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i Paper IF Citations

327 TheJuarthJriowenomeJïrojectJbZbZjJStartingJtheJclockXXJProceedingsYofYtheYNationalYAcademyYofY
SciencesYofYtheYUnitedYStatesYofYAmericaVJ2022VJaaiVJ 11.5 15

326 wenomeWwideJannotationJofJproteinWcodingJgenesJinJpigXXJBMCYBiologyVJ2022VJbZVJbe 7.3 3

325 wenomesJshedJlightJonJtheJevolutionJofJregoniaVJaJmegaWdiverseJgenusXXJNewYPhytologistVJ2022VJ 9.8 1

324 slinicalJchallengesJofJtissueJpreparationJforJspatialJtranscriptomeXXJClinicalYandYTranslationalY
MedicineVJ2022VJabVJeffi 5.7 1

323 TheJgenomeJofJxippophaeJrhamnoidesJprovidesJinsightsJintoJaJconservedJmolecularJmechanismJinJ
actinorhizalJandJrhizobialJsymbiosisXXJNewYPhytologistVJ2022VJ 9.8 2

322 ™endelianJrandomizationJanalysesJsupportJcausalJrelationshipsJbetweenJbloodJmetabolitesJandJ
theJgutJmicrobiomeXXJNatureYGeneticsVJ2022VJ 36.3 10

321 tistinctJbiologicalJagesJofJorgansJandJsystemsJidentifiedJfromJaJmultiWomicsJstudyXXJCellYReportsVJ
2022VJchVJaaZdei 10.6 4

320 βollingJbackJofJhumanJpluripotentJstemJcellsJtoJanJhWcellJembryoWlikeJstageXXJNatureVJ2022VJ 50.4 3

319 slinicalJandJtranslationalJvaluesJofJspatialJtranscriptomicsXXJSignalYTransductionYandYTargetedY
TherapyVJ2022VJgVJaaa 21 1

318 TheJsycasJgenomeJandJtheJearlyJevolutionJofJseedJplantsXXJNatureYPlantsVJ2022VJ 11.5 5

317 TowardsJpracticalJandJrobustJt qWbasedJdataJarchivingJusingJtheJyinâ��yangJcodecJsystemXJNatureY
ComputationalYScienceVJ2022VJbVJbcdWbdb 2

316 TheJsingleWcellJstereoWseqJrevealsJregionWspecificJcellJsubtypesJandJtranscriptomeJprofilingJinJ
qrabidopsisJleavesXXJDevelopmentalYCellVJ2022VJ 10.2 2

315 SpatiotemporalJmappingJofJgeneJexpressionJlandscapesJandJdevelopmentalJtrajectoriesJduringJ
zebrafishJembryogenesisXXJDevelopmentalYCellVJ2022VJ 10.2 2

314 xighWresolutionJctJspatiotemporalJtranscriptomicJmapsJofJdevelopingJtrosophilaJembryosJandJ
larvaeXXJDevelopmentalYCellVJ2022VJ 10.2 1

313 SpatiotemporalJtranscriptomicJatlasJofJmouseJorganogenesisJusingJt qJnanoballWpatternedJ
arraysXXJCellVJ2022VJaheVJagggWagibXeba 56.2 14

312 wenomicJarchitectureJofJfetalJcentralJnervousJsystemJanomaliesJusingJwholeWgenomeJsequencingXXJ
NpjYGenomicYMedicineVJ2022VJgVJca 6.2 0

311 SingleJcellJatlasJforJaaJnonWmodelJmammalsVJreptilesJandJbirdsXJNatureYCommunicationsVJ2021VJabVJgZhc 17.4 5
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310 –andscapesJandJdynamicJdiversificationsJofJrWcellJreceptorJrepertoiresJinJsOVytWaiJpatientsXJ
HumanYImmunologyVJ2021VJhcVJaaiWaai 2.3 3

309 shloranthusJgenomeJprovidesJinsightsJintoJtheJearlyJdiversificationJofJangiospermsXJNatureY
CommunicationsVJ2021VJabVJficZ 17.4 5

308 qJchickpeaJgeneticJvariationJmapJbasedJonJtheJsequencingJofJcVcffJgenomesXJNatureVJ2021VJeiiVJfbbWfbg50.4 15

307  etworkJofJynteractionsJretweenJwutJ™icrobiomeVJxostJriomarkersVJandJUrineJ™etabolomeJinJ
sarotidJqtherosclerosisXJFrontiersYinYCellularYandYInfectionYMicrobiologyVJ2021VJaaVJgZhZhh 5.9 1

306 S–βWsuperscaffolderjJaJdeJnovoJscaffoldingJtoolJforJsyntheticJlongJreadsJusingJaJtopWtoWbottomJ
schemeXJBMCYBioinformaticsVJ2021VJbbVJaeh 3.6 1

305 yntegratedJgeneticJanalysesJrevealedJnovelJhumanJlongevityJlociJandJreducedJrisksJofJmultipleJ
diseasesJinJaJcohortJstudyJofJaeVfeaJshineseJindividualsXJAgingYCellVJ2021VJbZVJeaccbc 9.9 7

304 sharacterizationJofJrespiratoryJmicrobialJdysbiosisJinJhospitalizedJsOVytWaiJpatientsXJCellYDiscovery
VJ2021VJgVJbc 22.3 10

303 WholeWgenomeJresequencingJofJddeJ–actucaJaccessionsJrevealsJtheJdomesticationJhistoryJofJ
cultivatedJlettuceXJNatureYGeneticsVJ2021VJecVJgebWgfZ 36.3 9

302 unhancingJsβySïβWsasiJgβ qJefficiencyJpredictionJbyJdataJintegrationJandJdeepJlearningXJNatureY
CommunicationsVJ2021VJabVJcbch 17.4 13

301 qJtransomicJcohortJasJaJreferenceJpointJforJpromotingJaJhealthyJhumanJgutJmicrobiomeXJMedicineY
inYMicroecologyVJ2021VJhVJaZZZci 4.3 13

300 –ifeJxistoryJβecordedJinJtheJVaginoWcervicalJ™icrobiomeJqlongJwithJ™ultiWomicsXJGenomicskY
ProteomicsYandYBioinformaticsVJ2021VJ 6.5 8

299 SingleWcellJatlasJofJdomesticJpigJcerebralJcortexJandJhypothalamusXJScienceYBulletinVJ2021VJffVJaddhWadfa10.6 3

298 tynamicJcellJtransitionJandJimmuneJresponseJlandscapesJofJaxolotlJlimbJregenerationJrevealedJbyJ
singleWcellJanalysisXJProteinYandYCellVJ2021VJabVJegWff 7.2 20

297 SingleWcellJlandscapeJofJtheJecosystemJinJearlyWrelapseJhepatocellularJcarcinomaXJCellVJ2021VJahdVJdZdWdbaXeaf56.2 96

296 SexWJandJageWrelatedJtrajectoriesJofJtheJadultJhumanJgutJmicrobiotaJsharedJacrossJpopulationsJofJ
differentJethnicitiesXJNatureYAgingVJ2021VJaVJhgWaZZ 22

295 qJgenomeWwideJassociationJstudyJforJgutJmetagenomeJinJshineseJadultsJilluminatesJcomplexJ
diseasesXJCellYDiscoveryVJ2021VJgVJi 22.3 17

294 sharacterizationJofJtheJhumanJskinJresistomeJandJidentificationJofJtwoJmicrobiotaJcutotypesXJ
MicrobiomeVJ2021VJiVJdg 16.6 8

293 st–vβsvjJqJwermlineJStructuralJVariantJqnalysisJïipelineJUsingJsoWbarcodedJβeadsXJFrontiersYinY
GeneticsVJ2021VJabVJfcfbci 4.5 1

(2021-2021)
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292 TheJtransWomicsJlandscapeJofJsOVytWaiXJNatureYCommunicationsVJ2021VJabVJdedc 17.4 17

291 shromosomeWlevelJgenomeJofJximalayanJyewJprovidesJinsightsJintoJtheJoriginJandJevolutionJofJtheJ
paclitaxelJbiosyntheticJpathwayXJMolecularYPlantVJ2021VJadVJaaiiWabZi 14.4 10

290 ydentificationJofJxSsY™ïïJexpansionJunitsJinJfetalJliverJbyJsingleWcellJspatiotemporalJ
transcriptomicsXJCellYResearchVJ2021VJ 24.7 9

289 servicovaginalJmicrobiomeJdynamicsJafterJtakingJoralJprobioticsXJJournalYofYGeneticsYandYGenomicsVJ
2021VJdhVJgafWgbf 4 4

288 qJshineseJhostJgeneticJstudyJdiscoveredJyv sJandJcausalityJofJlaboratoryJtraitsJonJsOVytWaiJ
severityXJIScienceVJ2021VJbdVJaZcahf 6.1 2

287 OverJeZVZZZJ™etagenomicallyJqssembledJtraftJwenomesJforJtheJxumanJOralJ™icrobiomeJβevealJ
 ewJTaxaXJGenomicskYProteomicsYandYBioinformaticsVJ2021VJ 6.5 7

