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71 yevelopmentPofPaPversatilePresourcePforPpostbgenomicPresearchPthroughPconsolidatingPandP
characterizingPfjeePdiversePwildPandPcultivatedPsoybeanPgenomesccPBMCmGenomicsaP2022aPghaPgje 4.5 1

70 δenotypePimputationPforPsoybeanPnestedPassociationPmappingPpopulationPtoPimprovePprecisionPofP
QTLPdetectionccPTheoreticalmandmAppliedmGeneticsaP2022aPf 6 1

69 zpistaticPinteractionPbetweenPRhgfbaPandPRhggPinPPIPnelkhPconfersPresistancePtoPvirulentPsoybeanP
cystPnematodePpopulationsccPTheoreticalmandmAppliedmGeneticsaP2022aPf 6 0

68 IdentificationPofPQuantitativePyiseasePResistancePLociPTowardP×ourPSpeciesPinPSoybeancPFrontiersminm
PlantmScienceaP2021aPfgaPkiilik 6.2 1

67 IdentificationPandPcharacterizationPofPnovelPQTLPconferringPinternalPdetoxificationPofPaluminiumPinP
soybeancPJournalmofmExperimentalmBotanyaP2021aPlgaPinnhbjeen 7 3

66 δenomebWidePvssociationPStudyPRevealsPδenomicPRegionsPvssociatedPwithP×usariumPWiltP
ResistancePinPxommonPweancPGenesaP2021aPfgaP 4.2 3

65 δenomebWidePvssociationPStudyPandPδenomicPPredictionPforPSoybeanPxystPNematodePResistancePinP
USyvPxommonPweanPY[PxorePxollectioncPFrontiersminmPlantmScienceaP2021aPfgaPkgifjk 6.2 5

64 δenomicPpredictionPusingPtrainingPpopulationPdesignPinPinterspecificPsoybeanPpopulationscP
MolecularmBreedingaP2021aPifaPf 3.4 2

63 δeneticPdiversityPandPinterbgenePpoolPintrogressionPofPMesoamericanPyiversityPPanelPinPcommonP
beanscPJournalmofmAppliedmGeneticsaP2021aPkgaPjmjbkee 2.5

62 δenomebwidePassociationPstudyPandPgenomicPselectionPforPyieldPandPrelatedPtraitsPinPsoybeancPPLoSm
ONEaP2021aPfkaPeegjjlkf 3.7 3

61 NestedPassociationPmappingPofPimportantPagronomicPtraitsPinPthreePinterspecificPsoybeanP
populationscPTheoreticalmandmAppliedmGeneticsaP2020aPfhhaPfehnbfeji 6 6

60 SelectionPofPδmSWzzThnPforPoilPandPproteinPimprovementPinPsoybeancPPLoSmGeneticsaP2020aPfkaPefeenffi6 11

59 ×inePmappingPofPanPanthracnosebresistancePlocusPinPvndeanPcommonPbeanPcultivarPvmendoimP
xavalocPPLoSmONEaP2020aPfjaPeeghnlkh 3.7 5

58 δeneticPyiversityaPPopulationPStructureaPandPvndeanPIntrogressionPinPwrazilianPxommonPweanP
xultivarsPafterPHalfPaPxenturyPofPδeneticPwreedingcPGenesaP2020aPffaP 4.2 12

57 SoybeanPwvRxSoySNPkKoPvnPassayPforPsoybeanPgeneticsPandPbreedingPresearchcPPlantmJournalaP2020
aPfeiaPmeebmff 6.9 20

56 vnPevolutionaryPpopulationPstructurePmodelPrevealsPpleiotropicPeffectsPofPδmPyvTPforPtraitsP
relatedPtoPseedPsizePandPoilPcontentPinPsoybeancPJournalmofmExperimentalmBotanyaP2020aPlfaPknmmbleeg 7 11

55 δenomicPSelectionPforPYieldPandPSeedPxompositionPTraitsPWithinPanPvppliedPSoybeanPwreedingP
ProgramcPG3:mGenes,mGenomes,mGeneticsaP2019aPnaPggjhbggkj 3.2 27
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54 HaplotypePanalysisPofPaPmajorPandPstablePQTLPunderlyingPsoybeanPYδlycinePmax[PseedPoilPcontentP
revealsPfootprintPofPartificialPselectioncPMolecularmBreedingaP2019aPhnaPf 3.4 2

