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Revealing the influence of microbiota on the quality of Pu-erh tea during fermentation process by
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Biological detoxification of fumonisin by a novel carboxylesterase from Sphingomonadales bacterium
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<i>Bacillus subtilis</i> RZ0O01 improves intestinal integrity and alleviates colitis by inhibiting the
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Heterologous expression in Pichia pastoris and characterization of a novel GH11 xylanase from
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Functional and structural investigation of a novel 12-mannanase BaMan113A from Bacillus sp. N16-5.
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Comparative Quantitative Analysis of Gene Expression Profiles of Glycoside Hydrolase Family 10
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Molecular and biochemical characterization of a novel cold-active and metal ion-tolerant GH10
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Gene expression pattern analysis of a recombinant Escherichia coli strain possessing high growth and
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FumDSB Can Reduce the Toxic Effects of Fumonisin B1 by Regulating Several Brain-Gut Peptides in Both
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Quality evaluation of the extract of aerial parts from <i>Atractylodes lancea</i> based on fingerprint

and chemometrics. International Journal of Food Properties, 2022, 25, 422-434. 1.3 2

Interbatch quality control of the extract from <i>Artemisia frigida Willd<[i>. by spectrum-effect
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