286 qnalysisJofJdbgJgenomesJrevealsJmosoJbambooJpopulationJstructureJandJgeneticJbasisJofJpropertyJ
traitsXJNatureYCommunicationsVJ2021VJabVJedff 17.4 3

285 tairyJconsumptionJandJphysicalJfitnessJtestsJassociatedJwithJfecalJmicrobiomeJinJaJshineseJcohortXJ
MedicineYinYMicroecologyVJ2021VJaZZZch 4.3 2

284 tiseaseJtrendsJinJaJyoungJshineseJcohortJaccordingJtoJfecalJmetagenomeJandJplasmaJmetabolitesXJ
MedicineYinYMicroecologyVJ2021VJaZZZcg 4.3 2

283 ™etagenomeWgenomeWwideJassociationJstudiesJrevealJhumanJgeneticJimpactJonJtheJoralJ
microbiomeXJCellYDiscoveryVJ2021VJgVJaag 22.3 3

282 TheJWhiteWSpottedJrambooJSharkJwenomeJβevealsJshromosomeJβearrangementsJandJ
vastWuvolvingJymmuneJwenesJofJsartilaginousJvishXJIScienceVJ2020VJbcVJaZaged 6.1 8

281 qJcatalogJofJmicrobialJgenesJfromJtheJbovineJrumenJunveilsJaJspecializedJandJdiverseJ
biomassWdegradingJenvironmentXJGigaScienceVJ2020VJiVJ 7.6 21

280 tissectingJtheJgenomeJofJstarJfruitJRJ–XSXJHorticultureYResearchVJ2020VJgVJid 7.7 8

279 TheJgenomeJofJïrasinodermaJcolonialeJunveilsJtheJexistenceJofJaJthirdJphylumJwithinJgreenJplantsXJ
NatureYEcologyYandYEvolutionVJ2020VJdVJabbZWabca 12.3 31

278 weneticJqssociationJβevealsJïrotectionJagainstJβecurrenceJofJynfectionJwithJrezlotoxumabJ
TreatmentXJMSphereVJ2020VJeVJ 5 6

277 qnJatlasJofJtheJproteinWcodingJgenesJinJtheJhumanVJpigVJandJmouseJbrainXJScienceVJ2020VJcfgVJ 33.3 130

276 ™etagenomeWwideJassociationJofJgutJmicrobiome´ featuresJforJschizophreniaXJNatureY
CommunicationsVJ2020VJaaVJafab 17.4 73

275 ™ultipleJapproachesJforJmassivelyJparallelJsequencingJofJSqβSWsoVWbJgenomesJdirectlyJfromJ
clinicalJsamplesXJGenomeYMedicineVJ2020VJabVJeg 14.4 60
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274 SingleWcellJβ qWseqJunveilsJcriticalJregulatorsJofJhumanJvOXïcUJregulatoryJTJcellJstabilityXJScienceY
BulletinVJ2020VJfeVJaaadWaabd 10.6 5

273 ïyβtjJïanJymmuneJβepertoireJtatabaseXJBioinformaticsVJ2020VJcfVJhigWiZc 7.2 12

272 s wrdbjJshinaJ ationalJwenerankJtataraseXJYiYChuanY=YHereditasYnYZhongguoYYiYChuanYXueYHuiY
BianYJiVJ2020VJdbVJgiiWhZi 1.4 50

271 wenomeWwideJanalysisJofJepigeneticJandJtranscriptionalJchangesJassociatedJwithJheterosisJinJ
pigeonpeaXJPlantYBiotechnologyYJournalVJ2020VJahVJafigWagaZ 11.6 17

270 wenomesJofJearlyWdivergingJstreptophyteJalgaeJshedJlightJonJplantJterrestrializationXJNatureYPlantsVJ
2020VJfVJieWaZf 11.5 73

269 qnJyndoWïacificJxumpbackJtolphinJwenomeJβevealsJynsightsJintoJshromosomeJuvolutionJandJtheJ
temographyJofJaJVulnerableJSpeciesXJIScienceVJ2020VJbcVJaZafdZ 6.1 8

268 SingleWsellJSequencingJofJïeripheralJ™ononuclearJsellsJβevealsJtistinctJymmuneJβesponseJ
–andscapesJofJsOVytWaiJandJynfluenzaJïatientsXJImmunityVJ2020VJecVJfheWfifXec 32.3 148

267 ynitialJwholeWgenomeJsequencingJandJanalysisJofJtheJhostJgeneticJcontributionJtoJsOVytWaiJ
severityJandJsusceptibilityXJCellYDiscoveryVJ2020VJfVJhc 22.3 75

266 t rWbasedJonWchipJmotifJfindingjJqJhighWthroughputJmethodJtoJprofileJdifferentJtypesJofJ
proteinWt qJinteractionsXJScienceYAdvancesVJ2020VJfVJeabbcceZ 14.3 0

265 qfricanJqrowanaJwenomeJïrovidesJynsightsJonJqncientJTeleostJuvolutionXJIScienceVJ2020VJbcVJaZaffb 6.1 1

264 s SqjJaJdataJrepositoryJforJarchivingJomicsJdataXJDatabase:YtheYJournalYofYBiologicalYDatabasesYandY
CurationVJ2020VJbZbZVJ 5 65

263 TwSWwapsloserjJqJfastJandJaccurateJgapJcloserJforJlargeJgenomesJwithJlowJcoverageJofJerrorWproneJ
longJreadsXJGigaScienceVJ2020VJiVJ 7.6 30

262 ynitialJdataJreleaseJandJannouncementJofJtheJaZVZZZJvishJwenomesJïrojectJRvishaZ’SXJGigaScienceVJ
2020VJiVJ 7.6 12

261
TransplantationJofJmicrobiotaJfromJdrugWfreeJpatientsJwithJschizophreniaJcausesJschizophreniaWlikeJ
abnormalJbehaviorsJandJdysregulatedJkynurenineJmetabolismJinJmiceXJMolecularYPsychiatryVJ2020VJ
beVJbiZeWbiah

15.1 82

260 tistinctJgutJmetagenomicsJandJmetaproteomicsJsignaturesJinJprediabeticsJandJtreatmentWnaˆflveJ
typeJbJdiabeticsXJEBioMedicineVJ2019VJdgVJcgcWchc 8.8 44

259 βesequencingJedeJginkgoJgenomesJacrossJtheJworldJrevealsJtheJevolutionaryJhistoryJofJtheJlivingJ
fossilXJNatureYCommunicationsVJ2019VJaZVJdbZa 17.4 41

258 traftJgenomeJsequenceJofJSolanumJaethiopicumJprovidesJinsightsJintoJdiseaseJresistanceVJdroughtJ
toleranceVJandJtheJevolutionJofJtheJgenomeXJGigaScienceVJ2019VJhVJ 7.6 24

257 teconvolutionJofJsingleWcellJmultiWomicsJlayersJrevealsJregulatoryJheterogeneityXJNatureY
CommunicationsVJ2019VJaZVJdgZ 17.4 84

(2019-2020)
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256 ™olecularJdigitizationJofJaJbotanicalJgardenjJhighWdepthJwholeWgenomeJsequencingJofJfhiJvascularJ
plantJspeciesJfromJtheJβuiliJrotanicalJwardenXJGigaScienceVJ2019VJhVJ 7.6 24

255 sharacterizationJandJvalidationJofJsomaticJmutationJspectrumJtoJrevealJheterogeneityJinJgastricJ
cancerJbyJsingleJcellJsequencingXJScienceYBulletinVJ2019VJfdVJbcfWbdd 10.6 2

254  ewJinsightsJfromJOpisthorchisJfelineusJgenomejJupdateJonJgenomicsJofJtheJepidemiologicallyJ
importantJliverJflukesXJBMCYGenomicsVJ2019VJbZVJcii 4.5 17

253 tevelopmentJofJcouplingJcontrolledJpolymerizationsJbyJadapterWligationJinJmateWpairJsequencingJ
forJdetectionJofJvariousJgenomicJvariantsJinJoneJsingleJassayXJDNAYResearchVJ2019VJbfVJcacWcbe 4.5 7

252 SingleWcellJtranscriptomicJlandscapeJofJnucleatedJcellsJinJumbilicalJcordJbloodXJGigaScienceVJ2019VJhVJ 7.6 12

251 βesequencingJofJdbiJchickpeaJaccessionsJfromJdeJcountriesJprovidesJinsightsJintoJgenomeJ
diversityVJdomesticationJandJagronomicJtraitsXJNatureYGeneticsVJ2019VJeaVJhegWhfd 36.3 116

250 βeliableJmultiplexJsequencingJwithJrareJindexJmisWassignmentJonJt rWbasedJ wSJplatformXJBMCY
GenomicsVJ2019VJbZVJbae 4.5 20

249 SequencingJofJtheJ™xsJregionJdefinesJasJtheJmajorJgeneticJriskJforJseropositiveJrheumatoidJ
arthritisJinJxanJshineseJpopulationXJAnnalsYofYtheYRheumaticYDiseasesVJ2019VJghVJggcWghZ 2.4 16

