 LargehSthreeigenerationSCEPHSfamiliesSrevealSpostizygoticSmosaicismSandSvariabilitySinSgermlineS
mutationSaccumulation 5

17 GenomeisequencingSanniversaryjSTheSgoldenSageSofShumanSpopulationSgeneticsjSSciencehS2011hSoomhSqps33.3 4

16 MutationSsaturationSforSfitnessSeffectsSatShumanSCpGSsitesjSELifehS2021hSmlhS 8.9 4

15 OverlookedSrolesSofSDN“SdamageSandSmaternalSageSinSgeneratingShumanSgermlineSmutations 4

14 ImpactSofSessentialSworkersSinStheScontextSofSsocialSdistancingSforSepidemicScontroljSPLoSmONEhS2021
hSmrhSelnqqrtl 3.7 4

13 MeasuringSâ��IntoleranceStoSMutationâ��SinSHumanSGenetics 3

12 SignaturesSofSreplicationStiminghSrecombinationSandSsexSinStheSspectrumSofSrareSvariantsSonStheS
humanSXSchromosomeSandSautosomes 3

11 lossesSinSvertebratesSareScoupledStoSthoseSofSparalogsSandSjjSProceedingsmofmthemNationalmAcademymofm
SciencesmofmthemUnitedmStatesmofmAmericahS2022hSmmuhS 11.5 2

10 LotteryhSluckhSorSlegacy?jSEvolution;mInternationalmJournalmofmOrganicmEvolutionhS2022hS 3.8 2

9 “SpaternalSbiasSinSgermlineSmutationSisSwidespreadSacrossSamniotesSandScanSariseSindependentlySofS
cellSdivisions 1

8 “ScomparisonSofShumansSandSbaboonsSsuggestsSgermlineSmutationSratesSdoSnotStrackScellSdivisions 1

7 ImpactSofSessentialSworkersSinStheScontextSofSsocialSdistancingSforSepidemicScontrol 1

6 “ScomparisonSofShumansSandSbaboonsSsuggestsSgermlineSmutationSratesSdoSnotStrackScellSdivisionsS
2020hSmthSeollltot

5 “ScomparisonSofShumansSandSbaboonsSsuggestsSgermlineSmutationSratesSdoSnotStrackScellSdivisionsS
2020hSmthSeollltot

4 “ScomparisonSofShumansSandSbaboonsSsuggestsSgermlineSmutationSratesSdoSnotStrackScellSdivisionsS
2020hSmthSeollltot

3 “ScomparisonSofShumansSandSbaboonsSsuggestsSgermlineSmutationSratesSdoSnotStrackScellSdivisionsS
2020hSmthSeollltot

2 “ScomparisonSofShumansSandSbaboonsSsuggestsSgermlineSmutationSratesSdoSnotStrackScellSdivisionsS
2020hSmthSeollltot

Molly Przeworski

6



1 “ScomparisonSofShumansSandSbaboonsSsuggestsSgermlineSmutationSratesSdoSnotStrackScellSdivisionsS
2020hSmthSeollltot

List of Publications

7


