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k Paper IF Citations

164 SexWuependentISharedIandINonsharedIxeneticIrrchitectureIrcrossIMoodIandIPsychoticIuisordersXI
BiologicaliPsychiatryVI2022VIjbVIbacWbbh 7.9 11

163 PolygenicIpredictionIofIeducationalIattainmentIwithinIandIbetweenIfamiliesIfromIgenomeWwideI
associationIanalysesIinIdImillionIindividualsXXINatureiGeneticsVI2022VI 36.3 7

162 MappingIgenomicIlociIimplicatesIgenesIandIsynapticIbiologyIinIschizophreniaXXINatureVI2022VI 50.4 35

161 RareIcodingIvariantsIinItenIgenesIconferIsubstantialIriskIforIschizophreniaXXINatureVI2022VI 50.4 16

160 uNrImethylationIsignatureIofIchronicIlowWgradeIinflammationIandIitsIroleIinIcardioWrespiratoryI
diseasesXXINatureiCommunicationsVI2022VIbdVIceai 17.4 1

159 xeneWeducationalIattainmentIinteractionsIinIaImultiWancestryIgenomeWwideImetaWanalysisIidentifyI
novelIbloodIpressureIlociXIMoleculariPsychiatryVI2021VIcgVIcbbbWcbcf 15.1 3

158 rssociationIofIpolygenicIscoreIforImajorIdepressionIwithIresponseItoIlithiumIinIpatientsIwithI
bipolarIdisorderXIMoleculariPsychiatryVI2021VIcgVIcefhWceha 15.1 17

157
ResponseItoIcommentIonILvvaluatingItheIcardiovascularIsafetyIofIsclerostinIinhibitionIusingI
evidenceIfromImetaWanalysisIofIclinicalItrialsIandIhumanIgeneticsLXIScienceiTranslationaliMedicineVI
2021VIbdVIeabfefda

17.5

156 tohortIProfilekItOVzuMvNTkItOVzuWbjIcohortsIonImentalIhealthIacrossIsixInationsXXIInternationali
JournaliofiEpidemiologyVI2021VI 7.8 2

155 MultiWancestryIgenomeWwideIgeneWsleepIinteractionsIidentifyInovelIlociIforIbloodIpressureXI
MoleculariPsychiatryVI2021VI 15.1 3

154 rItomparisonIofITenIPolygenicIScoreIMethodsIforIPsychiatricIuisordersIrppliedIrcrossIMultipleI
tohortsXIBiologicaliPsychiatryVI2021VIjaVIgbbWgca 7.9 17

153 xenomeWwideIassociationIstudyIofImoreIthanIeaVaaaIbipolarIdisorderIcasesIprovidesInewIinsightsI
intoItheIunderlyingIbiologyXINatureiGeneticsVI2021VIfdVIibhWicj 36.3 83

152 xenomeWwideIassociationIstudiesIidentifyIbdhIgeneticIlociIforIuNrImethylationIbiomarkersIofI
agingXIGenomeiBiologyVI2021VIccVIbje 18.3 14

151 xenomeWwideIassociationIstudyIidentifiesIfiveIriskIlociIforIperniciousIanemiaXINaturei
CommunicationsVI2021VIbcVIdhgb 17.4 4

150 ResourceIprofileIandIuserIguideIofItheIPolygenicIzndexIRepositoryXINatureiHumaniBehaviourVI2021VI 12.8 5

149 xenomeWwideIassociationIstudyIidentifiesIeiIcommonIgeneticIvariantsIassociatedIwithIhandednessXI
NatureiHumaniBehaviourVI2021VIfVIfjWha 12.8 33

148 xeneticIinsightsIintoIbiologicalImechanismsIgoverningIhumanIovarianIageingXINatureVI2021VIfjgVIdjdWdjh50.4 28
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147 xeneticIregulationIofIspermineIoxidaseIactivityIandIcancerIriskkIaIMendelianIrandomizationIstudyXI
ScientificiReportsVI2021VIbbVIbhegd 4.9 0

146 zdentifyingItheItommonIxeneticIsasisIofIrntidepressantIResponseXIBiologicaliPsychiatryiGlobali
OpeniScienceVI2021VI 4

145 xenomicIznsightsIintoIMyastheniaIxravisIzdentifyIuistinctIzmmunologicalIMechanismsIinIvarlyIandI
 ateIOnsetIuiseaseXIAnnalsiofiNeurologyVI2021VIjaVIeffWegd 9.4 3