248
ufficientJandJuniqueJcobarcodingJofJsecondWgenerationJsequencingJreadsJfromJlongJt qJmoleculesJ
enablingJcostWeffectiveJandJaccurateJsequencingVJhaplotypingVJandJdeJnovoJassemblyXJGenomeY
ResearchVJ2019VJbiVJgihWhZh

9.7 74

247 TheJfirstJchromosomeWlevelJgenomeJforJaJmarineJmammalJasJaJresourceJtoJstudyJecologyJandJ
evolutionXJMolecularYEcologyYResourcesVJ2019VJaiVJiddWief 8.4 15

246 ™utationsJinJtopoisomeraseJyy˛†JresultJinJaJrJcellJimmunodeficiencyXJNatureYCommunicationsVJ2019VJ
aZVJcfdd 17.4 24

245 qJsingleJbacteriumJrestoresJtheJmicrobiomeJdysbiosisJtoJprotectJbonesJfromJdestructionJinJaJratJ
modelJofJrheumatoidJarthritisXJMicrobiomeVJ2019VJgVJaZg 16.6 55

244 TheJgenomicJlandscapeJofJupsteinWrarrJvirusWassociatedJpulmonaryJlymphoepitheliomaWlikeJ
carcinomaXJNatureYCommunicationsVJ2019VJaZVJcaZh 17.4 36

243 qfricanJOrphanJsropsJsonsortiumJRqOssSjJstatusJofJdevelopingJgenomicJresourcesJforJqfricanJ
orphanJcropsXJPlantaVJ2019VJbeZVJihiWaZZc 4.7 42

242 uliminationJofJaJβetrotransposonJforJQuenchingJwenomeJynstabilityJinJ™odernJβiceXJMolecularYPlant
VJ2019VJabVJacieWadZg 14.4 4

241 SequencingJandJcomparativeJanalysisJofJthreeJshlorellaJgenomesJprovideJinsightsJintoJ
strainWspecificJadaptationJtoJwastewaterXJScientificYReportsVJ2019VJiVJiead 4.9 11

240 cQJrranchJligationjJaJnovelJmethodJtoJligateJnonWcomplementaryJt qJtoJrecessedJorJinternalJcQOxJ
endsJinJt qJorJβ qXJDNAYResearchVJ2019VJbfVJdeWec 4.5 8

239 wenomesJofJSubaerialJZygnematophyceaeJïrovideJynsightsJintoJ–andJïlantJuvolutionXJCellVJ2019VJ
agiVJaZegWaZfgXead 56.2 151
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238 aVebZJreferenceJgenomesJfromJcultivatedJhumanJgutJbacteriaJenableJfunctionalJmicrobiomeJ
analysesXJNatureYBiotechnologyVJ2019VJcgVJagiWahe 44.5 213

237 traftJwenomesJofJTwoJqrtocarpusJïlantsVJzackfruitJRqXJheterophyllusSJandJrreadfruitJRqXJaltilisSXJ
GenesVJ2019VJaaVJ 4.2 12

236
unhancementJofJdeJnovoJsequencingVJassemblyJandJannotationJofJtheJ™ongolianJgerbilJgenomeJ
withJtranscriptomeJsequencingJandJassemblyJfromJseveralJdifferentJtissuesXJBMCYGenomicsVJ2019VJ
bZVJiZc

4.5 2

235 somprehensiveJgenomicJvariationJprofilingJofJcervicalJintraepithelialJneoplasiaJandJcervicalJcancerJ
identifiesJpotentialJtargetsJforJcervicalJcancerJearlyJwarningXJJournalYofYMedicalYGeneticsVJ2019VJefVJahfWaid5.8 24

234 wenomicJsequencingJandJeditingJrevealedJtheJwβ™hJsignalingJpathwayJasJpotentialJtherapeuticJ
targetsJofJsquamousJcellJlungJcancerXJCancerYLettersVJ2019VJddbVJecWfg 9.9 16

233 ympactJofJearlyJeventsJandJlifestyleJonJtheJgutJmicrobiotaJandJmetabolicJphenotypesJinJyoungJ
schoolWageJchildrenXJMicrobiomeVJ2019VJgVJb 16.6 82

232 TheJdraftJgenomesJofJfiveJagriculturallyJimportantJqfricanJorphanJcropsXJGigaScienceVJ2019VJhVJ 7.6 68

231 aZ’ïjJqJphylodiverseJgenomeJsequencingJplanXJGigaScienceVJ2018VJgVJaWi 7.6 108

230 uarthJriowenomeJïrojectjJSequencingJlifeJforJtheJfutureJofJlifeXJProceedingsYofYtheYNationalY
AcademyYofYSciencesYofYtheYUnitedYStatesYofYAmericaVJ2018VJaaeVJdcbeWdccc 11.5 334

229 wenomeWwideJdeterminationJofJonWtargetJandJoffWtargetJcharacteristicsJforJβ qWguidedJt qJ
methylationJbyJdsasiJmethyltransferasesXJGigaScienceVJ2018VJgVJaWai 7.6 43

228 qssessmentJofJtheJcïqSWbasedJrwySuQWeZZJplatformJforJmetagenomicJsequencingXJGigaScienceVJ
2018VJgVJaWh 7.6 82

227 rphfJencodesJanJexocystWlocalizedJproteinJandJconfersJbroadJresistanceJtoJplanthoppersJinJriceXJ
NatureYGeneticsVJ2018VJeZVJbigWcZf 36.3 88

226 sonstructionJofJtheJthirdWgenerationJZeaJmaysJhaplotypeJmapXJGigaScienceVJ2018VJgVJaWab 7.6 127

225 TheJgeneticJarchitectureJofJfloralJtraitsJinJtheJwoodyJplantJïrunusJmumeXJNatureYCommunicationsVJ
2018VJiVJagZb 17.4 46

224 StromalJweneJuxpressionJisJïredictiveJforJ™etastaticJïrimaryJïrostateJsancerXJEuropeanYUrologyVJ
2018VJgcVJebdWecb 10.2 35

223  ovelJgeneticJlociJassociatedJx–qWrTZhjZaJpositiveJmyastheniaJgravisXJJournalYofYAutoimmunityVJ
2018VJhhVJdcWdi 15.5 14

222 WholeWgenomeJandJTranscriptomeJSequencingJofJïrostateJsancerJydentifyJ ewJweneticJqlterationsJ
trivingJtiseaseJïrogressionXJEuropeanYUrologyVJ2018VJgcVJcbbWcci 10.2 71

221 qJwesternJSaharaJcentreJofJdomesticationJinferredJfromJpearlJmilletJgenomesXJNatureYEcologyYandY
EvolutionVJ2018VJbVJacggWachZ 12.3 48

(2018-2019)
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220 shromosomeWlevelJreferenceJgenomeJofJtheJSiameseJfightingJfishJrettaJsplendensVJaJmodelJ
speciesJforJtheJstudyJofJaggressionXJGigaScienceVJ2018VJgVJ 7.6 14

219 ShiftingJtheJlimitsJinJwheatJresearchJandJbreedingJusingJaJfullyJannotatedJreferenceJgenomeXJ
ScienceVJ2018VJcfaVJ 33.3 1296

218 TheJcorrelationJofJcopyJnumberJvariationsJwithJlongevityJinJaJgenomeWwideJassociationJstudyJofJ
xanJshineseXJAgingVJ2018VJaZVJabZfWabbb 5.6 12

217 ™aJetJalXJreplyXJNatureVJ2018VJefZVJuaZWubc 50.4 27

216 TheJstructureJandJfunctionJofJtheJglobalJcitrusJrhizosphereJmicrobiomeXJNatureYCommunicationsVJ
2018VJiVJdhid 17.4 157

215 WholeWgenomeJsequencingJofJageJ™ongoliansJuncoversJpopulationWspecificJgeneticJarchitectureJ
andJgeneJflowJthroughoutJ orthJandJuastJqsiaXJNatureYGeneticsVJ2018VJeZVJafifWagZd 36.3 27

214 SingleWcellJβ qWseqJrevealsJdynamicJtranscriptomeJprofilingJinJhumanJearlyJneuralJdifferentiationXJ
GigaScienceVJ2018VJgVJ 7.6 11

213 ™etaïw jJaJpipelineJforJconstructionJandJgraphicalJvisualizationJofJannotatedJpangenomeJ
networksXJGigaScienceVJ2018VJgVJ 7.6 4

212 wenomicJqnalysesJfromJ onWinvasiveJïrenatalJTestingJβevealJweneticJqssociationsVJïatternsJofJ
ViralJynfectionsVJandJshineseJïopulationJxistoryXJCellVJ2018VJageVJcdgWceiXead 56.2 123

211 TheJmetagenomeJofJtheJfemaleJupperJreproductiveJtractXJGigaScienceVJ2018VJgVJ 7.6 43

210 SexJtifferencesJinJweneticJqssociationsJWithJ–ongevityXJJAMAYNetworkYOpenVJ2018VJaVJeahafgZ 10.4 40

209 qJgeneJcatalogueJofJtheJSpragueWtawleyJratJgutJmetagenomeXJGigaScienceVJ2018VJgVJ 7.6 41

