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j Paper IF Citations

88 tLvomprehensiveLMolecularLxpidemiologicalLtnalysisLofLStRS_voV_eLΔnfectionLinLvyprusLfromLtprilL
ececLtoLJanuaryLecedmLxvidenceLofLaLHighlyLPolyphyleticLandLxvolvingLxpidemicaLVirusesYL2021YLdfYL 6.2 5

87
wevelopmentLofLaLnewLcomprehensiveLHΔV_dLgenotypicLdrugLresistanceLassayLforLallLcommerciallyL
availableLreverseLtranscriptaseYLproteaseLandLintegraseLinhibitorsLinLpatientsLinfectedLwithLgroupLML
HΔV_dLstrainsaLInfectionugGeneticsgandgEvolutionYL2020YLkdYLdcgegf

4.5 0

86 xxtensiveLTestingLandLPublicLHealthLΔnterventionsLforLtheLvontrolLofLvOVΔw_dlLinLtheLRepublicLofL
vyprusLbetweenLMarchLandLMayLececaLJournalgofgClinicalgMedicineYL2020YLlYL 5.1 9

85 MethodologiesLofLPrimaryLHPVLTestingLvurrentlyLtppliedLforLvervicalLvancerLScreeningaLLifeYL2020YL
dcYL 3 3

84 zlobalLandLregionalLepidemiologyLofLHΔV_dLrecombinantsLinLdllc_ecdhmLaLsystematicLreviewLandL
globalLsurveyaLLancetgHIVutheYL2020YLjYLejje_ejkd 7.8 14

83 TheLdevelopmentLofLinovirus_associatedLvectorLvaccinesLusingLphage_displayLtechnologiesaLExpertg
ReviewgofgVaccinesYL2019YLdkYLldf_lec 5.2 5

82 HvVLPhylogeographyLofLtheLzeneralLPopulationLandLHigh_RiskLzroupsLinLvyprusLΔdentifiesLtheL
ΔslandLasLaLzlobalLSinkLforLandLSourceLofLΔnfectionaLScientificgReportsYL2019YLlYLdccjj 4.9 1

81 zlobalLandLregionalLmolecularLepidemiologyLofLHΔV_dYLdllc_ecdhmLaLsystematicLreviewYLglobalL
surveyYLandLtrendLanalysisaLLancetgInfectiousgDiseasesugTheYL2019YLdlYLdgf_dhh 25.5 135

80 HΔV_dLΔnfectionLinLvyprusYLtheLxasternLMediterraneanLxuropeanLyrontiermLtLwenselyLSampledL
TransmissionLwynamicsLtnalysisLfromLdlkiLtoLecdeaLScientificgReportsYL2018YLkYLdjce 4.9 8

79 RestrictionsLforLreimbursementLofLinterferon_freeLdirect_actingLantiviralLdrugsLforLHvVLinfectionLinL
xuropeaLThegLancetgGastroenterologygandgHepatologyYL2018YLfYLdeh_dff 18.8 98

78 vervicalLvancerLScreeningLProgramsLinLxuropemLTheLTransitionLTowardsLHPVLVaccinationLandL
Population_uasedLHPVLTestingaLVirusesYL2018YLdcYL 6.2 88

77 HΔV_dLtransmissionLnetworksLacrossLvyprusLTecdc_ecdeUaLPLoSgONEYL2018YLdfYLecdlhiic 3.7 1

76 Re_analysisLofLunassignedLhepatitisLvLvirusLTHvVULstrainLvYHvVcehmLxvidenceLofLaLhighlyLdivergentL
lineageLwithinLgenotypeLdaLMoleculargPhylogeneticsgandgEvolutionYL2017YLdclYLfie_fii 4.1 1

75 TargetingLPatternLRecognitionLReceptorsLTPRRULforLVaccineLtdjuvantationmLyromLSyntheticLPRRL
tgonistsLtoLtheLPotentialLofLwefectiveLΔnterferingLParticlesLofLVirusesaLVirusesYL2017YLlYL 6.2 40

