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n Paper IF Citations

127 MutationsLofLtheLuRtyLgeneLinLhumanLcanceraLNature[L2002[Lgdj[Llgl]hg 50.4 7962

126 SignaturesLofLmutationalLprocessesLinLhumanLcanceraLNature[L2013[Lhcc[Lgdh]ed 50.4 5895

125 IdentificationLofLtheLbreastLcancerLsusceptibilityLgeneLuRvteaLNature[L1995[Lfjk[Ljkl]le 50.4 2780

124 tLcensusLofLhumanLcancerLgenesaLNaturerReviewsrCancer[L2004[Lg[Ldjj]kf 31.3 2424

123 PatternsLofLsomaticLmutationLinLhumanLcancerLgenomesaLNature[L2007[Lggi[Ldhf]k 50.4 2400

122 TheLcancerLgenomeaLNature[L2009[Lghk[Ljdl]eg 50.4 2272

121 vOSMIvmLexploringLtheLworldTsLknowledgeLofLsomaticLmutationsLinLhumanLcanceraLNucleicrAcidsr
Research[L2015[Lgf[Lwkch]dd 20.1 1795

120 SystematicLidentificationLofLgenomicLmarkersLofLdrugLsensitivityLinLcancerLcellsaLNature[L2012[Lgkf[Lhjc]h50.4 1699

119 MassiveLgenomicLrearrangementLacquiredLinLaLsingleLcatastrophicLeventLduringLcancerL
developmentaLCell[L2011[Ldgg[Lej]gc 56.2 1628

118 InternationalLnetworkLofLcancerLgenomeLprojectsaLNature[L2010[Lgig[Lllf]k 50.4 1613

117 LocalizationLofLaLbreastLcancerLsusceptibilityLgene[LuRvte[LtoLchromosomeLdfqde]dfaLScience[L1994[L
eih[Leckk]lc 33.3 1480

116 tLcomprehensiveLcatalogueLofLsomaticLmutationsLfromLaLhumanLcancerLgenomeaLNature[L2010[Lgif[Ldld]i50.4 1303

115 MutationalLprocessesLmoldingLtheLgenomesLofLedLbreastLcancersaLCell[L2012[Ldgl[Lljl]lf 56.2 1279

114 TheLlandscapeLofLcancerLgenesLandLmutationalLprocessesLinLbreastLcanceraLNature[L2012[Lgki[Lgcc]g 50.4 1264

113 ProspectiveLderivationLofLaLlivingLorganoidLbiobankLofLcolorectalLcancerLpatientsaLCell[L2015[Ldid[Llff]gh56.2 1215

112 LandscapeLofLsomaticLmutationsLinLhicLbreastLcancerLwhole]genomeLsequencesaLNature[L2016[Lhfg[Lgj]hg50.4 1193

111 vlinicalLandLbiologicalLimplicationsLofLdriverLmutationsLinLmyelodysplasticLsyndromesaLBlood[L2013[L
dee[Lfidi]ejnLquizLfill 2.2 1169
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110 zenomicsLofLwrugLSensitivityLinLvancerLUzwSvWmLaLresourceLforLtherapeuticLbiomarkerLdiscoveryLinL
cancerLcellsaLNucleicrAcidsrResearch[L2013[Lgd[Lwlhh]id 20.1 1163

109 TheLpatternsLandLdynamicsLofLgenomicLinstabilityLinLmetastaticLpancreaticLcanceraLNature[L2010[L
gij[Lddcl]df 50.4 1013

108 JtKeLexonLdeLmutationsLinLpolycythemiaLveraLandLidiopathicLerythrocytosisaLNewrEnglandrJournalrofr
Medicine[L2007[Lfhi[Lghl]ik 59.2 996

107 TumorLevolutionaLHighLburdenLandLpervasiveLpositiveLselectionLofLsomaticLmutationsLinLnormalL
humanLskinaLScience[L2015[Lfgk[Lkkc]i 33.3 983