208 ïhylogenomicsJrevealsJmultipleJlossesJofJnitrogenWfixingJrootJnoduleJsymbiosisXJScienceVJ2018VJcfaVJ 33.3 167

207 ïopulationJgenomicJdataJrevealJgenesJrelatedJtoJimportantJtraitsJofJquailXJGigaScienceVJ2018VJgVJ 7.6 16

206 vernJgenomesJelucidateJlandJplantJevolutionJandJcyanobacterialJsymbiosesXJNatureYPlantsVJ2018VJdVJdfZWdgb11.5 176

205 ™etagenomicJanalysisJofJfaecalJmicrobiomeJasJaJtoolJtowardsJtargetedJnonWinvasiveJbiomarkersJforJ
colorectalJcancerXJGutVJ2017VJffVJgZWgh 19.2 488

204 teepJfunctionalJanalysisJofJsynyyVJaJggZWkilobaseJsyntheticJyeastJchromosomeXJScienceVJ2017VJceeVJ 33.3 101

203 qJnovelJunterovirusJifJcirculatingJinJshinaJcausesJhandVJfootVJandJmouthJdiseaseXJVirusYGenesVJ2017VJ
ecVJcebWcef 2.3 1
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202
TranscriptomeJprofilingJofJwalaxeaJfascicularisJandJitsJendosymbiontJSymbiodiniumJrevealsJchronicJ
eutrophicationJtoleranceJpathwaysJandJmetabolicJmutualismJbetweenJpartnersXJScientificYReportsVJ
2017VJgVJdbaZZ

4.9 20

201 wenomeJassemblyJwithJinJvitroJproximityJligationJdataJandJwholeWgenomeJtriplicationJinJlettuceXJ
NatureYCommunicationsVJ2017VJhVJadiec 17.4 196

200 ysolationJandJphylogeneticJstudyJofJβiftJValleyJfeverJvirusJfromJtheJfirstJimportedJcaseJtoJshinaXJ
VirologicaYSinicaVJ2017VJcbVJbecWbef 6.4 4

199 traftJgenomeJsequenceJofJtheJTibetanJmedicinalJherbJβhodiolaJcrenulataXJGigaScienceVJ2017VJfVJaWe 7.6 20

198 wutJmicrobiomeJandJserumJmetabolomeJalterationsJinJobesityJandJafterJweightWlossJinterventionXJ
NatureYMedicineVJ2017VJbcVJheiWhfh 50.5 627

197 TheJtifferentJTWcellJβeceptorJβepertoiresJinJrreastJsancerJTumorsVJtrainingJ–ymphJ odesVJandJ
qdjacentJTissuesXJCancerYImmunologyYResearchVJ2017VJeVJadhWaef 12.5 49

196 TheJgutJmicrobiomeJinJatheroscleroticJcardiovascularJdiseaseXJNatureYCommunicationsVJ2017VJhVJhde 17.4 575

195 TheJmicrobiotaJcontinuumJalongJtheJfemaleJreproductiveJtractJandJitsJrelationJtoJuterineWrelatedJ
diseasesXJNatureYCommunicationsVJ2017VJhVJhge 17.4 308

194 TaxonomicJstructureJandJfunctionalJassociationJofJfoxtailJmilletJrootJmicrobiomeXJGigaScienceVJ2017
VJfVJaWab 7.6 1155

193 WholeJuxomeJSequencingJydentifiesJtheJweneticJrasisJofJ–ateWOnsetJ–eighJSyndromeJinJaJïatientJ
withJ™βyJbutJ–ittleJriochemicalJuvidenceJofJaJ™itochondrialJtisorderXJJIMDYReportsVJ2017VJcbVJaagWabd 1.9 7

192 TheJhighWqualityJgenomeJofJrrassicaJnapusJcultivarJQZSaaQJrevealsJtheJintrogressionJhistoryJinJ
semiWwinterJmorphotypeXJPlantYJournalVJ2017VJibVJdebWdfh 6.9 132

191 ïearlJmilletJgenomeJsequenceJprovidesJaJresourceJtoJimproveJagronomicJtraitsJinJaridJ
environmentsXJNatureYBiotechnologyVJ2017VJceVJifiWigf 44.5 197

190 wenomeWwideJTargetJunrichmentWaidedJshipJtesignjJaJffJ’JS ïJshipJforJsashmereJwoatXJScientificY
ReportsVJ2017VJgVJhfba 4.9 5

189 βutW™–jJaJnovelVJeffectiveJβ qJeditingJdetectionJmethodJbasedJonJmachineJlearningXJGigaScienceVJ
2017VJfVJaWh 7.6 19

188 sorrectionJofJaJpathogenicJgeneJmutationJinJhumanJembryosXJNatureVJ2017VJedhVJdacWdai 50.4 567

187 teepJwholeWgenomeJsequencingJofJiZJxanJshineseJgenomesXJGigaScienceVJ2017VJfVJaWg 7.6 22

186 qssemblyJandJanalysisJofJaZZJfullJ™xsJhaplotypesJfromJtheJtanishJpopulationXJGenomeYResearchVJ
2017VJbgVJaeigWafZg 9.7 10

185 qnalysesJofJgutJmicrobiotaJandJplasmaJbileJacidsJenableJstratificationJofJpatientsJforJantidiabeticJ
treatmentXJNatureYCommunicationsVJ2017VJhVJaghe 17.4 192

(2017-2017)
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184 ysolationJandJwholeJgenomeJsequencingJofJfetalJcellsJfromJmaternalJbloodJtowardsJtheJultimateJ
nonWinvasiveJprenatalJtestingXJPrenatalYDiagnosisVJ2017VJcgVJacaaWacba 3.2 25

183 ymprovementJofJpeptideJidentificationJwithJconsideringJtheJabundanceJofJmβ qJandJpeptideXJBMCY
BioinformaticsVJ2017VJahVJaZi 3.6 6

182 TwoJdistinctJmetacommunitiesJcharacterizeJtheJgutJmicrobiotaJinJsrohnQsJdiseaseJpatientsXJ
GigaScienceVJ2017VJfVJaWaa 7.6 40

181 SequencingJandJdeJnovoJassemblyJofJaeZJgenomesJfromJtenmarkJasJaJpopulationJreferenceXJ
NatureVJ2017VJedhVJhgWia 50.4 87

180 sopyJnumberJvariationsJofJx–qWyJandJactivationJofJ ’pcZJpathwayJdetermineJtheJsensitivityJofJ
gastricJcancerJcellsJtoJtheJcytotoxicityJofJnaturalJkillerJcellsXJOncogeneVJ2016VJceVJbehdWia 9.2 4

179 uxomeJsequencingJidentifiedJvwvabJasJaJnovelJcandidateJgeneJforJ’ashinWreckJdiseaseXJFunctionalY
andYIntegrativeYGenomicsVJ2016VJafVJacWg 3.8 7

178 cïqSWbasedJsequencingJonJtheJrwySuQWeZZJtoJexploreJsmallJnonWcodingJβ qsXJClinicalYEpigeneticsVJ
2016VJhVJabc 7.7 83

177 traftJgenomeJofJtheJlivingJfossilJwinkgoJbilobaXJGigaScienceVJ2016VJeVJdi 7.6 161

176 virstJreportJofJhumanJsalivirusYklassevirusJinJrespiratoryJspecimensJofJaJchildJwithJfatalJadenovirusJ
infectionXJVirusYGenesVJ2016VJebVJfbZWd 2.3 2

175 qJreferenceJgeneJcatalogueJofJtheJpigJgutJmicrobiomeXJNatureYMicrobiologyVJ2016VJaVJafafa 26.6 233

174 yntegratedJmetabolomicsJandJmetagenomicsJanalysisJofJplasmaJandJurineJidentifiedJmicrobialJ
metabolitesJassociatedJwithJcoronaryJheartJdiseaseXJScientificYReportsVJ2016VJfVJbbebe 4.9 89

173 qllelicJdiversityJinJanJ –βJgeneJenablesJriceJtoJcombatJplanthopperJvariationXJProceedingsYofYtheY
NationalYAcademyYofYSciencesYofYtheYUnitedYStatesYofYAmericaVJ2016VJaacVJabheZWabhee 11.5 120

172 wenomeWwideJcharacteristicsJofJmutationsJinJautismXJNpjYGenomicYMedicineVJ2016VJaVJafZbgaWafZbgaZ 6.2 126

171 TheJstepwiseJevolutionJofJtheJexomeJduringJacquisitionJofJdocetaxelJresistanceJinJbreastJcancerJ
cellsXJBMCYGenomicsVJ2016VJagVJddb 4.5 21

170 wenomicJandJoncogenicJpreferenceJofJxrVJintegrationJinJhepatocellularJcarcinomaXJNatureY
CommunicationsVJ2016VJgVJabiib 17.4 151

169 saseJreportJofJaJ–iWvraumeniJsyndromeWlikeJphenotypeJwithJaJdeJnovoJmutationJinJsxu’bXJMedicineY
gUnitedYStateshVJ2016VJieVJedbea 1.8 4