74 TheLglobalLspreadLofLHΔV_dLsubtypeLuLepidemicaLInfectionugGeneticsgandgEvolutionYL2016YLgiYLdil_djl 4.5 32

73 TransmissionLofLHΔVLwrugLResistanceLandLtheLPredictedLxffectLonLvurrentLyirst_lineLRegimensLinL
xuropeaLClinicalgInfectiousgDiseasesYL2016YLieYLihh_iif 11.6 117

72 PrimaryLresistanceLtoLintegraseLstrand_transferLinhibitorsLinLxuropeaLJournalgofgAntimicrobialg
ChemotherapyYL2015YLjcYLekkh_k 5.1 47
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71
zlobalLwispersalLPatternLofLHΔVLTypeLdLSubtypeLvRycd_txmLtLzeneticLTraceLofLHumanLMobilityL
RelatedLtoLHeterosexualLSexualLtctivitiesLventralizedLinLSoutheastLtsiaaLJournalgofgInfectiousg
DiseasesYL2015YLeddYLdjfh_gg

7 50

70 vellularLHΔVLtypeLdLwNtLlevelsLareLequivalentLamongLdrug_sensitiveLandLdrug_resistantLstrainsLinL
newlyLdiagnosedLandLantiretroviralLnaiveLpatientsaLAIDSgResearchgandgHumangRetrovirusesYL2014YLfcYLeii_jd1.6 4

69 ΔncreaseLinLtransmittedLresistanceLtoLnon_nucleosideLreverseLtranscriptaseLinhibitorsLamongLnewlyL
diagnosedLHΔV_dLinfectionsLinLxuropeaLBMCgInfectiousgDiseasesYL2014YLdgYLgcj 4 38

68 TrendsLandLpredictorsLofLtransmittedLdrugLresistanceLTTwRULandLclustersLwithLTwRLinLaLlocalLuelgianL
HΔV_dLepidemicaLPLoSgONEYL2014YLlYLedcdjfk 3.7 30

67 HepatitisLvLvirusLinfectionLepidemiologyLamongLpeopleLwhoLinjectLdrugsLinLxuropemLaLsystematicL
reviewLofLdataLforLscalingLupLtreatmentLandLpreventionaLPLoSgONEYL2014YLlYLedcffgh 3.7 160

66
ShortLcommunicationmLmolecularLepidemiologyLofLHΔVLtypeLdLinfectionLinLnorthernLzreeceL
Teccl_ecdcUmLevidenceLofLaLtransmissionLclusterLofLHΔVLtypeLdLsubtypeLtdLdrug_resistantLstrainsL
amongLmenLwhoLhaveLsexLwithLmenaLAIDSgResearchgandgHumangRetrovirusesYL2014YLfcYLeeh_fe

1.6 19

65 trchitecturalLinsightLintoLinovirus_associatedLvectorsLTΔtVsULandLdevelopmentLofLΔtV_basedLvaccinesL
inducingLhumoralLandLcellularLresponsesmLimplicationsLinLHΔV_dLvaccinesaLVirusesYL2014YLiYLhcgj_ji 6.2 5

64 PatternsLofLtransmittedLHΔVLdrugLresistanceLinLxuropeLvaryLbyLriskLgroupaLPLoSgONEYL2014YLlYLelgglh 3.7 28

63 LimitedLcross_borderLinfectionsLinLpatientsLnewlyLdiagnosedLwithLHΔVLinLxuropeaLRetrovirologyYL2013
YLdcYLfi 3.6 39

62 HΔV_dLsubtypeLdistributionLandLitsLdemographicLdeterminantsLinLnewlyLdiagnosedLpatientsLinL
xuropeLsuggestLhighlyLcompartmentalizedLepidemicsaLRetrovirologyYL2013YLdcYLj 3.6 103

61 HΔV_dLvaccineLstrategiesLutilizingLviralLvectorsLincludingLantigen_LdisplayedLinoviralLvectorsaLCurrentg
HIVgResearchYL2013YLddYLidc_ee 1.3 2

60 MolecularLepidemiologyLandLdrugLresistanceLprevalenceLofLstrainsLfromLnewlyLdiagnosedLHΔV_dL
patientsLinLNorthernLzreeceLduringLeccl_ecdcaLRetrovirologyYL2012YLlYLPfc 3.6 78