144 xenomicIandIphenotypicIinsightsIfromIanIatlasIofIgeneticIeffectsIonIuNrImethylationXINaturei
GeneticsVI2021VIfdVIbdbbWbdcb 36.3 27

143 RareIgeneticIvariabilityIinIhumanIdrugItargetIgenesImodulatesIdrugIresponseIandIcanIguideI
precisionImedicineXIScienceiAdvancesVI2021VIhVIeabigifg 14.3 3

142 TheIxeneticIrrchitectureIofIuepressionIinIzndividualsIofIvastIrsianIrncestrykIrIxenomeWWideI
rssociationIStudyXIJAMAiPsychiatryVI2021VIhiVIbcfiWbcgj 14.5 7

141  argeWscaleIcisWIandItransWeQT IanalysesIidentifyIthousandsIofIgeneticIlociIandIpolygenicIscoresI
thatIregulateIbloodIgeneIexpressionXINatureiGeneticsVI2021VIfdVIbdaaWbdba 36.3 60

140 vpigenomeWwideIassociationIstudyIofIserumIurateIrevealsIinsightsIintoIurateIcoWregulationIandItheI
S tcrjIlocusXINatureiCommunicationsVI2021VIbcVIhbhd 17.4 1

139 MetaWanalysesIidentifyIuNrImethylationIassociatedIwithIkidneyIfunctionIandIdamageXINaturei
CommunicationsVI2021VIbcVIhbhe 17.4 0

138 yabitualIsleepIdisturbancesIandImigrainekIaIMendelianIrandomizationIstudyXIAnnalsiofiClinicaliandi
TranslationaliNeurologyVI2020VIhVIcdhaWcdia 5.3 6

137 TheIeffectIofI RR’cIlossWofWfunctionIvariantsIinIhumansXINatureiMedicineVI2020VIcgVIigjWihh 50.5 47

136 zdentificationVIyeritabilityVIandIRelationIWithIxeneIvxpressionIofINovelIuNrIMethylationI ociIforI
sloodIPressureXIHypertensionVI2020VIhgVIbjfWcaf 8.5 12

135 rIgenomeWwideIcrossWphenotypeImetaWanalysisIofItheIassociationIofIbloodIpressureIwithImigraineXI
NatureiCommunicationsVI2020VIbbVIddgi 17.4 22

134 vvaluatingItheIcardiovascularIsafetyIofIsclerostinIinhibitionIusingIevidenceIfromImetaWanalysisIofI
clinicalItrialsIandIhumanIgeneticsXIScienceiTranslationaliMedicineVI2020VIbcVI 17.5 27

133 MonocytesIpresentIageWrelatedIchangesIinIphospholipidIconcentrationIandIdecreasedIenergyI
metabolismXIAgingiCellVI2020VIbjVIebdbch 9.9 23

132 xenomeWwideIgeneWenvironmentIanalysesIofImajorIdepressiveIdisorderIandIreportedIlifetimeI
traumaticIexperiencesIinIU’IsiobankXIMoleculariPsychiatryVI2020VIcfVIbedaWbeeg 15.1 47

131 zmplicationsIofIsecondaryIfindingsIforIclinicalIcontextsI2020VIbffWcab 2

130 TheIxeneticsIofItheIMoodIuisorderISpectrumkIxenomeWwideIrssociationIrnalysesIofIMoreIThanI
bifVaaaItasesIandIedjVaaaItontrolsXIBiologicaliPsychiatryVI2020VIiiVIbgjWbie 7.9 57
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129 VariationInearIMTNRbrIassociatesIwithIearlyIdevelopmentIandIinteractsIwithIseasonsXIJournaliofi
SleepiResearchVI2020VIcjVIebcjcf 5.8

128  ongitudinalIproteomicIprofilingIrevealsIincreasedIearlyIinflammationIandIsustainedIapoptosisI
proteinsIinIsevereItOVzuWbjXIScientificiReportsVI2020VIbaVIcafdd 4.9 34

127 uifferencesIinIlocalIpopulationIhistoryIatItheIfinestIlevelkItheIcaseIofItheIvstonianIpopulationXI
EuropeaniJournaliofiHumaniGeneticsVI2020VIciVIbfiaWbfjb 5.3 8