168 ïwqjJanJβYrioconductorJpackageJforJidentificationJofJnovelJpeptidesJusingJaJcustomizedJdatabaseJ
derivedJfromJβ qWSeqXJBMCYBioinformaticsVJ2016VJagVJbdd 3.6 39

167 ™ultipleJygxJysotypesJyncludingJygtVJSubclassesJofJyg™VJandJygYJqreJuxpressedJinJtheJsommonJ
qncestorsJofJ™odernJrirdsXJJournalYofYImmunologyVJ2016VJaifVJeachWdg 5.3 21
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166 UtilityJofJnextWgenerationJsequencingJtechnologiesJforJtheJefficientJgeneticJresolutionJofJ
haematologicalJdisordersXJClinicalYGeneticsVJ2016VJhiVJafcWgb 4 13

165 SearchJforJtheJpotentialJLsecondWhitLJmechanismJunderlyingJtheJonsetJofJfamilialJhemophagocyticJ
lymphohistiocytosisJtypeJbJbyJwholeWexomeJsequencingJanalysisXJTranslationalYResearchVJ2016VJagZVJbfWci11 7

164 Ssβa™b–uJgeneratesJdesignedJcombinatorialJstochasticJdiversityJinJsyntheticJchromosomesXJ
GenomeYResearchVJ2016VJbfVJcfWdi 9.7 78

163 qnalyticalJandJtecisionJSupportJToolsJforJwenomicsWqssistedJrreedingXJTrendsYinYPlantYScienceVJ
2016VJbaVJcedWcfc 13.1 46

162 TheJgenomeJsequencesJofJqrachisJduranensisJandJqrachisJipaensisVJtheJdiploidJancestorsJofJ
cultivatedJpeanutXJNatureYGeneticsVJ2016VJdhVJdchWdf 36.3 498

161 βeplyJtoJqrtifactsJinJtheJdataJofJxuJetJalXJNatureYGeneticsVJ2016VJdhVJcWd 36.3 1

160 TheJSinocyclocheilusJcavefishJgenomeJprovidesJinsightsJintoJcaveJadaptationXJBMCYBiologyVJ2016VJ
adVJa 7.3 144

159 StructuralJgenomicJchangesJunderlieJalternativeJreproductiveJstrategiesJinJtheJruffJRïhilomachusJ
pugnaxSXJNatureYGeneticsVJ2016VJdhVJhdWh 36.3 214

158 ïOïtsaRSbZavSJcausesJmuscularJdystrophyJandJarrhythmiaJbyJaffectingJproteinJtraffickingXJJournalY
ofYClinicalYInvestigationVJ2016VJabfVJbciWec 15.9 55

157 SingleWcellJanalysesJofJtranscriptionalJheterogeneityJinJsquamousJcellJcarcinomaJofJurinaryJbladderXJ
OncotargetVJ2016VJgVJffZfiWffZgf 3.3 23

156 TheJgeneticJbasisJforJecologicalJadaptationJofJtheJqtlanticJherringJrevealedJbyJgenomeJsequencingXJ
ELifeVJ2016VJeVJ 8.9 103

155 ™inimalJβesidualJtiseaseJtetectionJandJuvolvedJslonesJqnalysisJinJqcuteJrJ–ymphoblasticJ
–eukemiaJUsingJteepJSequencingXJFrontiersYinYImmunologyVJ2016VJgVJdZc 8.4 24

154 SystematicJsomparativeJuvaluationJofJ™ethodsJforJynvestigatingJtheJTsβ˛†JβepertoireXJPLoSYONEVJ
2016VJaaVJeZaebdfd 3.7 29

153 SignaturesJofJsrestedJybisJ™xsJβevealedJbyJβecombinationJScreeningJandJShortWβeadsJqssemblyJ
StrategyXJPLoSYONEVJ2016VJaaVJeZafhgdd 3.7 2

152 βedefiningJtheJstructuralJmotifsJthatJdetermineJβ qJbindingJandJβ qJeditingJbyJpentatricopeptideJ
repeatJproteinsJinJlandJplantsXJPlantYJournalVJ2016VJheVJecbWdg 6.9 176

151 βecentJbreedingJprogramsJenhancedJgeneticJdiversityJinJbothJdesiJandJkabuliJvarietiesJofJchickpeaJ
RsicerJarietinumJ–XSXJScientificYReportsVJ2016VJfVJchfcf 4.9 53

150 wenesisVJuvolutionJandJïrevalenceJofJxe fJqvianJynfluenzaJVirusesJinJshinaXJCellYHostYandYMicrobeVJ
2016VJbZVJhaZWhba 23.4 187

149  ovelJlociJandJpathwaysJsignificantlyJassociatedJwithJlongevityXJScientificYReportsVJ2016VJfVJbabdc 4.9 105

(2016-2016)
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148 virstJdocumentedJcaseJofJavianJinfluenzaJRxe aSJvirusJinfectionJinJaJlionXJEmergingYMicrobesYandY
InfectionsVJ2016VJeVJeabe 18.9 11

147 ShotgunJ™etagenomicsJofJbeZJqdultJTwinsJβevealsJweneticJandJunvironmentalJympactsJonJtheJwutJ
™icrobiomeXJCellYSystemsVJ2016VJcVJegbWehdXec 10.6 172

146 uvolutionJofJmultipleJcellJclonesJoverJaJbiWyearJperiodJofJaJs––JpatientXJNatureYCommunicationsVJ
2016VJgVJacgfe 17.4 21

145 TheJqsianJarowanaJRScleropagesJformosusSJgenomeJprovidesJnewJinsightsJintoJtheJevolutionJofJanJ
earlyJlineageJofJteleostsXJScientificYReportsVJ2016VJfVJbdeZa 4.9 66

144 teepJsequencingJofJtheJ™xsJregionJinJtheJshineseJpopulationJcontributesJtoJstudiesJofJcomplexJ
diseaseXJNatureYGeneticsVJ2016VJdhVJgdZWf 36.3 129

143 TheJïowerJofJynbreedingjJ wSWrasedJwWqSJofJβiceJβevealsJsonvergentJuvolutionJduringJβiceJ
tomesticationXJMolecularYPlantVJ2016VJiVJigeWhe 14.4 66

142 qnJ–sW™SJbasedJuntargetedJmetabolomicsJstudyJidentifiedJnovelJbiomarkersJforJcoronaryJheartJ
diseaseXJMolecularYBioSystemsVJ2016VJabVJcdbeWcdcd 9

141 yntegratedJgenomeJsequenceJandJlinkageJmapJofJphysicJnutJRzatrophaJcurcasJ–XSVJaJbiodieselJplantXJ
PlantYJournalVJ2015VJhaVJhaZWba 6.9 96

140 ™utationJinJmitochondrialJribosomalJproteinJSgJR™βïSgSJcausesJcongenitalJsensorineuralJdeafnessVJ
progressiveJhepaticJandJrenalJfailureJandJlacticJacidemiaXJHumanYMolecularYGeneticsVJ2015VJbdVJbbigWcZg 5.6 48

139 wenomeWwideJprofilingJofJxïVJintegrationJinJcervicalJcancerJidentifiesJclusteredJgenomicJhotJspotsJ
andJaJpotentialJmicrohomologyWmediatedJintegrationJmechanismXJNatureYGeneticsVJ2015VJdgVJaehWfc 36.3 264

138  ovelJvariationJandJdeJnovoJmutationJratesJinJpopulationWwideJdeJnovoJassembledJtanishJtriosXJ
NatureYCommunicationsVJ2015VJfVJeifi 17.4 119

137 sO–taJconfersJchillingJtoleranceJinJriceXJCellVJ2015VJafZVJabZiWba 56.2 414

136  anoparticleWmediatedJexpressionJofJaJWntJpathwayJinhibitorJamelioratesJocularJ
neovascularizationXJArteriosclerosiskYThrombosiskYandYVascularYBiologyVJ2015VJceVJheeWfd 9.4 24

135 umbryoJgenomeJprofilingJbyJsingleWcellJsequencingJforJpreimplantationJgeneticJdiagnosisJinJaJ
˛†WthalassemiaJfamilyXJClinicalYChemistryVJ2015VJfaVJfagWbf 5.5 14

134 wutJmicrobiomeJdevelopmentJalongJtheJcolorectalJadenomaWcarcinomaJsequenceXJNatureY
CommunicationsVJ2015VJfVJfebh 17.4 614

133
TheJexpandingJspectrumJofJïβïSaWassociatedJphenotypesjJthreeJnovelJmutationsJsegregatingJwithJ
XWlinkedJhearingJlossJandJmildJperipheralJneuropathyXJEuropeanYJournalYofYHumanYGeneticsVJ2015VJ
bcVJgffWgc

5.3 15

132 WholeWexomeJsequencingJidentifiesJOβbWcJmutationJasJaJcauseJofJautosomalJdominantJretinitisJ
pigmentosaXJScientificYReportsVJ2015VJeVJibcf 4.9 20

131 TheJoralJandJgutJmicrobiomesJareJperturbedJinJrheumatoidJarthritisJandJpartlyJnormalizedJafterJ
treatmentXJNatureYMedicineVJ2015VJbaVJhieWiZe 50.5 849
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130 SparseJwholeWgenomeJsequencingJidentifiesJtwoJlociJforJmajorJdepressiveJdisorderXJNatureVJ2015VJ
ebcVJehhWia 50.4 584