59 MolecularLepidemiologyLandLgeneticLanalysisLofLHvVLinfectionLinLvyprusLwithinLanLintravenousLdrugL
userLstudyLcohortaLRetrovirologyYL2012YLlYL 3.6 78

58 ΔnfluxLofLuncommonLHΔV_dLstrainsLfromLxasternLxuropeLandLidentificationLofLaLnewLuniqueL
recombinantLstrainLamongLyoungLvypriotLMSMLinLvyprusaLRetrovirologyYL2012YLlYL 3.6 78

57 Treatment_associatedLpolymorphismsLinLproteaseLareLsignificantlyLassociatedLwithLhigherLviralLloadL
andLlowerLvwgLcountLinLnewlyLdiagnosedLdrug_naiveLHΔV_dLinfectedLpatientsaLRetrovirologyYL2012YLlYLkd 3.6 21

56
MolecularLcharacterizationLofLHΔVLtypeLdLstrainsLfromLnewlyLdiagnosedLpatientsLinLvyprusL
Teccj_ecclULrecoversLmultipleLcladesLincludingLuniqueLrecombinantLstrainsLandLlackLofLtransmittedL
drugLresistanceaLAIDSgResearchgandgHumangRetrovirusesYL2011YLejYLddkf_ll

1.6 12

55 MolecularLepidemiologyLofLhepatitisLvLinfectionLinLvyprusLwithinLtheLgeneralLpopulationLandL
high_riskLcohortsaLBMCgResearchgNotesYL2011YLgYLgik 2.3 4

54
wevelopmentLofLaLmolecular_beacon_basedLmulti_allelicLreal_timeLRT_PvRLassayLforLtheLdetectionLofL
humanLcoronavirusLcausingLsevereLacuteLrespiratoryLsyndromeLTStRS_voVUmLaLgeneralLmethodologyL
forLdetectingLrapidlyLmutatingLvirusesaLArchivesgofgVirologyYL2011YLdhiYLijd_kc

2.6 25

(2011-2015)
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53 Near_fullLgenomeLcharacterizationLofLunclassifiedLhepatitisLvLvirusLstrainsLrelatingLtoLgenotypesLdL
andLgaLJournalgofgMedicalgVirologyYL2011YLkfYLeddl_ej 19.7 7

52 Near_fullLgenomeLcharacterisationLofLtwoLnaturalLintergenotypicLekbdbLrecombinantLhepatitisLvL
virusLisolatesaLAdvancesgingVirologyYL2011YLecddYLjdcgfk 1.9 16

51 HepatitisLvLinfectionLamongLintravenousLdrugLusersLattendingLtherapyLprogramsLinLvyprusaLJournalg
ofgMedicalgVirologyYL2010YLkeYLeif_jc 19.7 24

50 ΔmplicationsLofLhcvLnaturalLgeneticLdiversityLonLHvVLNShuLinhibitorLNMekfaLRetrovirologyYL2010YLjYL 3.6 78

49 vellularLHΔV_dLwNtLlevelsLinLdrugLsensitiveLstrainsLareLequivalentLtoLthoseLinLdrugLresistantLstrainsLinL
newly_diagnosedLpatientsLinLxuropeaLPLoSgONEYL2010YLhYLedclji 3.7 8

48 NearLfull_lengthLgeneticLanalysisLofLHΔVLsequencesLderivedLfromLvyprusmLevidenceLofLaLhighlyL
polyphyleticLandLevolvingLinfectionaLAIDSgResearchgandgHumangRetrovirusesYL2009YLehYLjej_gc 1.6 12

47 TransmissionLofLdrug_resistantLHΔV_dLisLstabilizingLinLxuropeaLJournalgofgInfectiousgDiseasesYL2009YL
eccYLdhcf_k 7 186

46 MolecularLbeacon_basedLreal_timeLPvRLdetectionLofLprimaryLisolatesLofLSalmonellaLTyphimuriumL
andLSalmonellaLxnteritidisLinLenvironmentalLandLclinicalLsamplesaLBMCgMicrobiologyYL2009YLlYLlj 4.5 55

