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Ploidy-dependent changes in the epigenome of symbiotic cells correlate with specific patterns of gene
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A genomics approach reveals the global genetic Eolymorphism, structure, and functional diversity of
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Reverse transcriptase genes are highly abundant and transcriptionally active in marine plankton
assemblages. ISME Journal, 2016, 10, 1134-1146.

Arabidopsis ATRX Modulates H3.3 Occupancy and Fine-Tunes Gene Expression. Plant Cell, 2017, 29, 6.6 35
1773-1793. :

The quest for epigenetic regulation underlying unisexual flower development in Cucumis melo.
Epigenetics and Chromatin, 2017, 10, 22.

Probing the Diversity of Polycomb and Trithorax Proteins in Cultured and Environmentally Sampled

Microalgae. Frontiers in Marine Science, 2020, 7, . 2:5 26
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