5

papers

8

all docs

1937685

763 4
citations h-index
8 8
docs citations times ranked

2053705

g-index

344

citing authors



ARTICLE IF CITATIONS

Harnessing protein folding neural networks for peptide&d€“protein docking. Nature Communications,
2022, 13, 176.

Matching protein surface structural patches for high-resolution blind peptide docking. Proceedings 71 16
of the National Academy of Sciences of the United States of America, 2022, 119, e2121153119. :

Structural insights into the role of the WW2 domain on tandem WW&€“PPxY motif interactions of
oxidoreductase WWOX. Journal of Biological Chemistry, 2022, 298, 102145.

CladeOScope: functional interactions through the prism of clade-wise co-evolution. NAR Genomics 3.9 19
and Bioinformatics, 2021, 3, lqab024. ’

Structural basis for UFM1 transfer from UBA5 to UFC1. Nature Communications, 2021, 12, 5708.