126 rIdataWdrivenImedicationIscoreIpredictsIbaWyearImortalityIamongIagingIadultsXIScientificiReportsVI
2020VIbaVIbfhga 4.9 1

125 xeneticIPredispositionItoItoronaryIrrteryIuiseaseIinITypeIcIuiabetesIMellitusXICirculationiGenomici
andiPrecisioniMedicineVI2020VIbdVIeaachgj 5.2 1

124 rnIepigenomeWwideIassociationIstudyIofImetabolicIsyndromeIandIitsIcomponentsXIScientifici
ReportsVI2020VIbaVIcafgh 4.9 14

123 tlassicalIyumanI eukocyteIrntigenIrllelesIandIteIyaplotypesIrreINotISignificantlyIrssociatedI
WithIuepressionXIBiologicaliPsychiatryVI2020VIihVIebjWeda 7.9 9

122 trossWtraitIanalysesIwithImigraineIrevealIwidespreadIpleiotropyIandIsuggestIaIvascularIcomponentI
toImigraineIheadacheXIInternationaliJournaliofiEpidemiologyVI2020VIejVIbaccWbadb 7.8 15

121 MultiancestryIxenomeWWideIrssociationIStudyIofI ipidI evelsIzncorporatingIxeneWrlcoholI
znteractionsXIAmericaniJournaliofiEpidemiologyVI2019VIbiiVIbaddWbafe 3.8 39

120 xenomeWwideIassociationIstudyIidentifiesIdaIlociIassociatedIwithIbipolarIdisorderXINatureiGeneticsVI
2019VIfbVIhjdWiad 36.3 662

119 rImultiWancestryIgenomeWwideIstudyIincorporatingIgeneWsmokingIinteractionsIidentifiesImultipleI
newIlociIforIpulseIpressureIandImeanIarterialIpressureXIHumaniMoleculariGeneticsVI2019VIciVIcgbfWcgdd 5.6 14

118 MultiWancestryIgenomeWwideIgeneWsmokingIinteractionIstudyIofIdihVchcIindividualsIidentifiesInewI
lociIassociatedIwithIserumIlipidsXINatureiGeneticsVI2019VIfbVIgdgWgei 36.3 59

117
PopulationWbasedIidentityWbyWdescentImappingIcombinedIwithIexomeIsequencingItoIdetectIrareI
riskIvariantsIforIschizophreniaXIAmericaniJournaliofiMedicaliGeneticsiPartiB:iNeuropsychiatrici
GeneticsVI2019VIbiaVIccdWcdb

3.5 2

116 rIdistinctiveIuNrImethylationIpatternIinIinsufficientIsleepXIScientificiReportsVI2019VIjVIbbjd 4.9 17

115 rIgeneticsWledIapproachIdefinesItheIdrugItargetIlandscapeIofIdaIimmuneWrelatedItraitsXINaturei
GeneticsVI2019VIfbVIbaicWbajb 36.3 85

114 TranslatingIpharmacogenomicsIintoIclinicalIdecisionskIdoInotIletItheIperfectIbeItheIenemyIofItheI
goodXIHumaniGenomicsVI2019VIbdVIdj 6.8 63

113 rssociationsIofIautozygosityIwithIaIbroadIrangeIofIhumanIphenotypesXINatureiCommunicationsVI
2019VIbaVIejfh 17.4 40

112
rssociationIofIWholeWxenomeIandINvTRzNbISignalingIPathwayWuerivedIPolygenicIRiskIScoresIforI
MajorIuepressiveIuisorderIandIWhiteIMatterIMicrostructureIinItheIU’IsiobankXIBiologicali
Psychiatry:iCognitiveiNeuroscienceiandiNeuroimagingVI2019VIeVIjbWbaa

3.4 12
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111 xeneticIvariationIinItheIvstonianIpopulationkIpharmacogenomicsIstudyIofIadverseIdrugIeffectsI
usingIelectronicIhealthIrecordsXIEuropeaniJournaliofiHumaniGeneticsVI2019VIchVIeecWefe 5.3 13

110 TranslatingIgenotypeIdataIofIeeVaaaIbiobankIparticipantsIintoIclinicalIpharmacogeneticI
recommendationskIchallengesIandIsolutionsXIGeneticsiiniMedicineVI2019VIcbVIbdefWbdfe 8.1 37