45 MolecularLepidemiologyLofLhepatitisLvLinfectionLinLvyprusmLevidenceLofLpolyphyleticLinfectionaL
JournalgofgMedicalgVirologyYL2009YLkdYLefk_gk 19.7 27

44 tnalysisLofLbindingLparametersLofLHΔV_dLintegraseLinhibitorsmLcorrelatesLofLdrugLinhibitionLandL
resistanceaLBioorganicgandgMedicinalgChemistryYL2009YLdjYLgkci_dk 3.4 14

43 ΔmplicationsLofLHΔV_dLMLgroupLpolymorphismsLonLintegraseLinhibitorLefficacyLandLresistancemL
geneticLandLstructuralLinLsilicoLanalysesaLBiochemistryYL2009YLgkYLg_i 3.2 25

42
UseLofLmolecularLbeaconsLandLmulti_allelicLreal_timeLPvRLforLdetectionLofLandLdiscriminationL
betweenLvirulentLuacillusLanthracisLandLotherLuacillusLisolatesaLJournalgofgMicrobiologicalgMethodsYL
2009YLjkYLgh_hf

2.8 23

41
zeneticLanalysisLofLHΔVLtypeLdLstrainsLfromLnewlyLinfectedLuntreatedLpatientsLinLcyprusmLhighL
geneticLdiversityLandLlowLprevalenceLofLdrugLresistanceaLAIDSgResearchgandgHumangRetrovirusesYL
2009YLehYLef_fh

1.6 22

40 HΔV_dLintegrasemLfromLbiologyLtoLchemotherapeuticsaLCurrentgHIVgResearchYL2007YLhYLfih_kk 1.3 28

39 zlobalLgeneticLvariationLofLHΔV_dLinfectionaLCurrentgHIVgResearchYL2006YLgYLfih_jf 1.3 11

38 ViralLcorrelatesLofLHΔV_dLdiseaseaLCurrentgHIVgResearchYL2005YLfYLddf_fe 1.3 4

37 vellularLHΔV_dLwNtLloadLpredictsLHΔV_RNtLreboundLandLtheLoutcomeLofLhighlyLactiveLantiretroviralL
therapyaLAidsYL2004YLdkYLeeid_j 3.5 37

36 vhangesLinLTLcellLreceptorLexcisionLwNtLcircleLTTRxvULlevelsLinLHΔVLtypeLd_infectedLsubjectsLpre_LandL
post_highlyLactiveLantiretroviralLtherapyaLAIDSgResearchgandgHumangRetrovirusesYL2004YLecYLgj_hg 1.6 9
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35
xmergenceLofLminorLpopulationsLofLhumanLimmunodeficiencyLvirusLtypeLdLcarryingLtheLMdkgVLandL
LlcMLmutationsLinLsubjectsLundergoingLstructuredLtreatmentLinterruptionsaLJournalgofgInfectiousg
DiseasesYL2003YLdkkYLdgff_gf

7 114

34 TheLimpactLofLhumanLallelicLvariationLonLHΔV_dLdiseaseaLCurrentgHIVgResearchYL2003YLdYLdkh_ecf 1.3 27

33 RecentLthymicLemigrantsLandLprognosisLinLT_LandLu_cellLchildhoodLhematopoieticLmalignanciesaL
InternationalgJournalgofgCancerYL2002YLdcdYLjg_j 7.5 17

32
QuantitationLofLhumanLimmunodeficiencyLvirusLtypeLdLwNtLformsLwithLtheLsecondLtemplateLswitchL
inLperipheralLbloodLcellsLpredictsLdiseaseLprogressionLindependentlyLofLplasmaLRNtLloadaLJournalgofg
VirologyYL2002YLjiYLdccll_dck

6.6 75

31 PersistentLHΔV_dLinfectionLofLnaturalLkillerLcellsLinLpatientsLreceivingLhighlyLactiveLantiretroviralL
therapyaLProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaYL2002YLllYLjcdh_ec11.5 119

30 xmergenceLofLdrug_resistantLHΔV_dLvariantsLinLpatientsLundergoingLstructuredLtreatmentL
interruptionsaLAidsYL2002YLdiYLefge_g 3.5 41

