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A rare gain of function mutation in a wheat tandem kinase confers resistance to powdery mildew.
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A rare single nucleotide variant in <i>Pm5e</i> confers powdery mildew resistance in common wheat.
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Molecular characterization of a novel TaGL3-5A allele and its association with grain length in wheat
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Dynamic Evolution of {+-Gliadin Prolamin Gene Family in Homeologous Genomes of Hexaploid Wheat. 2.3 68
Scientific Reports, 2018, 8, 5181. ’

Mapping stripe rust resistance gene YrZH22 in Chinese wheat cultivar Zhoumai 22 by bulked segregant
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Ethanol induced astaxanthin accumulation and transcriptional expression of carotenogenic genes in
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Identification and fine mapping of spot blotch (Bipolaris sorokiniana) resistance gene Sb4 in wheat. 3.6 a1
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Hydroxyl radical-aided thermal pretreatment of algal biomass for enhanced biodegradability.
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Isolation and Characterization of a Marine Microalga for Biofuel Production with Astaxanthin as a
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Transcriptome analysis of Haematococcus pluvialis of multiple defensive systems against nitrogen
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New insights into structural organization and gene duplication in a 1.7553€Mb genomic region harboring
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High-temperature wheat leaf rust resistance gene Lr13 exhibits pleiotropic effects on hybrid necrosis. 8.3 28
Molecular Plant, 2021, 14, 1029-1032. )
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Bulked segregant CGTa€6eqa€facilitated mapa€based cloning of a powdery mildew resistance gene
originating from wild emmer wheat (<i>Triticum dicoccoides</i>). Plant Biotechnology Journal, 2021,
19, 1288-1290.

Enhancement of linoleic acid content stimulates astaxanthin esterification in Coelastrum sp.. 0.6 16
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CAH1 and CAH2 as key enzymes required for high bicarbonate tolerance of a novel microalga
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Functional characterization of powdery mildew resistance gene MIIW172, a new Pm60 allele and its
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TdPm60 identified in wild emmer wheat is an ortholog of Pm60 and constitutes a strong candidate for
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A Mathematical Model of Neutral Lipid Content in terms of Initial Nitrogen Concentration and
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