129 wenomeJsequenceJofJcultivatedJUplandJcottonJRwossypium´ hirsutumJT™WaSJprovidesJinsightsJintoJ
genomeJevolutionXJNatureYBiotechnologyVJ2015VJccVJebdWcZ 44.5 683

128  onWtargetedJmetabolomicsJandJlipidomicsJ–sW™SJdataJfromJmaternalJplasmaJofJahZJhealthyJ
pregnantJwomenXJGigaScienceVJ2015VJdVJaf 7.6 19

127 tynamicsJandJStabilizationJofJtheJxumanJwutJ™icrobiomeJduringJtheJvirstJYearJofJ–ifeXJCellYHostY
andYMicrobeVJ2015VJagVJfiZWgZc 23.4 1367

126 yïeakjJqnJopenJsourceJtoolJtoJcombineJresultsJfromJmultipleJ™SY™SJsearchJenginesXJProteomicsVJ
2015VJaeVJbiafWbZ 4.8 26

125 SmartJenrichmentJandJfacileJseparationJofJoilJfromJemulsionsJandJmixturesJbyJ
superhydrophobicYsuperoleophilicJparticlesXJACSYAppliedYMaterialsYeamp;YInterfacesVJ2015VJgVJaZdgeWha 9.5 84

124 qJglobalJreferenceJforJhumanJgeneticJvariationXJNatureVJ2015VJebfVJfhWgd 50.4 8599

123 TheJSymbiodiniumJkawagutiiJgenomeJilluminatesJdinoflagellateJgeneJexpressionJandJcoralJ
symbiosisXJScienceVJ2015VJceZVJfiaWd 33.3 283

122 βeferenceJgenomeJofJwildJgoatJRcapraJaegagrusSJandJsequencingJofJgoatJbreedsJprovideJinsightJ
intoJgenicJbasisJofJgoatJdomesticationXJBMCYGenomicsVJ2015VJafVJdca 4.5 60

121 qppraisalJofJtheJ™issingJïroteinsJrasedJonJtheJmβ qsJroundJtoJβibosomesXJJournalYofYProteomeY
ResearchVJ2015VJadVJdigfWhd 5.6 1

120 somparisonJofJvariationsJdetectionJbetweenJwholeWgenomeJamplificationJmethodsJusedJinJ
singleWcellJresequencingXJGigaScienceVJ2015VJdVJcg 7.6 107

119 y™onitorjJqJβobustJïipelineJforJTsβJandJrsβJβepertoireJqnalysisXJGeneticsVJ2015VJbZaVJdeiWgb 4 73

118 TheJgenomeJsequenceJofJtheJorchidJïhalaenopsisJequestrisXJNatureYGeneticsVJ2015VJdgVJfeWgb 36.3 265

117 qJcomparisonJofJisolatedJcirculatingJtumorJcellsJandJtissueJbiopsiesJusingJwholeWgenomeJ
sequencingJinJprostateJcancerXJOncotargetVJ2015VJfVJddghaWic 3.3 85

116 teJnovoJassemblyJofJaJhaplotypeWresolvedJhumanJgenomeXJNatureYBiotechnologyVJ2015VJccVJfagWbb 44.5 57

115 ™olecularJsignaturesJofJmajorJdepressionXJCurrentYBiologyVJ2015VJbeVJaadfWef 6.3 162

114 vrequentJalterationsJinJcytoskeletonJremodellingJgenesJinJprimaryJandJmetastaticJlungJ
adenocarcinomasXJNatureYCommunicationsVJ2015VJfVJaZaca 17.4 67

113 sopyJnumberJvariationJinJsuïeg–aJpredisposesJtoJcongenitalJabsenceJofJbilateralJqs–JandJïs–J
ligamentsXJHumanYGenomicsVJ2015VJiVJca 6.8 5

(2015-2015)
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112 sO–taJsonfersJshillingJToleranceJinJβiceXJCellVJ2015VJafbVJbbb 56.2 7

111 vullWlengthJsingleWcellJβ qWseqJappliedJtoJaJviralJhumanJcancerjJapplicationsJtoJxïVJexpressionJandJ
splicingJanalysisJinJxe–aJScJcellsXJGigaScienceVJ2015VJdVJea 7.6 42

110 ’eppenW–ubinskyJsyndromeJisJcausedJbyJmutationsJinJtheJinwardlyJrectifyingJ’UJchannelJencodedJ
byJ’s zfXJAmericanYJournalYofYHumanYGeneticsVJ2015VJifVJbieWcZZ 11 72

109 –ossWofWfunctionJmutationsJinJsqSTJcauseJpeelingJskinVJleukonychiaVJacralJpunctateJkeratosesVJ
cheilitisVJandJknuckleJpadsXJAmericanYJournalYofYHumanYGeneticsVJ2015VJifVJddZWg 11 22

108 ValueJofJwholeJexomeJsequencingJforJsyndromicJretinalJdystrophyJdiagnosisJinJyoungJpatientsXJ
ClinicalYandYExperimentalYOphthalmologyVJ2015VJdcVJacbWh 2.4 7

107 telayedJdiagnosisJofJcongenitalJmyastheniaJdueJtoJassociatedJmitochondrialJenzymeJdefectXJ
NeuromuscularYDisordersVJ2015VJbeVJbegWfa 2.9 9

106 qpplicationJofJWholeJuxomeJSequencingJinJSixJvamiliesJwithJanJynitialJtiagnosisJofJqutosomalJ
tominantJβetinitisJïigmentosajJ–essonsJ–earnedXJPLoSYONEVJ2015VJaZVJeZaccfbd 3.7 17

105 qJrobustJapproachJforJblindJdetectionJofJbalancedJchromosomalJrearrangementsJwithJ
wholeWgenomeJlowWcoverageJsequencingXJHumanYMutationVJ2014VJceVJfbeWcf 4.7 50

104 ynfluenzaJxg iJandJxi bJvirusesjJcoexistenceJinJpoultryJlinkedJtoJhumanJxg iJinfectionJandJ
genomeJcharacteristicsXJJournalYofYVirologyVJ2014VJhhVJcdbcWca 6.6 78

103 ïhylogenomicsJresolvesJtheJtimingJandJpatternJofJinsectJevolutionXJScienceVJ2014VJcdfVJgfcWg 33.3 1489

102  oninvasiveJprenatalJtestingJforJautosomalJrecessiveJconditionsJbyJmaternalJplasmaJsequencingJinJ
aJcaseJofJcongenitalJdeafnessXJGeneticsYinYMedicineVJ2014VJafVJigbWf 8.1 36

101 sapvinderjJanJβYrioconductorJpackageJforJdetectionJofJvariantJpeptidesJinJshotgunJproteomicsJ
experimentsXJBioinformaticsVJ2014VJcZVJcacfWh 7.2 21

100 somparativeJpopulationJgenomicsJrevealsJtheJdomesticationJhistoryJofJtheJpeachVJïrunusJpersicaVJ
andJhumanJinfluencesJonJperennialJfruitJcropsXJGenomeYBiologyVJ2014VJaeVJdae 18.3 97

99 SOqïdenovoWTransjJdeJnovoJtranscriptomeJassemblyJwithJshortJβ qWSeqJreadsXJBioinformaticsVJ
2014VJcZVJaffZWf 7.2 621

98 ïregnancyWinducedJmetabolicJphenotypeJvariationsJinJmaternalJplasmaXJJournalYofYProteomeY
ResearchVJ2014VJacVJaebgWcf 5.6 65

97 wenomeJsequenceJofJtheJcultivatedJcottonJwossypiumJarboreumXJNatureYGeneticsVJ2014VJdfVJefgWgb 36.3 613

96 qnJintegratedJcatalogJofJreferenceJgenesJinJtheJhumanJgutJmicrobiomeXJNatureYBiotechnologyVJ
2014VJcbVJhcdWda 44.5 1088

95 ydentificationJofJaJnovelJsaltJtoleranceJgeneJinJwildJsoybeanJbyJwholeWgenomeJsequencingXJNatureY
CommunicationsVJ2014VJeVJdcdZ 17.4 230
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94 qltitudeJadaptationJinJTibetansJcausedJbyJintrogressionJofJtenisovanWlikeJt qXJNatureVJ2014VJeabVJaidWg50.4 605

93 TheJsheepJgenomeJilluminatesJbiologyJofJtheJrumenJandJlipidJmetabolismXJScienceVJ2014VJcddVJaafhWaagc33.3 294

92 TheJrrassicaJoleraceaJgenomeJrevealsJtheJasymmetricalJevolutionJofJpolyploidJgenomesXJNatureY
CommunicationsVJ2014VJeVJcicZ 17.4 676

91 xaplotypeWbasedJapproachJforJnoninvasiveJprenatalJdiagnosisJofJcongenitalJadrenalJhyperplasiaJbyJ
maternalJplasmaJt qJsequencingXJGeneVJ2014VJeddVJbebWh 3.8 36