106 TheLlifeLhistoryLofLedLbreastLcancersaLCell[L2012[Ldgl[Lllg]dccj 56.2 979

105 xxomeLsequencingLofLhepatocellularLcarcinomasLidentifiesLnewLmutationalLsignaturesLandLpotentialL
therapeuticLtargetsaLNaturerGenetics[L2015[Lgj[Lhch]hdd 36.3 956

104 xxomeLsequencingLidentifiesLfrequentLmutationLofLtheLSWIbSNyLcomplexLgeneLPuRMdLinLrenalL
carcinomaaLNature[L2011[Lgil[Lhfl]ge 50.4 943

103 SystematicLsequencingLofLrenalLcarcinomaLrevealsLinactivationLofLhistoneLmodifyingLgenesaLNature[L
2010[Lgif[Lfic]f 50.4 927

102 tLLandscapeLofLPharmacogenomicLInteractionsLinLvanceraLCell[L2016[Ldii[Ljgc]jhg 56.2 892

101 tLsmall]cellLlungLcancerLgenomeLwithLcomplexLsignaturesLofLtobaccoLexposureaLNature[L2010[Lgif[Ldkg]lc50.4 852

100 TheLrepertoireLofLmutationalLsignaturesLinLhumanLcanceraLNature[L2020[Lhjk[Llg]dcd 50.4 849

99 wecipheringLsignaturesLofLmutationalLprocessesLoperativeLinLhumanLcanceraLCellrReports[L2013[Lf[Legi]hl10.6 725

98 vomplexLlandscapesLofLsomaticLrearrangementLinLhumanLbreastLcancerLgenomesaLNature[L2009[L
gie[Ldcch]dc 50.4 684

97 IdentificationLofLsomaticallyLacquiredLrearrangementsLinLcancerLusingLgenome]wideLmassivelyL
parallelLpaired]endLsequencingaLNaturerGenetics[L2008[Lgc[Ljee]l 36.3 666

96 LungLcancermLintragenicLxRuueLkinaseLmutationsLinLtumoursaLNature[L2004[Lgfd[Lheh]i 50.4 655

95 SomaticLmutationsLofLtheLhistoneLHfKejLdemethylaseLgeneLUTXLinLhumanLcanceraLNaturerGenetics[L
2009[Lgd[Lhed]f 36.3 627

94 UniversalLPatternsLofLSelectionLinLvancerLandLSomaticLTissuesaLCell[L2017[Ldjd[Ldcel]dcgdaeed 56.2 576

93 MutationalLsignaturesLassociatedLwithLtobaccoLsmokingLinLhumanLcanceraLScience[L2016[Lfhg[Lidk]iee 33.3 562
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92 SignaturesLofLmutationLandLselectionLinLtheLcancerLgenomeaLNature[L2010[Lgif[Lklf]k 50.4 538

91 vlock]likeLmutationalLprocessesLinLhumanLsomaticLcellsaLNaturerGenetics[L2015[Lgj[Ldgce]j 36.3 531

90 Tissue]specificLmutationLaccumulationLinLhumanLadultLstemLcellsLduringLlifeaLNature[L2016[Lhfk[Leic]eig 50.4 523

89 SubclonalLdiversificationLofLprimaryLbreastLcancerLrevealedLbyLmultiregionLsequencingaLNaturer
Medicine[L2015[Led[Ljhd]l 50.5 521

88 xxploringLtheLgenomesLofLcancerLcellsmLprogressLandLpromiseaLScience[L2011[Lffd[Ldhhf]k 33.3 488

87 SomaticLmutantLclonesLcolonizeLtheLhumanLesophagusLwithLageaLScience[L2018[Lfie[Lldd]ldj 33.3 465

86 tLcensusLofLamplifiedLandLoverexpressedLhumanLcancerLgenesaLNaturerReviewsrCancer[L2010[Ldc[Lhl]ig 31.3 415

85 SomaticLmutationsLofLtheLproteinLkinaseLgeneLfamilyLinLhumanLlungLcanceraLCancerrResearch[L2005[L
ih[Ljhld]h 10.1 392

84 zenomicLxvolutionLofLureastLvancerLMetastasisLandLRelapseaLCancerrCell[L2017[Lfe[Ldil]dkgaej 24.3 346

