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l Paper IF Citations

246 wundredsIofIvariantsIclusteredIinIgenomicIlociIandIbiologicalIpathwaysIaffectIhumanIheightWI
NatureUI2010UIcefUIgbaVg 50.4 1514

245  argeIrecurrentImicrodeletionsIassociatedIwithIschizophreniaWINatureUI2008UIcddUIabaVe 50.4 1427

244 RateIofIdeInovoImutationsIandItheIimportanceIofIfatherPsIageItoIdiseaseIriskWINatureUI2012UIcggUIcfZVd 50.4 1417

243 pIhighVresolutionIrecombinationImapIofItheIhumanIgenomeWINaturefGeneticsUI2002UIbZUIacZVf 36.3 1381

242 öeuregulinIZIandIsusceptibilityItoIschizophreniaWIAmericanfJournalfoffHumanfGeneticsUI2002UIfZUIgffVha 11 1371

241 pIcommonIvariantIonIchromosomeIhpaZIaffectsItheIriskIofImyocardialIinfarctionWIScienceUI2007UI
bZeUIZchZVb 33.3 1322

240 pIvariantIassociatedIwithInicotineIdependenceUIlungIcancerIandIperipheralIarterialIdiseaseWINatureUI
2008UIcdaUIebgVeca 50.4 1239

239 pImutationIinIpPPIprotectsIagainstIplzheimerPsIdiseaseIandIageVrelatedIcognitiveIdeclineWINatureUI
2012UIcggUIheVh 50.4 1194

238 venomeVwideIassociationIyieldsInewIsequenceIvariantsIatIsevenIlociIthatIassociateIwithImeasuresI
ofIobesityWINaturefGeneticsUI2009UIcZUIZgVac 36.3 1085

237 veneticsIofIgeneIexpressionIandIitsIeffectIonIdiseaseWINatureUI2008UIcdaUIcabVg 50.4 1058

236 SpreadIofISpRSVroVVaIinItheIxcelandicIPopulationWINewfEnglandfJournalfoffMedicineUI2020UIbgaUIabYaVabZd59.2 842

235 venomeVwideIassociationIstudyIidentifiesIaIsecondIprostateIcancerIsusceptibilityIvariantIatIgqacWI
NaturefGeneticsUI2007UIbhUIebZVf 36.3 739

234 rommonIvariantsIonIchromosomesIaqbdIandIZeqZaIconferIsusceptibilityItoIestrogenI
receptorVpositiveIbreastIcancerWINaturefGeneticsUI2007UIbhUIgedVh 36.3 715

233 VariantsIconferringIriskIofIatrialIfibrillationIonIchromosomeIcqadWINatureUI2007UIccgUIbdbVf 50.4 702

232 pllegroUIaInewIcomputerIprogramIforImultipointIlinkageIanalysisWINaturefGeneticsUI2000UIadUIZaVb 36.3 692

231 pIcommonIvariantIassociatedIwithIprostateIcancerIinIturopeanIandIpfricanIpopulationsWINaturef
GeneticsUI2006UIbgUIedaVg 36.3 661

230 SequenceIvariantsIaffectingIeosinophilInumbersIassociateIwithIasthmaIandImyocardialIinfarctionWI
NaturefGeneticsUI2009UIcZUIbcaVf 36.3 627
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229 TwoIvariantsIonIchromosomeIZfIconferIprostateIcancerIriskUIandItheIoneIinITruaIprotectsIagainstI
typeIaIdiabetesWINaturefGeneticsUI2007UIbhUIhffVgb 36.3 616

228 pIcommonIinversionIunderIselectionIinIturopeansWINaturefGeneticsUI2005UIbfUIZahVbf 36.3 599

227 wumoralIxmmuneIResponseItoISpRSVroVVaIinIxcelandWINewfEnglandfJournalfoffMedicineUI2020UIbgbUIZfacVZfbc59.2 593

226 SequenceIvariantsIatIrwRöqbVrwRöpeIandIrYPapeIaffectIsmokingIbehaviorWINaturefGeneticsUI2010
UIcaUIccgVdb 36.3 582

225 rommonIsequenceIvariantsIinItheI OX ZIgeneIconferIsusceptibilityItoIexfoliationIglaucomaWI
ScienceUI2007UIbZfUIZbhfVcYY 33.3 558

224 veneticIdeterminantsIofIhairUIeyeIandIskinIpigmentationIinIturopeansWINaturefGeneticsUI2007UIbhUIZccbVda36.3 545

223 ManyIsequenceIvariantsIaffectingIdiversityIofIadultIhumanIheightWINaturefGeneticsUI2008UIcYUIeYhVZd 36.3 522

222 pssociationIstudiesIofIupItoIZWaImillionIindividualsIyieldInewIinsightsIintoItheIgeneticIetiologyIofI
tobaccoIandIalcoholIuseWINaturefGeneticsUI2019UIdZUIabfVacc 36.3 516

221 MultipleIgeneticIlociIforIboneImineralIdensityIandIfracturesWINewfEnglandfJournalfoffMedicineUI2008
UIbdgUIabddVed 59.2 511

220 SequenceIvariantsIatItheITtRTVr PTMZ IlocusIassociateIwithImanyIcancerItypesWINaturefGeneticsUI
2009UIcZUIaaZVf 36.3 509