29 xffectsLofLvvRh_weltafeYLvvRe_igΔYLandLSwy_dLfStLallelesLonLHΔV_dLdiseaseLprogressionmLtnL
internationalLmeta_analysisLofLindividual_patientLdataaLAnnalsgofgInternalgMedicineYL2001YLdfhYLjke_lh 8 225

28 vvRhLpromoterLpolymorphismsLinLaLKenyanLperinatalLhumanLimmunodeficiencyLvirusLtypeLdLcohortmL
associationLwithLincreasedLe_yearLmaternalLmortalityaLJournalgofgInfectiousgDiseasesYL2001YLdkgYLkl_le 7 39

27 TLcellLreceptorLexcisionLcirclesLandLHΔV_dLe_LTRLepisomalLwNtLtoLpredictLtΔwSLinLpatientsLnotL
receivingLeffectiveLtherapyaLAidsYL2001YLdhYLeegh_hc 3.5 10

26 vontrastingLfrequenciesLofLvvRhdeltafeLandLvvRe_igΔLallelesLinLtheLTunisianLpopulationaLJournalgofg
AcquiredgImmunegDeficiencygSyndromesgq1999rYL2001YLeiYLelk_l 3.1 3

25
HΔV_specificLcytotoxicLTLlymphocytesYLHLt_tddYLandLchemokine_relatedLfactorsLmayLactL
synergisticallyLtoLdetermineLHΔVLresistanceLinLvvRhLdeltafe_negativeLfemaleLsexLworkersLinLvhiangL
RaiYLnorthernLThailandaLAIDSgResearchgandgHumangRetrovirusesYL2001YLdjYLjdl_fg

1.6 69

24 xvidenceLofLtwoLdistinctLsubsubtypesLwithinLtheLHΔV_dLsubtypeLtLradiationaLAIDSgResearchgandg
HumangRetrovirusesYL2001YLdjYLijh_kk 1.6 73

23 vontrastingLyrequenciesLofLvvRh˛�feLandLvvRe_igΔLtllelesLinLtheLTunisianLPopulationaLJournalgofg
AcquiredgImmunegDeficiencygSyndromesgq1999rYL2001YLeiYLelk_ell 3.1 8

22 ΔmpactLofLnaturalLchemokineLreceptorLpolymorphismsLonLperinatalLtransmissionLofLhumanL
immunodeficiencyLvirusLtypeLdaLTeratologyYL2000YLidYLfkj_lc 12

21 PersistenceLofLepisomalLHΔV_dLinfectionLintermediatesLinLpatientsLonLhighlyLactiveLanti_retroviralL
therapyaLNaturegMedicineYL2000YLiYLji_kd 50.5 368

20 vXvRgLmediatesLentryLandLproductiveLinfectionLofLsyncytia_inducingLTXgULHΔV_dLstrainsLinLprimaryL
macrophagesaLVirologyYL2000YLeilYLelg_fcg 3.6 38

19 zlobalLdistributionLofLtheLvvRe_igΔbvvRh_hlihfTLHΔV_dLdisease_protectiveLhaplotypeaLAidsYL2000YL
dgYLgkf_l 3.5 54

18
xffectsLofLinLvivoLvwkTXULTLcellLdepletionLonLvirusLreplicationLinLrhesusLmacaquesLimmunizedLwithLaL
liveYLattenuatedLsimianLimmunodeficiencyLvirusLvaccineaLJournalgofgExperimentalgMedicineYL2000YL
dldYLdled_fd

16.6 135

(2000-2003)
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17 xffectLofLrecentLthymicLemigrantsLonLprogressionLofLHΔV_dLdiseaseaLLancetugTheYL2000YLfhhYLhll_icg 40 87

16 MeasuringLrecentLthymicLemigrantsLinLbloodLofLnormalLandLHΔV_d_infectedLindividualsLbeforeLandL
afterLeffectiveLtherapyaLJournalgofgExperimentalgMedicineYL1999YLdlcYLjeh_fe 16.6 302

15
zeneticLanalysisLofLhumanLimmunodeficiencyLvirusLtypeLdLstrainsLinLKenyamLaLcomparisonLusingL
phylogeneticLanalysisLandLaLcombinatorialLmeltingLassayaLAIDSgResearchgandgHumangRetrovirusesYL
1999YLdhYLfel_fh