83 Timing[LratesLandLspectraLofLhumanLgermlineLmutationaLNaturerGenetics[L2016[Lgk[Ldei]dff 36.3 338

82 tLhypermutationLphenotypeLandLsomaticLMSHiLmutationsLinLrecurrentLhumanLmalignantLgliomasL
afterLalkylatorLchemotherapyaLCancerrResearch[L2006[Lii[Lflkj]ld 10.1 328

81 MutationLanalysisLofLegLknownLcancerLgenesLinLtheLNvI]icLcellLlineLsetaLMolecularrCancerr
Therapeutics[L2006[Lh[Leici]de 6.1 322

80 LossLofLtheLmismatchLrepairLproteinLMSHiLinLhumanLglioblastomasLisLassociatedLwithLtumorL
progressionLduringLtemozolomideLtreatmentaLClinicalrCancerrResearch[L2007[Ldf[Lecfk]gh 12.9 318

79 MutationalLsignaturesmLtheLpatternsLofLsomaticLmutationsLhiddenLinLcancerLgenomesaLCurrentr
OpinionrinrGeneticsrandrDevelopment[L2014[Leg[Lhe]ic 4.9 299

78 Intra]tumourLdiversificationLinLcolorectalLcancerLatLtheLsingle]cellLlevelaLNature[L2018[Lhhi[Lghj]gie 50.4 294

77 tLscreenLofLtheLcompleteLproteinLkinaseLgeneLfamilyLidentifiesLdiverseLpatternsLofLsomaticL
mutationsLinLhumanLbreastLcanceraLNaturerGenetics[L2005[Lfj[Lhlc]e 36.3 289

76 High]resolutionLanalysisLofLwNtLcopyLnumberLusingLoligonucleotideLmicroarraysaLGenomerResearch[L
2004[Ldg[Lekj]lh 9.7 288

75 SubclonalLphylogeneticLstructuresLinLcancerLrevealedLbyLultra]deepLsequencingaLProceedingsrofrther
NationalrAcademyrofrSciencesrofrtherUnitedrStatesrofrAmerica[L2008[Ldch[Ldfckd]i 11.5 283

Michael R Stratton

4



74 MobileLwNtLinLcanceraLxxtensiveLtransductionLofLnonrepetitiveLwNtLmediatedLbyLLdL
retrotranspositionLinLcancerLgenomesaLScience[L2014[Lfgh[Ldehdfgf 33.3 250

73 zenomeLsequencingLofLnormalLcellsLrevealsLdevelopmentalLlineagesLandLmutationalLprocessesaL
Nature[L2014[Lhdf[Lgee]geh 50.4 249

72 zenomicsLandLtheLcontinuumLofLcancerLcareaLNewrEnglandrJournalrofrMedicine[L2011[Lfig[Lfgc]hc 59.2 247

71 wNtLdeaminasesLinduceLbreak]associatedLmutationLshowersLwithLimplicationLofLtPOuxvfuLandLftL
inLbreastLcancerLkataegisaLELife[L2013[Le[Lecchfg 8.9 246

70 PopulationLdynamicsLofLnormalLhumanLbloodLinferredLfromLsomaticLmutationsaLNature[L2018[Lhid[Lgjf]gjk50.4 245

69 TheLInternationalLHumanLxpigenomeLvonsortiummLtLulueprintLforLScientificLvollaborationLandL
wiscoveryaLCell[L2016[Ldij[Lddgh]ddgl 56.2 232

68 OriginsLandLfunctionalLconsequencesLofLsomaticLmitochondrialLwNtLmutationsLinLhumanLcanceraL
ELife[L2014[Lf[L 8.9 229

67 TheLlandscapeLofLsomaticLmutationLinLnormalLcolorectalLepithelialLcellsaLNature[L2019[Lhjg[Lhfe]hfj 50.4 217

66 tssociationLofLaLgermlineLcopyLnumberLpolymorphismLofLtPOuxvftLandLtPOuxvfuLwithLburdenL
ofLputativeLtPOuxv]dependentLmutationsLinLbreastLcanceraLNaturerGenetics[L2014[Lgi[Lgkj]ld 36.3 208

