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205 of Forest Research, 1986, 1, 303-308 17 50

Susceptibility of conifer and broadleaf seedlings to Swedish S and P strains of Heterobasidion
annosum. Plant Pathology, 1995, 44, 73-79

Genetic control of somatic incompatibility in the root-rotting basidiomycete Heterobasidion

203 annosum. Mycological Research, 1993, 97, 1229-1233 49

Stump removal to control root rot in forest stands. A literature study. Silva Fennica, 2008, 42,

Nitrogen and carbon reallocation in fungal mycelia during decomposition of boreal forest litter.

20T p| oS ONE, 2014, 9, €92897 37 48

Comparative analysis of transcript abundance in Pinus sylvestris after challenge with a
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