1.6 22

14 wramaticLriseLinLplasmaLviremiaLafterLvwkTXULTLcellLdepletionLinLsimianLimmunodeficiencyL
virus_infectedLmacaquesaLJournalgofgExperimentalgMedicineYL1999YLdklYLlld_k 16.6 1218

13
tLpolymorphismLinLtheLregulatoryLregionLofLtheLvv_chemokineLreceptorLhLgeneLinfluencesLperinatalL
transmissionLofLhumanLimmunodeficiencyLvirusLtypeLdLtoLtfrican_tmericanLinfantsaLJournalgofg
VirologyYL1999YLjfYLdceig_jd

6.6 111

12
UseLofLreal_timeLPvRLandLmolecularLbeaconsLtoLdetectLvirusLreplicationLinLhumanLimmunodeficiencyL
virusLtypeLd_infectedLindividualsLonLprolongedLeffectiveLantiretroviralLtherapyaLJournalgofgVirologyYL
1999YLjfYLicll_dcf

6.6 186

11 tLchemokineLreceptorLvvReLalleleLdelaysLHΔV_dLdiseaseLprogressionLandLisLassociatedLwithLaLvvRhL
promoterLmutationaLNaturegMedicineYL1998YLgYLfhc_f 50.5 377

10 SpectralLgenotypingLofLhumanLallelesaLScienceYL1998YLejlYLdeek_l 33.3 283

9 zenotypingLHΔV_dLandLHvVLStrainsLbyLaLvombinatorialLwNtLMeltingLtssayLTvOMtUaLMolecularg
MedicineYL1998YLgYLggf_ghf 6.2 15

8 UseLofLcoreceptorsLotherLthanLvvRhLbyLnon_syncytium_inducingLadultLandLpediatricLisolatesLofL
humanLimmunodeficiencyLvirusLtypeLdLisLrareLinLvitroaLJournalgofgVirologyYL1998YLjeYLlffj_gg 6.6 120

7
tnLisolateLofLhumanLimmunodeficiencyLvirusLtypeLdLoriginallyLclassifiedLasLsubtypeLΔLrepresentsLaL
complexLmosaicLcomprisingLthreeLdifferentLgroupLMLsubtypesLTtYLzYLandLΔUaLJournalgofgVirologyYL1998
YLjeYLdcefg_gd

6.6 74

6 LowLfrequencyLofLvvRhdeltafeLalleleLamongLzreeksLinLvyprusaLAIDSgResearchgandgHumang
RetrovirusesYL1997YLdfYLdfjf_g 1.6 15

5 weterminingLneutralizationLserotypesLofLHΔVLtypeLdLbyLneuralLnetworksaLAIDSgResearchgandgHumang
RetrovirusesYL1996YLdeYLdiij_l 1.6 14

4 veYLandLunusualLfilamentousLbacterialLvirusmLproteinLsequenceLandLconformationYLwNtLsizeLandL
conformationYLandLnucleotidebsubunitLratioaLBiochemistryYL1995YLfgYLgcjj_kj 3.2 5

3 zeneticLanalysisLofLhumanLimmunodeficiencyLvirusLtypeLdLstrainsLfromLpatientsLinLvyprusmL
identificationLofLaLnewLsubtypeLdesignatedLsubtypeLΔaLJournalgofgVirologyYL1995YLilYLidee_fc 6.6 121

2 UltravioletLabsorbanceLandLcircularLdichroismLofLPfdLvirusmLnucleotidebsubunitLratioLofLunityYL
hyperchromicLtyrosinesLandLwNtLbasesYLandLhighLhelicityLinLtheLsubunitsaLBiochemistryYL1994YLffYLdilg_jcf3.2 34

1 xxportLofLinfectiousLparticlesLbyLxscherichiaLcoliLtransfectedLwithLtheLRyLwNtLofLPfdYLaLvirusLofL
PseudomonasLaeruginosaLstrainLKaLMoleculargMicrobiologyYL1991YLhYLeigd_j 4.1 5
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