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35 ReducingRCapsularRContractureRFormationRinRBreastR™ugmentationRwithRSiliconeRImplantstR
ExperimentalRStudyRonRRatshRAppliedlSciencesluSwitzerlandvfR2022fRklfRnjop 2.6

34 SchwannomaRofRtheRUpperRLimbtRRetrospectiveRStudyRofRaRRareRTumorRwithRUncommonRLocationshR
DiagnosticsfR2022fRklfRkmks 3.8 1

33 OmegaRplateRforRtheRtreatmentRofRacetabularRfracturesRinvolvingRtheRquadrilateralRplatehR
ExperimentallandlTherapeuticlMedicinefR2021fRllfRkjpn 2.1 1
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AppliedlSciencesluSwitzerlandvfR2021fRkkfRrkmn 2.6 2
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30 NewRinsightsRintoRhumanRhairtRS™XSfRSEMfRTEMRandREDXRforR™lopeciaR™reataRinvestigationshRPeerJfR
2020fRrfRermqp 3.1 3

29 EffectivenessRandRSafetyRofRWideR™wakeRLocalR™nesthesiaRnoRTourniquetRbW™L™NTcRTechniqueRinR
HandRSurgeryhRRevistalDelChimieludiscontinuedvfR2019fRqjfRmorqgmosk 1.8 4

28 StudyRonREpinephrineRUsedRinRLocalR™nesthesiaRControversyRandRcertaintyhRRevistalDelChimiel
udiscontinuedvfR2018fRpsfRkpsgkqk 1.8 4

27 DefectiveRHIVgkRProvirusesR™reRExpressedRandRCanRBeRRecognizedRbyRCytotoxicRTRLymphocytesfR
whichRShapeRtheRProviralRLandscapehRCelllHostlandlMicrobefR2017fRlkfRnsngojphen 23.4 176

26 TranscriptglevelRexpressionRanalysisRofRRN™gseqRexperimentsRwithRHIS™TfRStringTieRandRBallgownhR
NaturelProtocolsfR2016fRkkfRkpojgpq 18.8 2264

25 GenomegwideRannotationRofRmicroRN™RprimaryRtranscriptRstructuresRrevealsRnovelRregulatoryR
mechanismshRGenomelResearchfR2015fRlofRknjkgs 9.7 62

24 BroadRCTLRresponseRisRrequiredRtoRclearRlatentRHIVgkRdueRtoRdominanceRofRescapeRmutationshRNature
fR2015fRokqfRmrkgo 50.4 377

23 StringTieRenablesRimprovedRreconstructionRofRaRtranscriptomeRfromRRN™gseqRreadshRNaturel
BiotechnologyfR2015fRmmfRlsjgo 44.5 3679

22 DI™MUNDtRdirectRcomparisonRofRgenomesRtoRdetectRmutationshRHumanlMutationfR2014fRmofRlrmgr 4.7 6

21 TheRhumanRtranscriptometRanRunfinishedRstoryhRGenesfR2012fRmfRmnngpj 4.2 80

20 DetectionRofRlineagegspecificRevolutionaryRchangesRamongRprimateRspecieshRBMClBioinformaticsfR
2011fRklfRlqn 3.6 15

19 DogitgyourselfRgeneticRtestinghRGenomelBiologyfR2010fRkkfRnjn 18.3 12
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18 OperonDBtRaRcomprehensiveRdatabaseRofRpredictedRoperonsRinRmicrobialRgenomeshRNucleiclAcidsl
ResearchfR2009fRmqfRDnqsgrl 20.1 75

17 SimncctRaRcrossgspeciesRsplicedRalignmentRprogramhRNucleiclAcidslResearchfR2009fRmqfRerj 20.1 14

16 TheRgenomeRofRtheRbloodRflukeRSchistosomaRmansonihRNaturefR2009fRnpjfRmolgr 50.4 822

15 ™utomatedReukaryoticRgeneRstructureRannotationRusingREVidenceModelerRandRtheRProgramRtoR
™ssembleRSplicedR™lignmentshRGenomelBiologyfR2008fRsfRRq 18.3 1212

14 GenomeRsequenceRofR™edesRaegyptifRaRmajorRarbovirusRvectorhRSciencefR2007fRmkpfRkqkrglm 33.3 867

13 ™RcomputationalRsurveyRofRcandidateRexonicRsplicingRenhancerRmotifsRinRtheRmodelRplantR
™rabidopsisRthalianahRBMClBioinformaticsfR2007fRrfRkos 3.6 60

12 DraftRgenomeRsequenceRofRtheRsexuallyRtransmittedRpathogenRTrichomonasRvaginalishRSciencefR2007fR
mkofRljqgkl 33.3 622

11 DraftRgenomeRofRtheRfilarialRnematodeRparasiteRBrugiaRmalayihRSciencefR2007fRmkqfRkqopgpj 33.3 513

10 UsingRProteinRDomainsRtoRImproveRtheR™ccuracyRofR™bRInitioRGeneRFindinghRLecturelNoteslinl
ComputerlSciencefR2007fRljrglko 0.9

9 GenomicRsequenceRofRtheRpathogenicRandRallergenicRfilamentousRfungusR™spergillusRfumigatushR
NaturefR2005fRnmrfRkkokgp 50.4 1114

8 InsightRintoRtheRgenomeRofR™spergillusRfumigatustRanalysisRofRaRsllRkbRregionRencompassingRtheR
nitrateRassimilationRgeneRclusterhRFungallGeneticslandlBiologyfR2004fRnkfRnnmgom 3.9 50

7 SequenceRofRPlasmodiumRfalciparumRchromosomesRlfRkjfRkkRandRknhRNaturefR2002fRnksfRomkgn 50.4 146

6 GenomeRsequenceRandRcomparativeRanalysisRofRtheRmodelRrodentRmalariaRparasiteRPlasmodiumR
yoeliiRyoeliihRNaturefR2002fRnksfRoklgs 50.4 591

5 UsingRGlimmerMRtoRfindRgenesRinReukaryoticRgenomeshRCurrentlProtocolslinlBioinformaticsfR2002fR
ChapterRnfRUnitRnhn 24.2 4

4 ComputationalRgeneRfindingRinRplantsR2002fRmsgnr 1

3 ™RMethodRtoRImproveRtheRPerformanceRofRTranslationRStartRSiteRDetectionRandRItsR™pplicationRforR
GeneRFindinghRLecturelNoteslinlComputerlSciencefR2002fRlkjglks 0.9 5

2 GenomicsRofRTheileriaRParvahRWorldlClasslParasitesfR2002fRrogsl 1

1 InterpolatedRMarkovRmodelsRforReukaryoticRgeneRfindinghRGenomicsfR1999fRosfRlngmk 4.3 163
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