65 zenome]wideLmutationalLsignaturesLofLaristolochicLacidLandLitsLapplicationLasLaLscreeningLtoolaL
SciencerTranslationalrMedicine[L2013[Lh[Ldljradcd 17.5 194

64 vonstitutionalLandLsomaticLrearrangementLofLchromosomeLedLinLacuteLlymphoblasticLleukaemiaaL
Nature[L2014[Lhck[Llk]dce 50.4 192

63 tlcoholLandLendogenousLaldehydesLdamageLchromosomesLandLmutateLstemLcellsaLNature[L2018[L
hhf[Ldjd]djj 50.4 183

62 TheLtopographyLofLmutationalLprocessesLinLbreastLcancerLgenomesaLNaturerCommunications[L2016[L
j[Lddfkf 17.4 172

61 vharacterizingLMutationalLSignaturesLinLHumanLvancerLvellLLinesLRevealsLxpisodicLtPOuxvL
MutagenesisaLCell[L2019[Ldji[Ldeke]delgaeec 56.2 165

60 UseLofLcancer]specificLgenomicLrearrangementsLtoLquantifyLdiseaseLburdenLinLplasmaLfromLpatientsL
withLsolidLtumorsaLGenesrChromosomesrandrCancer[L2010[Lgl[Ldcie]l 5 161

59 SomaticLmutationsLrevealLasymmetricLcellularLdynamicsLinLtheLearlyLhumanLembryoaLNature[L2017[L
hgf[Ljdg]jdk 50.4 157

58 trchitecturesLofLsomaticLgenomicLrearrangementLinLhumanLcancerLampliconsLatLsequence]levelL
resolutionaLGenomerResearch[L2007[Ldj[Ldeli]fcf 9.7 152

57 TobaccoLsmokingLandLsomaticLmutationsLinLhumanLbronchialLepitheliumaLNature[L2020[Lhjk[Leii]eje 50.4 150
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56 TheLmutationalLlandscapeLofLnormalLhumanLendometrialLepitheliumaLNature[L2020[Lhkc[Ligc]igi 50.4 148

55 MutationLalleleLburdenLremainsLunchangedLinLchronicLmyelomonocyticLleukaemiaLrespondingLtoL
hypomethylatingLagentsaLNaturerCommunications[L2016[Lj[Ldcjij 17.4 140

54 RecurrentLmutationLofLIzyLsignallingLgenesLandLdistinctLpatternsLofLgenomicLrearrangementLinL
osteosarcomaaLNaturerCommunications[L2017[Lk[Ldhlfi 17.4 125

53 Single]cellLpaired]endLgenomeLsequencingLrevealsLstructuralLvariationLperLcellLcycleaLNucleicrAcidsr
Research[L2013[Lgd[Liddl]fk 20.1 125

52 vaLelegansLwhole]genomeLsequencingLrevealsLmutationalLsignaturesLrelatedLtoLcarcinogensLandL
wNtLrepairLdeficiencyaLGenomerResearch[L2014[Leg[Ldieg]fi 9.7 125

51 StatisticalLanalysisLofLpathogenicityLofLsomaticLmutationsLinLcanceraLGenetics[L2006[Ldjf[Ledkj]lk 4 125

50 TheLgenomicLlandscapeLofLcutaneousLSvvLrevealsLdriversLandLaLnovelLazathioprineLassociatedL
mutationalLsignatureaLNaturerCommunications[L2018[Ll[Lfiij 17.4 121

49 SomaticLmutationsLandLclonalLdynamicsLinLhealthyLandLcirrhoticLhumanLliveraLNature[L2019[Lhjg[Lhfk]hge 50.4 120

48 TransmissibleL[corrected]LdogLcancerLgenomeLrevealsLtheLoriginLandLhistoryLofLanLancientLcellL
lineageaLScience[L2014[Lfgf[Lgfj]ggc 33.3 116