90 ynheritedJboneJmarrowJfailureJassociatedJwithJgermlineJmutationJofJqstVJtheJgeneJencodingJ
telomereJproteinJTïïaXJBloodVJ2014VJabdVJbgfgWgd 2.2 75

89 βapidJdetectionJofJstructuralJvariationJinJaJhumanJgenomeJusingJnanochannelWbasedJgenomeJ
mappingJtechnologyXJGigaScienceVJ2014VJcVJcd 7.6 113

88 tesignJandJcharacterizationJofJaJeb’JS ïJchipJforJgoatsXJPLoSYONEVJ2014VJiVJehfbbg 3.7 121

87 wenomeWwideJtranscriptomeJandJantioxidantJanalysesJonJgammaWirradiatedJphasesJofJdeinococcusJ
radioduransJβaXJPLoSYONEVJ2014VJiVJehefdi 3.7 32

86 ™udskipperJgenomesJprovideJinsightsJintoJtheJterrestrialJadaptationJofJamphibiousJfishesXJNatureY
CommunicationsVJ2014VJeVJeeid 17.4 89

85 qnJimprovedJbbWβqtJapproachJRybbWβqtSJofferingJgenotypingJtestedJbyJaJriceJROryzaJsativaJ–XSJvbJ
populationXJBMCYGenomicsVJ2014VJaeVJief 4.5 25

84 yntrogressionJfromJdomesticJgoatJgeneratedJvariationJatJtheJmajorJhistocompatibilityJcomplexJofJ
qlpineJibexXJPLoSYGeneticsVJ2014VJaZVJeaZZddch 6 62

83 tiscoveryJofJbiclonalJoriginJandJaJnovelJoncogeneJS–sabqeJinJcolonJcancerJbyJsingleWcellJ
sequencingXJCellYResearchVJ2014VJbdVJgZaWab 24.7 99

82 TheJO™SSqïercolatorjJanJautomatedJtoolJtoJvalidateJO™SSqJresultsXJProteomicsVJ2014VJadVJaZaaWd 4.8 12

81 TheJStreptococcusJsuisJtranscriptionalJlandscapeJrevealsJadaptationJmechanismsJinJpigJbloodJandJ
cerebrospinalJfluidXJRnaVJ2014VJbZVJhhbWih 5.8 46

80 slinicalJoutcomeJofJpreimplantationJgeneticJdiagnosisJandJscreeningJusingJnextJgenerationJ
sequencingXJGigaScienceVJ2014VJcVJcZ 7.6 77

79 uxpandingJtheJphenotypeJofJïβïSaJsyndromesJinJfemalesjJneuropathyVJhearingJlossJandJ
retinopathyXJOrphanetYJournalYofYRareYDiseasesVJ2014VJiVJaiZ 4.2 21

78 wenomeJsequencingJofJtheJhighJoilJcropJsesameJprovidesJinsightJintoJoilJbiosynthesisXJGenomeY
BiologyVJ2014VJaeVJβci 18.3 179

77 OTwWsnpcallerjJanJoptimizedJpipelineJbasedJonJT™qïJandJwqT’JforJS ïJcallingJfromJionJtorrentJ
dataXJPLoSYONEVJ2014VJiVJeigeZg 3.7 21

(2014-2014)
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76 wenomicJlandscapesJofJshineseJhamsterJovaryJcellJlinesJasJrevealedJbyJtheJsricetulusJgriseusJdraftJ
genomeXJNatureYBiotechnologyVJ2013VJcaVJgeiWfe 44.5 289

75 traftJgenomeJsequenceJofJchickpeaJRsicerJarietinumSJprovidesJaJresourceJforJtraitJimprovementXJ
NatureYBiotechnologyVJ2013VJcaVJbdZWf 44.5 781

74 TheJsacredJlotusJgenomeJprovidesJinsightsJintoJtheJevolutionJofJfloweringJplantsXJPlantYJournalVJ
2013VJgfVJeegWfg 6.9 55

73 qJmethodJforJnoninvasiveJdetectionJofJfetalJlargeJdeletionsYduplicationsJbyJlowJcoverageJmassivelyJ
parallelJsequencingXJPrenatalYDiagnosisVJ2013VJccVJehdWiZ 3.2 84

72 SequencingJandJautomatedJwholeWgenomeJopticalJmappingJofJtheJgenomeJofJaJdomesticJgoatJ
RsapraJhircusSXJNatureYBiotechnologyVJ2013VJcaVJaceWda 44.5 355

71 somparativeJmethylomicsJbetweenJdomesticatedJandJwildJsilkwormsJimpliesJpossibleJepigeneticJ
influencesJonJsilkwormJdomesticationXJBMCYGenomicsVJ2013VJadVJfdf 4.5 35

70 TheJgenomeJofJtheJpearJRïyrusJbretschneideriJβehdXSXJGenomeYResearchVJ2013VJbcVJcifWdZh 9.7 615

69 xyVytjJanJefficientJmethodJtoJdetectJxrVJintegrationJusingJlowJcoverageJsequencingXJGenomicsVJ
2013VJaZbVJcchWdd 4.3 65

68 SerumJmetabolomicsJrevealsJlipidJmetabolismJvariationJbetweenJcoronaryJarteryJdiseaseJandJ
congestiveJheartJfailurejJaJpilotJstudyXJBiomarkersVJ2013VJahVJcadWba 2.6 16

67 xighWpurityJprostateJcirculatingJtumorJcellJisolationJbyJaJpolymerJnanofiberWembeddedJmicrochipJ
forJwholeJexomeJsequencingXJAdvancedYMaterialsVJ2013VJbeVJbhigWiZb 24 131

66
TumorJsellJysolationjJxighWïurityJïrostateJsirculatingJTumorJsellJysolationJbyJaJïolymerJ
 anofiberWumbeddedJ™icrochipJforJWholeJuxomeJSequencingJRqdvXJ™aterXJbaYbZacSXJAdvancedY
MaterialsVJ2013VJbeVJbhgZWbhgZ

24 1

65 TheJTarenayaJhasslerianaJgenomeJprovidesJinsightJintoJreproductiveJtraitJandJgenomeJevolutionJofJ
crucifersXJPlantYCellVJ2013VJbeVJbhacWcZ 11.6 67

64 raijiJgenomesJrevealJlowJgeneticJvariabilityJandJnewJinsightsJintoJsecondaryJaquaticJadaptationsXJ
NatureYCommunicationsVJ2013VJdVJbgZh 17.4 76

63 UsingJSOqïalignerJforJShortJβeadsJqlignmentXJCurrentYProtocolsYinYBioinformaticsVJ2013VJddVJaaXaaXaWag 24.2 39

62 qnalysisJofJeliteJvarietyJtagJS ïsJrevealsJanJimportantJalleleJinJuplandJriceXJNatureYCommunicationsVJ
2013VJdVJbach 17.4 27

61 uffectiveJnoninvasiveJzygosityJdeterminationJbyJmaternalJplasmaJtargetJregionJsequencingXJPLoSY
ONEVJ2013VJhVJefeZeZ 3.7 9

60 qnJintegratedJtoolJtoJstudyJ™xsJregionjJaccurateJS VJdetectionJandJx–qJgenesJtypingJinJhumanJ
™xsJregionJusingJtargetedJhighWthroughputJsequencingXJPLoSYONEVJ2013VJhVJefichh 3.7 34

59 qJsingleJcellJlevelJbasedJmethodJforJcopyJnumberJvariationJanalysisJbyJlowJcoverageJmassivelyJ
parallelJsequencingXJPLoSYONEVJ2013VJhVJeedbcf 3.7 55
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58 ™ultiscaleJbioWinspiredJhoneycombJstructureJmaterialJwithJhighJmechanicalJstrengthJandJlowJ
densityXJJournalYofYMaterialsYChemistryVJ2012VJbbVJaZhhc 39

57 qnalysesJofJpigJgenomesJprovideJinsightJintoJporcineJdemographyJandJevolutionXJNatureVJ2012VJ
diaVJcicWh 50.4 928

56 SingleWcellJexomeJsequencingJrevealsJsingleWnucleotideJmutationJcharacteristicsJofJaJkidneyJtumorXJ
CellVJ2012VJadhVJhhfWie 56.2 511

55 SingleWcellJexomeJsequencingJandJmonoclonalJevolutionJofJaJzq’bWnegativeJmyeloproliferativeJ
neoplasmXJCellVJ2012VJadhVJhgcWhe 56.2 431

54 SingleWcellJsequencingJanalysisJcharacterizesJcommonJandJcellWlineageWspecificJmutationsJinJaJ
muscleWinvasiveJbladderJcancerXJGigaScienceVJ2012VJaVJab 7.6 82

53 ™aizeJxap™apbJidentifiesJextantJvariationJfromJaJgenomeJinJfluxXJNatureYGeneticsVJ2012VJddVJhZcWg 36.3 470