109 rI argeWScaleIMultiWancestryIxenomeWwideIStudyIrccountingIforISmokingIsehaviorIzdentifiesI
MultipleISignificantI ociIforIsloodIPressureXIAmericaniJournaliofiHumaniGeneticsVI2018VIbacVIdhfWeaa 11 59

108 xenomeWwideIassociationIanalysesIidentifyIeeIriskIvariantsIandIrefineItheIgeneticIarchitectureIofI
majorIdepressionXINatureiGeneticsVI2018VIfaVIggiWgib 36.3 1301

107 zgxIglycosylationIandIuNrImethylationIareIinterconnectedIwithIsmokingXIBiochimicaiEtiBiophysicai
Actai-iGeneraliSubjectsVI2018VIbigcVIgdhWgei 4 25

106 xeneticIriskIscoresIandIfamilyIhistoryIasIpredictorsIofIschizophreniaIinINordicIregistersXI
PsychologicaliMedicineVI2018VIeiVIbcabWbcai 6.9 18

105 uoesIthildhoodITraumaIModerateIPolygenicIRiskIforIuepressionpIrIMetaWanalysisIofIfhgfISubjectsI
wromItheIPsychiatricIxenomicsItonsortiumXIBiologicaliPsychiatryVI2018VIieVIbdiWbeh 7.9 48

104 xeneIdiscoveryIandIpolygenicIpredictionIfromIaIgenomeWwideIassociationIstudyIofIeducationalI
attainmentIinIbXbImillionIindividualsXINatureiGeneticsVI2018VIfaVIbbbcWbbcb 36.3 950

103 xlobalIgeneticIdiversityIofIhumanIapolipoproteinsIandIeffectsIonIcardiovascularIdiseaseIriskXI
JournaliofiLipidiResearchVI2018VIfjVIbjihWcaaa 6.3 11

102 NovelIgeneticIassociationsIforIbloodIpressureIidentifiedIviaIgeneWalcoholIinteractionIinIupItoIfha’I
individualsIacrossImultipleIancestriesXIPLoSiONEVI2018VIbdVIeabjibgg 3.7 31

101 ProteinWalteringIvariantsIassociatedIwithIbodyImassIindexIimplicateIpathwaysIthatIcontrolIenergyI
intakeIandIexpenditureIinIobesityXINatureiGeneticsVI2018VIfaVIcgWeb 36.3 186

100 rssociationIofImaternalIprenatalIsmokingIxwzbWlocusIandIcardioWmetabolicIphenotypesIinIbiVcbcI
adultsXIEBioMedicineVI2018VIdiVIcagWcbg 8.8 19

99 xeneticIanalysisIofIoverIbImillionIpeopleIidentifiesIfdfInewIlociIassociatedIwithIbloodIpressureI
traitsXINatureiGeneticsVI2018VIfaVIbebcWbecf 36.3 386

98 vstimationIofIxeneticItorrelationIviaI inkageIuisequilibriumIScoreIRegressionIandIxenomicI
RestrictedIMaximumI ikelihoodXIAmericaniJournaliofiHumaniGeneticsVI2018VIbacVIbbifWbbje 11 55

97 WholeWexomeIsequencingIidentifiesIaIpotentialITTNImutationIinIaImultiplexIfamilyIwithIinguinalI
herniaXIHernia:itheiJournaliofiHerniasiandiAbdominaliWalliSurgeryVI2017VIcbVIjfWbaa 3.2 3

96 uNrIbreaksIandIchromatinIstructuralIchangesIenhanceItheItranscriptionIofIautoimmuneIregulatorI
targetIgenesXIJournaliofiBiologicaliChemistryVI2017VIcjcVIgfecWgffe 5.4 21

95 xenomicIanalysesIidentifyIhundredsIofIvariantsIassociatedIwithIageIatImenarcheIandIsupportIaIroleI
forIpubertyItimingIinIcancerIriskXINatureiGeneticsVI2017VIejVIideWieb 36.3 257

94 rI owWwrequencyIznactivatingIVariantIvnrichedIinItheIwinnishIPopulationIzsIrssociatedIWithIwastingI
znsulinI evelsIandITypeIcIuiabetesIRiskXIDiabetesVI2017VIggVIcabjWcadc 0.9 29

(2017-2019)
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93
tomprehensiveIpopulationWbasedIgenomeIsequencingIprovidesIinsightIintoIhematopoieticI
regulatoryImechanismsXIProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofi
AmericaVI2017VIbbeVIvdchWvddg