47 TheLgenomeLasLaLrecordLofLenvironmentalLexposureaLMutagenesis[L2015[Lfc[Ljif]jc 2.8 115

46 tLmutationalLsignatureLinLgastricLcancerLsuggestsLtherapeuticLstrategiesaLNaturerCommunications[L
2015[Li[Lkikf 17.4 103

45 ProcessedLpseudogenesLacquiredLsomaticallyLduringLcancerLdevelopmentaLNaturerCommunications[L
2014[Lh[Lfigg 17.4 68

44 xxtensiveLheterogeneityLinLsomaticLmutationLandLselectionLinLtheLhumanLbladderaLScience[L2020[L
fjc[Ljh]ke 33.3 67

43 TheLRepertoireLofLMutationalLSignaturesLinLHumanLvancer 67

42 SomaticLmutationLlandscapesLatLsingle]moleculeLresolutionaLNature[L2021[Lhlf[Lgch]gdc 50.4 57

41 SigProfilerMatrixzeneratormLaLtoolLforLvisualizingLandLexploringLpatternsLofLsmallLmutationalL
eventsaLBMCrGenomics[L2019[Lec[Likh 4.5 56

40 zenomeLresequencingLandLgeneticLvariationaLNaturerBiotechnology[L2008[Lei[Lih]i 44.5 50

39 SomaticLxvolutionLinLNon]neoplasticLIuw]tffectedLvolonaLCell[L2020[Ldke[Lije]ikgaedd 56.2 50
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38 Pan]cancerLanalysisLofLhomozygousLdeletionsLinLprimaryLtumoursLuncoversLrareLtumourL
suppressorsaLNaturerCommunications[L2017[Lk[Ldeed 17.4 40

37 xmbryonalLprecursorsLofLWilmsLtumoraLScience[L2019[Lfii[Ldegj]dehd 33.3 40

36 MappingLtheLtemporalLandLspatialLdynamicsLofLtheLhumanLendometriumLinLvivoLandLinLvitroaLNaturer
Genetics[L2021[Lhf[Ldilk]djdd 36.3 32

35 TheLmutationalLlandscapeLofLhumanLsomaticLandLgermlineLcellsaLNature[L2021[Lhlj[Lfkd]fki 50.4 32

34 SomaticLevolutionLandLglobalLexpansionLofLanLancientLtransmissibleLcancerLlineageaLScience[L2019[L
fih[L 33.3 31

33 wirectLTranscriptionalLvonsequencesLofLSomaticLMutationLinLureastLvanceraLCellrReports[L2016[Ldi[Lecfe]gi10.6 30

32 JourneysLintoLtheLgenomeLofLcancerLcellsaLEMBOrMolecularrMedicine[L2013[Lh[Ldil]je 12 21

31 xxtensiveLphylogeniesLofLhumanLdevelopmentLinferredLfromLsomaticLmutationsaLNature[L2021[Lhlj[Lfkj]fle50.4 21

30 PartiallyLmethylatedLdomainsLareLhypervariableLinLbreastLcancerLandLfuelLwidespreadLvpzLislandL
hypermethylationaLNaturerCommunications[L2019[Ldc[Ldjgl 17.4 19

29 UncoveringLnovelLmutationalLsignaturesLbyLdeLnovoLextractionLwithLSigProfilerxxtractor 17

28 TheLlandscapeLofLsomaticLmutationLinLnormalLcolorectalLepithelialLcells 14

27 IncreasedLsomaticLmutationLburdensLinLnormalLhumanLcellsLdueLtoLdefectiveLwNtLpolymerasesaL
NaturerGenetics[L2021[Lhf[Ldgfg]dgge 36.3 13

26 MutationalLsignaturesLinLesophagealLsquamousLcellLcarcinomaLfromLeightLcountriesLwithLvaryingL
incidenceaLNaturerGenetics[L2021[Lhf[Ldhhf]dhif 36.3 12

25 ShortLinvertedLrepeatsLcontributeLtoLlocalizedLmutabilityLinLhumanLsomaticLcellsaLNucleicrAcidsr
Research[L2017[Lgh[Lddedf]ddeed 20.1 11