53 δeneticPyiversityPandPPhylogeneticPRelationshipsPofPvnnualPandPPerennialPSpeciescPG3:mGenes,m
Genomes,mGeneticsaP2019aPnaPghgjbghhk 3.2 2

52 yifferentPlociPassociatedPwithProotPandPfoliarPresistancePtoPsuddenPdeathPsyndromePY×usariumP
virguliforme[PinPsoybeancPTheoreticalmandmAppliedmGeneticsaP2019aPfhgaPjefbjfh 6 7

51 PyramidingPdifferentPaphidbresistancePgenesPinPelitePsoybeanPgermplasmPtoPcombatPdynamicPaphidP
populationscPMolecularmBreedingaP2018aPhmaPf 3.4 13

50 δenomebwidePScanPforPSeedPxompositionPProvidesPInsightsPintoPSoybeanPQualityPImprovementPandP
thePImpactsPofPyomesticationPandPwreedingcPMolecularmPlantaP2018aPffaPikebilg 14.4 67

49 IntegratingPδWvSPandPgenePexpressionPdataPforPfunctionalPcharacterizationPofPresistancePtoPwhiteP
mouldPinPsoyaPbeancPPlantmBiotechnologymJournalaP2018aPfkaPfmgjbfmhj 11.6 31

48 δeneticPvrchitecturePofPSoybeanPYieldPandPvgronomicPTraitscPG3:mGenes,mGenomes,mGeneticsaP2018aPmaPhhklbhhlj3.2 44

47 ValidationPofPthePquantitativePtraitPlocusPunderlyingPsoybeanPplantPheightPusingPresidualP
heterozygousPlinesPandPnearbisogenicPlinesPacrossPmultibenvironmentscPEuphyticaaP2017aPgfhaPf 2.1 2

46 δeneticsPandPmappingPofPaPnewPanthracnosePresistancePlocusPinPvndeanPcommonPbeanPPalomacPBMCm
GenomicsaP2017aPfmaPhek 4.5 31

45 ×inePMappingPofPaPaPHistoricallyPImportantPRustPResistancePLocusPinPxommonPweancPG3:mGenes,m
Genomes,mGeneticsaP2017aPlaPjjlbjkn 3.2 14

44 ×inePmappingPofPthePsoybeanPaphidbresistancePgenesPRagkPandPRaghcPfromPδlycinePsojaPmjbhgcP
TheoreticalmandmAppliedmGeneticsaP2017aPfheaPgkefbgkfj 6 16

43 RegistrationPofPWyandotPˆ�PPIPjklhefwPSoybeanPRecombinantPInbredPLinePPopulationcPJournalmofm
PlantmRegistrationsaP2017aPffaPhgibhgl 0.7 3

42 IdentificationPofPQTLPwithPlargePeffectPonPseedPweightPinPaPselectivePpopulationPofPsoybeanPwithP
genomebwidePassociationPandPfixationPindexPanalysescPBMCmGenomicsaP2017aPfmaPjgn 4.5 37

41 MappingPnovelPaphidPresistancePQTLPfromPwildPsoybeanaPδlycinePsojaPmjbhgcPTheoreticalmandmAppliedm
GeneticsaP2017aPfheaPfnifbfnjg 6 23

40 MolecularPmappingPandPgenomicsPofPsoybeanPseedPproteinoPaPreviewPandPperspectivePforPthePfuturecP
TheoreticalmandmAppliedmGeneticsaP2017aPfheaPfnljbfnnf 6 81

39 δenomebwidePdetectionPofPgeneticPlociPassociatedPwithPsoybeanPaphidPresistancePinPsoybeanP
germplasmPPIPkehlfgcPEuphyticaaP2017aPgfhaPf 2.1 8

38 vssociationPmappingPofPlociPcontrollingPgeneticPandPenvironmentalPinteractionPofPsoybeanP
floweringPtimePunderPvariousPphotobthermalPconditionscPBMCmGenomicsaP2017aPfmaPifj 4.5 30

37 δenomebwidePvssociationPvnalysisPforPyroughtPTolerancePandPvssociatedPTraitsPinPxommonPweancP
PlantmGenomeaP2017aPfeaPplantgenomegefjcfgcefgg 4.4 42
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36 δeneticPxharacterizationPofPthePSoybeanPNestedPvssociationPMappingPPopulationcPPlantmGenomeaP
2017aPfeaPplantgenomegefkcfecefen 4.4 67