11.5 30

92 vpigenomeWwideIassociationIstudyIofIbodyImassIindexVIandItheIadverseIoutcomesIofIadiposityXI
NatureVI2017VIfebVIibWig 50.4 511

91 yomocysteineIlevelsIassociateIwithIsubtleIchangesIinIleukocyteIuNrImethylationkIanI
epigenomeWwideIanalysisXIEpigenomicsVI2017VIjVIbeadWbecc 4.4 4

90 xenomeWwideImetaWanalysisIassociatesIy rWuQrbYuRsbIandI PrIandIlifestyleIfactorsIwithIhumanI
longevityXINatureiCommunicationsVI2017VIiVIjba 17.4 78

89 PathogenicIimplicationsIforIautoimmuneImechanismsIderivedIbyIcomparativeIeQT IanalysisIofI
tueUIversusItuiUITIcellsXIPLoSiGeneticsVI2017VIbdVIebaagged 6 75

88 rnIinteractionImapIofIcirculatingImetabolitesVIimmuneIgeneInetworksVIandItheirIgeneticI
regulationXIGenomeiBiologyVI2017VIbiVIbeg 18.3 27

87 NeuregulinIsignalingIpathwayIinIsmokingIbehaviorXITranslationaliPsychiatryVI2017VIhVIebcbc 8.6 5

86 xenotypeWcovariateIinteractionIeffectsIandItheIheritabilityIofIadultIbodyImassIindexXINaturei
GeneticsVI2017VIejVIbbheWbbib 36.3 78

85 PolymorphicIvariationIinITPMTIisItheIprincipalIdeterminantIofITPMTIphenotypekIrImetaWanalysisIofI
threeIgenomeWwideIassociationIstudiesXIClinicaliPharmacologyiandiTherapeuticsVI2017VIbabVIgieWgjf 6.1 27

84 tontributionIofIcopyInumberIvariantsItoIschizophreniaIfromIaIgenomeWwideIstudyIofIebVdcbI
subjectsXINatureiGeneticsVI2017VIejVIchWdf 36.3 530

83 rnIepigenomeWwideIassociationIstudyImetaWanalysisIofIeducationalIattainmentXIMoleculari
PsychiatryVI2017VIccVIbgiaWbgja 15.1 46

82 SequenceIdataIandIassociationIstatisticsIfromIbcVjeaItypeIcIdiabetesIcasesIandIcontrolsXIScientifici
DataVI2017VIeVIbhabhj 8.2 22

81 VariantsIinIcalciumIvoltageWgatedIchannelIsubunitIrlphabItWgeneIRtrtNrbtSIareIassociatedIwithI
sleepIlatencyIinIinfantsXIPLoSiONEVI2017VIbcVIeabiagfc 3.7 8

80 PharmacogenomicIsiomarkersIforIzmprovedIurugITherapyWRecentIProgressIandIwutureI
uevelopmentsXIAAPSiJournalVI2017VIcaVIe 3.7 78

79 vpigeneticIprofilingIinItueUIandItuiUITIcellsIfromIxravesQIdiseaseIpatientsIrevealsIchangesIinI
genesIassociatedIwithITIcellIreceptorIsignalingXIJournaliofiAutoimmunityVI2016VIghVIegWfg 15.5 61

78 rIprincipalIcomponentImetaWanalysisIonImultipleIanthropometricItraitsIidentifiesInovelIlociIforI
bodyIshapeXINatureiCommunicationsVI2016VIhVIbddfh 17.4 46

77 xenomeWwideIanalysisIidentifiesIbcIlociIinfluencingIhumanIreproductiveIbehaviorXINatureiGeneticsVI
2016VIeiVIbegcWbehc 36.3 198

76 xeneticIvariantsIlinkedItoIeducationIpredictIlongevityXIProceedingsiofitheiNationaliAcademyiofi
SciencesiofitheiUnitediStatesiofiAmericaVI2016VIbbdVIbddggWbddhb 11.5 90
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75 MetaWanalysisIofIdhfVaaaIindividualsIidentifiesIdiIsusceptibilityIlociIforImigraineXINatureiGeneticsVI
2016VIeiVIifgWgg 36.3 355