24 Tissue]uiasedLxxpansionLofLwNMTft]MutantLvlonesLinLaLMosaicLIndividualLIsLtssociatedLwithL
vonservedLxpigeneticLxrosionaLCellrStemrCell[L2020[Lej[Lfei]ffhaeg 18 11

23 InLvitroLdifferentialLsensitivityLofLmelanomasLtoLphenothiazinesLisLbasedLonLtheLpresenceLofLcodonL
iccLuRtyLmutationaLMolecularrCancerrTherapeutics[L2008[Lj[Ldffj]gi 6.1 10

22 xvolutionLandLlineageLdynamicsLofLaLtransmissibleLcancerLinLTasmanianLdevilsaLPLoSrBiology[L2020[L
dk[Lefccclei 9.7 10

21 vonvergentLsomaticLmutationsLinLmetabolismLgenesLinLchronicLliverLdiseaseaLNature[L2021[Lhlk[Lgjf]gjk 50.4 10
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20 xlevatedLsomaticLmutationLburdensLinLnormalLhumanLcellsLdueLtoLdefectiveLwNtLpolymerases 10

19 TheLmutationalLlandscapeLofLnormalLhumanLendometrialLepithelium 9

18 MutagenicityLofLacrylamideLandLglycidamideLinLhumanLTPhfLknock]inLUHupkiWLmouseLembryoL
fibroblastsaLArchivesrofrToxicology[L2020[Llg[Lgdjf]gdli 5.8 9

17 SomaticLmutationLratesLscaleLwithLlifespanLacrossLmammalsaaLNature[L2022[L 50.4 9

16 UniversalLpatternsLofLselectionLinLcancerLandLsomaticLtissues 7

15 wevelopment[Lmaturation[LandLmaintenanceLofLhumanLprostateLinferredLfromLsomaticLmutationsaL
CellrStemrCell[L2021[Lek[Ldeie]dejgaeh 18 7

14 vlonalLdynamicsLofLhaematopoiesisLacrossLtheLhumanLlifespanaLNature[ 50.4 7

13 LifeLwithoutLmismatchLrepair 6

12 TheLmutationalLlandscapeLofLhumanLsomaticLandLgermlineLcells 5

11 tbstractLljcmLTheLmutationalLlandscapeLofLnormalLhumanLendometrialLepitheliumL2019[L 4

10 MutationalLsignaturesLassociatedLwithLtobaccoLsmokingLinLhumanLcancer 4

9 SomaticLmutationLratesLscaleLwithLlifespanLacrossLmammals 4

8 MutagenicityLofLe]hydroxyamino]d]methyl]i]phenylimidazo[g[h]b]pyridineLUN]OH]PhIPWLinLhumanL
TPhfLknock]inLUHupkiWLmouseLembryoLfibroblastsaLFoodrandrChemicalrToxicology[L2021[Ldgj[Ldddkhh 4.7 3

7 TheLtPOuxvftLdeaminaseLdrivesLepisodicLmutagenesisLinLcancerLcells 3

6 MutationalLsignaturesLinLesophagealLsquamousLcellLcarcinomaLfromLeightLcountriesLofLvaryingLincidence 2

5 vlonalLdynamicsLofLhaematopoiesisLacrossLtheLhumanLlifespan 2

4 InheritedLMUTYHLmutationsLcauseLelevatedLsomaticLmutationLratesLandLdistinctiveLmutationalL
signaturesLinLnormalLhumanLcells 1

3 vomprehensiveLtnalysisLofLIndelsLinLWhole]genomeLMicrosatelliteLRegionsLandLMicrosatelliteL
InstabilityLacrossLedLvancerLTypes 1
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2 xxtensiveLphylogeniesLofLhumanLdevelopmentLrevealLvariableLembryonicLpatterns 1

1 MutationalLlandscapeLofLnormalLepithelialLcellsLinLLynchLSyndromeLpatientsaaLNaturer
Communications[L2022[Ldf[Lejdc 17.4 1

List of Publications

9