35 xonstructionPofPhighPresolutionPgeneticPlinkagePmapsPtoPimprovePthePsoybeanPgenomePsequenceP
assemblyPδlymafcefcPBMCmGenomicsaP2016aPflaPhh 4.5 73

34 yraftPgenomePsequencePofPyiaporthePaspalathiPisolatePMSbSSxnfaPaPfungusPcausingPstemPcankerPinP
soybeancPGenomicsmDataaP2016aPlaPgkgbh 10

33 δenomebwidePassociationPstudyaPgenomicPpredictionPandPmarkerbassistedPselectionPforPseedPweightP
inPsoybeanPYδlycinePmax[cPTheoreticalmandmAppliedmGeneticsaP2016aPfgnaPfflbhe 6 102

32 δenomebWidePvssociationPStudyPIdentifiesPxandidatePLociPUnderlyingPvgronomicPTraitsPinPaPMiddleP
vmericanPyiversityPPanelPofPxommonPweancPPlantmGenomeaP2016aPnaPplantgenomegefkcegceefg 4.4 86

31 δenomebwidePassociationPmappingPofPpartialPresistancePtoPPhytophthoraPsojaePinPsoybeanPplantP
introductionsPfromPthePRepublicPofPKoreacPBMCmGenomicsaP2016aPflaPkel 4.5 34

30 IdentifyingPandPValidatingPaPQuantitativePTraitPLocusPonPxhromosomePfiPUnderlyingPStearicPvcidPinP
aPSoybeanPLandracecPJournalmofmCropmImprovementaP2016aPheaPfjgbfki 1.4 2

29 IdentificationPofPdomesticationbrelatedPlociPassociatedPwithPfloweringPtimePandPseedPsizePinPsoybeanP
withPthePRvybseqPgenotypingPmethodcPScientificmReportsaP2015aPjaPnhje 4.9 48

28 SNPPvssayPyevelopmentPforPLinkagePMapPxonstructionaPvnchoringPWholebδenomePSequenceaPandP
OtherPδeneticPandPδenomicPvpplicationsPinPxommonPweancPG3:mGenes,mGenomes,mGeneticsaP2015aPjaPggmjbne3.2 95

27 δenomebwidePassociationPstudyPYδWvS[PofPcarbonPisotopePratioPY˛·fhx[PinPdiversePsoybeanP[δlycineP
maxPYLc[PMerrc]PgenotypescPTheoreticalmandmAppliedmGeneticsaP2015aPfgmaPlhbnf 6 72

26 δenomicPconsequencesPofPselectionPandPgenomebwidePassociationPmappingPinPsoybeancPBMCm
GenomicsaP2015aPfkaPklf 4.5 44

25 yraftPδenomePSequencePofPPhomopsisPlongicollaPTypePStrainPTWHPPliaPaP×ungusPxausingP
PhomopsisPSeedPyecayPinPSoybeancPGenomemAnnouncementsaP2015aPhaP 7

24 vPPopulationPStructurePandPδenomebWidePvssociationPvnalysisPonPthePUSyvPSoybeanPδermplasmP
xollectioncPPlantmGenomeaP2015aPmaPeplantgenomegefjceiceegi 4.4 96

23 δenomebwidePassociationPstudyPforPfloweringPtimeaPmaturityPdatesPandPplantPheightPinPearlyP
maturingPsoybeanPYδlycinePmax[PgermplasmcPBMCmGenomicsaP2015aPfkaPgfl 4.5 148

22 ×ingerprintingPSoybeanPδermplasmPandPItsPUtilityPinPδenomicPResearchcPG3:mGenes,mGenomes,m
GeneticsaP2015aPjaPfnnnbgeek 3.2 138

21 δenomebWidePvssociationPStudyPofPUreidePxoncentrationPinPyiversePMaturityPδroupPIVPSoybeanP
[δlycinePmaxPYLc[PMerrc]PvccessionscPG3:mGenes,mGenomes,mGeneticsaP2015aPjaPghnfbieh 3.2 32

20 vPhighbresolutionPgeneticPlinkagePmapPofPsoybeanPbasedPonPhjlPrecombinantPinbredPlinesP
genotypedPwithPwvRxSoySNPkKcPMolecularmBreedingaP2015aPhjaPf 3.4 22

19 δeneticPdissectionPofPheterosisPusingPepistaticPassociationPmappingPinPaPpartialPNxIIPmatingPdesigncP
ScientificmReportsaP2015aPjaPfmhlk 4.9 16
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18 vPreferencePgenomePforPcommonPbeanPandPgenomebwidePanalysisPofPdualPdomesticationscPNaturem
GeneticsaP2014aPikaPlelbfh 36.3 772