52 WholeWgenomeJsequenceJofJSchistosomaJhaematobiumXJNatureYGeneticsVJ2012VJddVJbbaWe 36.3 325

51 TheJtomatoJgenomeJsequenceJprovidesJinsightsJintoJfleshyJfruitJevolutionXJNatureVJ2012VJdheVJfceWda 50.4 2138

50 somparativeJpopulationJgenomicsJofJmaizeJdomesticationJandJimprovementXJNatureYGeneticsVJ2012
VJddVJhZhWaa 36.3 600

49 wenomeJsequenceJofJfoxtailJmilletJRSetariaJitalicaSJprovidesJinsightsJintoJgrassJevolutionJandJ
biofuelJpotentialXJNatureYBiotechnologyVJ2012VJcZVJediWed 44.5 447

48 TheJgenomeJofJïrunusJmumeXJNatureYCommunicationsVJ2012VJcVJacah 17.4 295

47 wenomeWwideJcharacterizationJofJnonreferenceJtransposonsJrevealsJevolutionaryJpropensitiesJofJ
transposonsJinJsoybeanXJPlantYCellVJ2012VJbdVJddbbWcf 11.6 42

46 traftJgenomeJsequenceJofJpigeonpeaJRsajanusJcajanSVJanJorphanJlegumeJcropJofJresourceWpoorJ
farmersXJNatureYBiotechnologyVJ2011VJcZVJhcWi 44.5 587

45 βesequencingJeZJaccessionsJofJcultivatedJandJwildJriceJyieldsJmarkersJforJidentifyingJagronomicallyJ
importantJgenesXJNatureYBiotechnologyVJ2011VJcZVJaZeWaa 44.5 635

44 wenomeJsequenceJandJanalysisJofJtheJtuberJcropJpotatoXJNatureVJ2011VJdgeVJahiWie 50.4 1438

43 TheJgenomicJsequenceJofJtheJshineseJhamsterJovaryJRsxOSW’aJcellJlineXJNatureYBiotechnologyVJ2011
VJbiVJgceWda 44.5 584

42 TheJgenomeJofJtheJmesopolyploidJcropJspeciesJrrassicaJrapaXJNatureYGeneticsVJ2011VJdcVJaZceWi 36.3 1490

41 qscarisJsuumJdraftJgenomeXJNatureVJ2011VJdgiVJebiWcc 50.4 217

(2011-2012)
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40 VenomJglandJtranscriptomesJofJtwoJelapidJsnakesJRrungarusJmulticinctusJandJ ajaJatraSJandJ
evolutionJofJtoxinJgenesXJBMCYGenomicsVJ2011VJabVJa 4.5 188

39 uffectJofJtemperatureJonJtheJbuildWupJandJpostJhydrothermalJprocessingJofJhydrogenWbondedJ
ïVïO YïqqJfilmXJSoftYMatterVJ2011VJgVJidce 3.6 19

38 wenerationJofJhircineWinducedJpluripotentJstemJcellsJbyJsomaticJcellJreprogrammingXJCellYResearchVJ
2011VJbaVJhdiWec 24.7 54

37 wenomeWwideJpatternsJofJgeneticJvariationJamongJeliteJmaizeJinbredJlinesXJNatureYGeneticsVJ2010VJ
dbVJaZbgWcZ 36.3 365

36 βesequencingJofJcaJwildJandJcultivatedJsoybeanJgenomesJidentifiesJpatternsJofJgeneticJdiversityJ
andJselectionXJNatureYGeneticsVJ2010VJdbVJaZecWi 36.3 754

35 βapidVJlowWinputVJlowWbiasJconstructionJofJshotgunJfragmentJlibrariesJbyJhighWdensityJinJvitroJ
transpositionXJGenomeYBiologyVJ2010VJaaVJβaai 18.3 377

34 SequencingJofJeZJhumanJexomesJrevealsJadaptationJtoJhighJaltitudeXJScienceVJ2010VJcbiVJgeWh 33.3 1020

33 sompleteJresequencingJofJdZJgenomesJrevealsJdomesticationJeventsJandJgenesJinJsilkwormJ
RrombyxSXJScienceVJ2009VJcbfVJdccWf 33.3 277

32 ™WwWqSJforJtheJwutJ™icrobiomeJinJshineseJqdultsJylluminatesJonJsomplexJtiseasesXJSSRNY
ElectronicYJournalV 1 4

31 TheJdraftJgenomeJassemblyJofJtheJcriticallyJendangeredJ yssaJyunnanensisVJaJplantJspeciesJwithJ
extremelyJsmallJpopulationsJendemicJtoJYunnanJïrovinceVJshinaXJGigaByteVbZbZVJaWab 1

30 TheJfemaleJurinaryJmicrobiotaJinJrelationJtoJtheJreproductiveJtractJmicrobiotaXJGigaByteVbZbZVJaWi 3

29 –owJïassJwenomesJofJadaVdcaJshineseJβevealJïatternsJofJViralJynfectionVJ ovelJïhenotypicJ
qssociationsVJandJtheJweneticJxistoryJofJshinaXJSSRNYElectronicYJournalV 1 1

28 ™WwWqSJforJtheJgutJmicrobiomeJinJshineseJadultsJilluminatesJonJcomplexJdiseases 1

27 ydentificationJofJgutJmicrobiomeJmarkersJforJschizophreniaJdelineatesJaJpotentialJroleJofJStreptococcus 1

26 qJportableJandJcostWeffectiveJmicrofluidicJsystemJforJmassivelyJparallelJsingleWcellJtranscriptomeJprofiling 4

25 qJsimpleJbeadWbasedJmethodJforJgeneratingJcostWeffectiveJcoWbarcodedJsequenceJreadsXJProtocolY
ExchangeV 2

24 sonstructionJofJtheJthirdJgenerationJZeaJmaysJhaplotypeJmap 19

23 SingleJcellJatlasJofJdomesticJpigJbrainJilluminatesJtheJconservationJandJdivergenceJofJcellJtypesJatJ
spatialJandJspeciesJlevels 3
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22 qdvancedJWholeJwenomeJSequencingJUsingJanJuntirelyJïsβWfreeJ™assivelyJïarallelJSequencingJWorkflow 2

21 ThreeJgenomesJofJOsteoglossidaeJshedJlightJonJancientJteleostJevolution 3

20 wenomicJanalysesJrevealJtheJoriginJofJdomesticJducksJandJidentifyJdifferentJgeneticJunderpinningsJ
ofJwildJducks 1

19 sool™ïSâ�¢jJqdvancedJmassivelyJparallelJsequencingJusingJantibodiesJspecificJtoJeachJnaturalJnucleobase 2

18 ™ultipleJapproachesJforJmassivelyJparallelJsequencingJofJxsoVWaiJRSqβSWsoVWbSJgenomesJdirectlyJ
fromJclinicalJsamples 9

17 SingleWcellJatlasJofJaJnonWhumanJprimateJrevealsJnewJpathogenicJmechanismsJofJsOVytWai 19

16 ynitialJWholeJwenomeJSequencingJandJqnalysisJofJtheJxostJweneticJsontributionJtoJsOVytWaiJ
SeverityJandJSusceptibility 3

15 ynterWdeterminationJofJbloodJmetaboliteJlevelsJandJgutJmicrobiomeJsupportedJbyJ™endelianJrandomization 5

14 TheJTransWomicsJ–andscapeJofJsOVytWai 1

13 –andscapesJandJdynamicJdiversificationsJofJrWcellJreceptorJrepertoiresJinJsOVytWaiJpatients 1

12 qJcatalogJofJmicrobialJgenesJfromJtheJbovineJrumenJunveilsJaJspecializedJandJdiverseJ
biomassWdegradingJenvironment 1

11 teconvolutionJofJsingleWcellJmultiWomicsJlayersJrevealsJregulatoryJheterogeneity 5

10 ïyβtjJïanJimmuneJrepertoireJdatabase 1

9 βecentJoriginJofJanJXXYXYJsexWdeterminationJsystemJinJtheJancientJplantJlineageJwinkgoJbiloba 5

8 traftJgenomeJsequenceJofJtheJSolanumJaethiopicumJprovidesJinsightsJintoJdiseaseJresistanceVJ
droughtJtoleranceJandJtheJevolutionJofJtheJgenome 4

7 TheJvaginoWcervicalJmicrobiomeJasJaJwomanâ��sJlifeJhistory 4

6 qJmultiWomicJcohortJasJaJreferenceJpointJforJpromotingJaJhealthyJhumanJgutJmicrobiome 7

5 qgeWdependentJsexualJdimorphismJinJtheJadultJhumanJgutJmicrobiota 2
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4 S–βWsuperscaffolderjJaJdeJnovoJscaffoldingJtoolJforJsyntheticJlongJreadsJusingJaJtopWtoWbottomJscheme 1

3 OverJeZZZZJmetagenomicallyJassembledJdraftJgenomesJforJtheJhumanJoralJmicrobiomeJrevealJnewJtaxa 3

2 TwSWwapsloserjJfastJandJaccuratelyJpassingJthroughJtheJrermudaJinJlargeJgenomeJusingJ
errorWproneJthirdWgenerationJlongJreads 3

1 ™etagenomeWgenomeWwideJassociationJstudiesJrevealJhumanJgeneticJimpactJonJtheJoralJmicrobiome 2
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