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ARTICLE IF CITATIONS

Rare coding variants in PLCG2, ABI3, and TREM2 implicate microglial-mediated innate immunity in
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IL-10 Alters Immunoproteostasis in APP Mice, Increasing Plaque Burden and Worsening Cognitive 81 292
Behavior. Neuron, 2015, 85, 519-533. :

Meta-Analysis of the Alzheimera€™s Disease Human Brain Transcriptome and Functional Dissection in
Mouse Models. Cell Reports, 2020, 32, 107908.

Metabolic Network Analysis Reveals Altered Bile Acid Synthesis and Metabolism in Alzheimera€™s Disease.

Cell Reports Medicine, 2020, 1, 100138. 6.5 102

TLR5 decoy receptor as a novel anti-amyloid therapeutic for Alzheimerd€™s disease. Journal of
Experimental Medicine, 2018, 215, 2247-2264.
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Disorders. Cell Systems, 2019, 8, 122-135.e7. :

A Cell-Surface Membrane Protein Signature for Glioblastoma. Cell Systems, 2017, 4, 516-529.e7.

lon channel expression patterns in glioblastoma stem cells with functional and therapeutic
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iREAD: a tool for intron retention detection from RNA-seq data. BMC Genomics, 2020, 21, 128.
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Integrative functional genomic analysis of intron retention in human and mouse brain with
Alzheimer's disease. Alzheimer's and Dementia, 2021, 17, 984-1004.

Risk factors for severe COVID-19 differ by age for hospitalized adults. Scientific Reports, 2022, 12, 6568. 3.3 23
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Microglia show differential transcriptomic response to A2 peptide aggregates ex vivo and in vivo. Life
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Motivational, proteostatic and transcriptional deficits precede synapse loss, gliosis and
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