17 ThePgeneticParchitecturePofPseedPcompositionPinPsoybeanPisPrefinedPbyPgenomebwidePassociationP
scansPacrossPmultiplePpopulationscPG3:mGenes,mGenomes,mGeneticsaP2014aPiaPggmhbni 3.2 54

16 yevelopingPmarketPclassPspecificPInyelPmarkersPfromPnextPgenerationPsequencePdataPinPPhaseolusP
vulgarisPLcPFrontiersminmPlantmScienceaP2014aPjaPfmj 6.2 54

15 yistinctPxopyPNumberaPxodingPSequenceaPandPLocusPMethylationPPatternsPUnderliePRhgfbMediatedP
SoybeanPResistancePtoPSoybeanPxystPNematodecPPlantmPhysiologyaP2014aPfkjaPkhebkil 6.6 90

14 vProadmapPforPfunctionalPstructuralPvariantsPinPthePsoybeanPgenomecPG3:mGenes,mGenomes,mGeneticsaP
2014aPiaPfhelbfm 3.2 31

13 δenomebwidePassociationPmappingPofPquantitativePresistancePtoPsuddenPdeathPsyndromePinP
soybeancPBMCmGenomicsaP2014aPfjaPmen 4.5 106

12 vPgenomebwidePassociationPstudyPofPseedPproteinPandPoilPcontentPinPsoybeancPBMCmGenomicsaP2014aP
fjaPf 4.5 653

11 yevelopmentPandPevaluationPofPSoySNPjeKaPaPhighbdensityPgenotypingParrayPforPsoybeancPPLoSm
ONEaP2013aPmaPejinmj 3.7 344

10 δenomePsequencePofPthePpalaeopolyploidPsoybeancPNatureaP2010aPikhaPflmbmh 50.4 2997

9 vbundancePofPSSRPMotifsPandPyevelopmentPofPxandidatePPolymorphicPSSRPMarkersP
YwvRxSOYSSR_fce[PinPSoybeancPCropmScienceaP2010aPjeaPfnjebfnke 2.4 220

8 vPHighPyensityPIntegratedPδeneticPLinkagePMapPofPSoybeanPandPthePyevelopmentPofPaPfjhkP
UniversalPSoyPLinkagePPanelPforPQuantitativePTraitPLocusPMappingcPCropmScienceaP2010aPjeaPnkebnkm 2.4 215

7 yeterminationPofPSeedPStoragePProteinsPandPTotalPIsoflavonesPinPWildPandPxultivatedPSoybeanscP
JournalmofmPlantmBiochemistrymandmBiotechnologyaP2010aPfnaPffjbffm 1.6

6 vlternativePsplicingPandPgeneticPdiversityPofPthePwhitePcollarbfPYwcbf[PgenePinPcerealPPhaeosphaeriaP
pathogenscPEuropeanmJournalmofmPlantmPathologyaP2010aPfglaPhjfbhkh 2.1 1

5 HighbthroughputPSNPPdiscoveryPthroughPdeepPresequencingPofPaPreducedPrepresentationPlibraryPtoP
anchorPandPorientPscaffoldsPinPthePsoybeanPwholePgenomePsequencecPBMCmGenomicsaP2010aPffaPhm 4.5 219

4 wulkedPSegregantPvnalysisPUsingPthePδoldenδatePvssayPtoPLocatePthePRpphPLocusPthatPxonfersP
ResistancePtoPSoybeanPRustPinPSoybeancPCropmScienceaP2009aPinaPgkjbglf 2.4 115

3 δeneticPlinkagePmapPofPPhaeosphaeriaPnodorumaPthePcausalPagentPofPstagonosporaPnodorumPblotchP
diseasePofPwheatcPEuropeanmJournalmofmPlantmPathologyaP2009aPfgiaPkmfbkne 2.1 4

2 PopulationPStructurePandPδeneticPyiversityPofPthePTrinitarioPxacaoPYTheobromaPcacaoPLc[PfromP
TrinidadPandPTobagocPCropmScienceaP2009aPinaPjkibjlg 2.4 19

1 vPsoybeanPtranscriptPmapoPgenePdistributionaPhaplotypePandPsinglebnucleotidePpolymorphismP
analysiscPGeneticsaP2007aPflkaPkmjbnk 4 258

(2007-2014)
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