74 TheIgeneticIarchitectureIofItypeIcIdiabetesXINatureVI2016VIfdgVIebWeh 50.4 704

73
SequenceIvariationIinInuclearIribosomalIsmallIsubunitVIinternalItranscribedIspacerIandIlargeI
subunitIregionsIofIRhizophagusIirregularisIandIxigasporaImargaritaIisIhighIandIisolateWdependentXI
MoleculariEcologyVI2016VIcfVIcibgWdc

5.7 41

72 SingleIbaseIresolutionIanalysisIofIfWhydroxymethylcytosineIinIbiiIhumanIgeneskIimplicationsIforI
hepaticIgeneIexpressionXINucleiciAcidsiResearchVI2016VIeeVIghfgWgj 20.1 14

71 xenomeWwideIassociationIstudyIidentifiesIheIlociIassociatedIwithIeducationalIattainmentXINatureVI
2016VIfddVIfdjWec 50.4 850

70 WholeWgenomeIexpressionIanalysisIrevealsIgenesIassociatedIwithItreatmentIresponseItoI
escitalopramIinImajorIdepressionXIEuropeaniNeuropsychopharmacologyVI2016VIcgVIbehfWbeid 1.2 14

69 tuybdIpromoterISNPsIwithIpleiotropicIeffectIonIcardiometabolicIparametersIrepresentI
methylationIQT sXIHumaniGeneticsVI2015VIbdeVIcjbWdad 6.3 28

68 tellISpecificIeQT IrnalysisIwithoutISortingItellsXIPLoSiGeneticsVI2015VIbbVIebaafccd 6 81

67 uirectionalIdominanceIonIstatureIandIcognitionIin´ diverseIhumanIpopulationsXINatureVI2015VIfcdVIefjWegc50.4 119

66 rImetaWanalysisIofIgeneIexpressionIsignaturesIofIbloodIpressureIandIhypertensionXIPLoSiGeneticsVI
2015VIbbVIebaafadf 6 83

65 ModelingI inkageIuisequilibriumIzncreasesIrccuracyIofIPolygenicIRiskIScoresXIAmericaniJournaliofi
HumaniGeneticsVI2015VIjhVIfhgWjc 11 649

64  argeWscaleIgenomicIanalysesIlinkIreproductiveIagingItoIhypothalamicIsignalingVIbreastIcancerI
susceptibilityIandIsRtrbWmediatedIuNrIrepairXINatureiGeneticsVI2015VIehVIbcjeWbdad 36.3 226

63 TransWancestryIgenomeWwideIassociationIstudyIidentifiesIbcIgeneticIlociIinfluencingIbloodIpressureI
andIimplicatesIaIroleIforIuNrImethylationXINatureiGeneticsVI2015VIehVIbcicWbcjd 36.3 223

62 xenomeWwideIgeneticIhomogeneityIbetweenIsexesIandIpopulationsIforIhumanIheightIandIbodyI
massIindexXIHumaniMoleculariGeneticsVI2015VIceVIheefWj 5.6 49

61 TheItranscriptionalIlandscapeIofIageIinIhumanIperipheralIbloodXINatureiCommunicationsVI2015VIgVIifha 17.4 335

60 xeneticIvarianceIestimationIwithIimputedIvariantsIfindsInegligibleImissingIheritabilityIforIhumanI
heightIandIbodyImassIindexXINatureiGeneticsVI2015VIehVIbbbeWca 36.3 522

59 rnIepidemiologicalIperspectiveIofIpersonalizedImedicinekItheIvstonianIexperienceXIJournaliofi
InternaliMedicineVI2015VIchhVIbiiWcaa 10.8 18

58 xenomeWwideImetaWanalysisIidentifiesIsixInovelIlociIassociatedIwithIhabitualIcoffeeIconsumptionXI
MoleculariPsychiatryVI2015VIcaVIgehWgfg 15.1 167

(2015-2016)
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57 rgeWrelatedIprofilingIofIuNrImethylationIinItuiUITIcellsIrevealsIchangesIinIimmuneIresponseIandI
transcriptionalIregulatorIgenesXIScientificiReportsVI2015VIfVIbdbah 4.9 81

56  argeWScaleIxenomicIrnalysesI inkIReproductiveIrgingItoIyypothalamicISignalingVIsreastItancerI
SusceptibilityVIandIsRtrbWMediatedIuNrIRepairXIObstetricaliandiGynecologicaliSurveyVI2015VIhaVIhfiWhgc2.4

