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Dynamic reassortments and genetic heterogeneity of the human-infecting influenza A (H7N9) virus.
Nature Communications, 2014, 5, 3142.

gcMeta: a Global Catalogue of Metagenomics platform to support the archiving, standardization and
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The Global Catalogue of Microorganisms (GCM) 10K type strain sequencing project: providing services
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World data centre for microorganisms: an information infrastructure to explore and utilize
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The global catalogue of microorganisms 10K type strain sequencing project: closing the genomic gaps
for the validly published prokaryotic and fungi species. GigaScience, 2018, 7, .

VarEPS: an evaluation and prewarning system of known and virtual variations of SARS-CoV-2 genomes. 145 18
Nucleic Acids Research, 2022, 50, D888-D897. ’
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Computational predicting the human infectivity of H7N9 influenza viruses isolated from avian hosts.
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