55 TheIznfluenceIofIrgeIandISexIonIxeneticIrssociationsIwithIrdultIsodyISizeIandIShapekIrI
 argeWScaleIxenomeWWideIznteractionIStudyXIPLoSiGeneticsVI2015VIbbVIebaafdhi 6 220

54 TheIassociationIbetweenIlowerIeducationalIattainmentIandIdepressionIowingItoIsharedIgeneticI
effectspIResultsIinI~cfVaaaIsubjectsXIMoleculariPsychiatryVI2015VIcaVIhdfWed 15.1 39

53 NewIgeneticIlociIlinkIadiposeIandIinsulinIbiologyItoIbodyIfatIdistributionXINatureVI2015VIfbiVIbihWbjg 50.4 920

52 xeneticIstudiesIofIbodyImassIindexIyieldInewIinsightsIforIobesityIbiologyXINatureVI2015VIfbiVIbjhWcag 50.4 2687

51 uominanceIgeneticIvariationIcontributesIlittleItoItheImissingIheritabilityIforIhumanIcomplexItraitsXI
AmericaniJournaliofiHumaniGeneticsVI2015VIjgVIdhhWif 11 138

50 tohortIProfilekIvstonianIsiobankIofItheIvstonianIxenomeItenterVIUniversityIofITartuXIInternationali
JournaliofiEpidemiologyVI2015VIeeVIbbdhWeh 7.8 175

49 rIcommonIbgpbbXcIinversionIunderliesItheIjointIsusceptibilityItoIasthmaIandIobesityXIAmericani
JournaliofiHumaniGeneticsVI2014VIjeVIdgbWhc 11 46

48 NovelIlociIaffectingIironIhomeostasisIandItheirIeffectsIinIindividualsIatIriskIforIhemochromatosisXI
NatureiCommunicationsVI2014VIfVIejcg 17.4 121

47 PartitioningIheritabilityIofIregulatoryIandIcellWtypeWspecificIvariantsIacrossIbbIcommonIdiseasesXI
AmericaniJournaliofiHumaniGeneticsVI2014VIjfVIfdfWfc 11 411

46 ParentWofWoriginWspecificIallelicIassociationsIamongIbagIgenomicIlociIforIageIatImenarcheXINatureVI
2014VIfbeVIjcWjh 50.4 401

45 uefiningItheIroleIofIcommonIvariationIinItheIgenomicIandIbiologicalIarchitectureIofIadultIhumanI
heightXINatureiGeneticsVI2014VIegVIbbhdWig 36.3 1339

44 xeneticIandIepigeneticIregulationIofIgeneIexpressionIinIfetalIandIadultIhumanIliversXIBMCi
GenomicsVI2014VIbfVIiga 4.5 90

43 rImetaWanalysisIofIgenomeWwideIassociationIstudiesIidentifiesInovelIvariantsIassociatedIwithI
osteoarthritisIofItheIhipXIAnnalsiofitheiRheumaticiDiseasesVI2014VIhdVIcbdaWg 2.4 95

42 UsingIRNrIsequencingIforIidentifyingIgeneIimprintingIandIrandomImonoallelicIexpressionIinI
humanIplacentaXIEpigeneticsVI2014VIjVIbdjhWeaj 5.7 42

41 OccupationalIirritantsIandIasthmakIanIvstonianIcrossWsectionalIstudyIofIdeVaaaIadultsXIEuropeani
RespiratoryiJournalVI2014VIeeVIgehWfg 13.6 16

40 tpxIsitesIassociatedIwithINRPbVINRXNcIandImiRWcjbWcIareIhypomethylatedIinImonocytesIduringI
ageingXIImmunityiandiAgeingVI2014VIbbVIb 9.7 21
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39 PopulationIdistributionIandIancestryIofItheIcancerIprotectiveIMuMcISNPcifIRrsbbhadjgejSXI
OncotargetVI2014VIfVIiccdWde 3.3 21

38 MetaWanalysisIofIgeneWlevelIassociationsIforIrareIvariantsIbasedIonIsingleWvariantIstatisticsXI
AmericaniJournaliofiHumaniGeneticsVI2013VIjdVIcdgWei 11 49

37 rImissenseImutationIinIuUSPgIisIassociatedIwithItlassIzzzImalocclusionXIJournaliofiDentaliResearchVI
2013VIjcVIijdWi 8.1 35

36 OntogenyVIdistributionIandIpotentialIrolesIofIfWhydroxymethylcytosineIinIhumanIliverIfunctionXI
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