219 TheIgeneIencodingIphosphodiesteraseIcsIconfersIriskIofIischemicIstrokeWINaturefGeneticsUI2003UI
bdUIZbZVg 36.3 496

218 pIgeneticIriskIfactorIforIperiodicIlimbImovementsIinIsleepWINewfEnglandfJournalfoffMedicineUI2007UI
bdfUIebhVcf 59.2 491

217  argeVscaleIwholeVgenomeIsequencingIofItheIxcelandicIpopulationWINaturefGeneticsUI2015UIcfUIcbdVcc 36.3 486

216 ParentalIoriginIofIsequenceIvariantsIassociatedIwithIcomplexIdiseasesWINatureUI2009UIceaUIgegVfc 50.4 459

215 uineVscaleIrecombinationIrateIdifferencesIbetweenIsexesUIpopulationsIandIindividualsWINatureUI2010
UIcefUIZYhhVZYb 50.4 428

214 venomeVwideIassociationIstudyIidentifiesIlociIinfluencingIconcentrationsIofIliverIenzymesIinI
plasmaWINaturefGeneticsUI2011UIcbUIZZbZVg 36.3 415

213 TheInatureIofInurtureiItffectsIofIparentalIgenotypesWIScienceUI2018UIbdhUIcacVcag 33.3 409

212 ParentVofVoriginVspecificIallelicIassociationsIamongIZYeIgenomicIlociIforIageIatImenarcheWINatureUI
2014UIdZcUIhaVhf 50.4 401
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211 ThirtyInewIlociIforIageIatImenarcheIidentifiedIbyIaImetaVanalysisIofIgenomeVwideIassociationI
studiesWINaturefGeneticsUI2010UIcaUIZYffVgd 36.3 372

210 rlonalIhematopoiesisUIwithIandIwithoutIcandidateIdriverImutationsUIisIcommonIinItheIelderlyWIBlood
UI2017UIZbYUIfcaVfda 2.2 365

209 pIsequenceIvariantIinIZuwXbIonIZeqaaIassociatesIwithIatrialIfibrillationIandIischemicIstrokeWINaturef
GeneticsUI2009UIcZUIgfeVg 36.3 365

208  ossVofVfunctionImutationsIinIS rbYpgIprotectIagainstItypeIaIdiabetesWINaturefGeneticsUI2014UIceUIbdfVeb36.3 351

207 SequenceIvariantIonIgqacIconfersIsusceptibilityItoIurinaryIbladderIcancerWINaturefGeneticsUI2008UI
cYUIZbYfVZa 36.3 332

206 setectionIofIsharingIbyIdescentUIlongVrangeIphasingIandIhaplotypeIimputationWINaturefGeneticsUI
2008UIcYUIZYegVfd 36.3 329

205 rommonIsequenceIvariantsIonIapZdIandIXpZZWaaIconferIsusceptibilityItoIprostateIcancerWINaturef
GeneticsUI2008UIcYUIagZVb 36.3 327

204 rommonIvariantsIonIhqaaWbbIandIZcqZbWbIpredisposeItoIthyroidIcancerIinIturopeanIpopulationsWI
NaturefGeneticsUI2009UIcZUIceYVc 36.3 308

203 pIvariantIofItheIgeneIencodingIleukotrieneIpcIhydrolaseIconfersIethnicityVspecificIriskIofI
myocardialIinfarctionWINaturefGeneticsUI2006UIbgUIegVfc 36.3 304

202 SeveralIcommonIvariantsImodulateIheartIrateUIPRIintervalIandIQRSIdurationWINaturefGeneticsUI2010UI
caUIZZfVaa 36.3 293

201 öewIsequenceIvariantsIassociatedIwithIboneImineralIdensityWINaturefGeneticsUI2009UIcZUIZdVf 36.3 287

200 MutationsIinIqRxPZIconferIhighIriskIofIovarianIcancerWINaturefGeneticsUI2011UIcbUIZZYcVf 36.3 285

199 venomeVwideIassociationIandIreplicationIstudiesIidentifyIfourIvariantsIassociatedIwithIprostateI
cancerIsusceptibilityWINaturefGeneticsUI2009UIcZUIZZaaVe 36.3 281

198 TwoInewlyIidentifiedIgeneticIdeterminantsIofIpigmentationIinIturopeansWINaturefGeneticsUI2008UI
cYUIgbdVf 36.3 281

197 öewIcommonIvariantsIaffectingIsusceptibilityItoIbasalIcellIcarcinomaWINaturefGeneticsUI2009UIcZUIhYhVZc 36.3 275

196 pSxPIandITYRIpigmentationIvariantsIassociateIwithIcutaneousImelanomaIandIbasalIcellIcarcinomaWI
NaturefGeneticsUI2008UIcYUIggeVhZ 36.3 265

195 PolygenicIriskIscoresIforIschizophreniaIandIbipolarIdisorderIpredictIcreativityWINaturefNeuroscienceUI
2015UIZgUIhdbVd 25.5 264

194 qiobankVdrivenIgenomicIdiscoveryIyieldsInewIinsightIintoIatrialIfibrillationIbiologyWINaturefGeneticsUI
2018UIdYUIZabcVZabh 36.3 254
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193 MultiancestryIassociationIstudyIidentifiesInewIasthmaIriskIlociIthatIcolocalizeIwithIimmuneVcellI
enhancerImarksWINaturefGeneticsUI2018UIdYUIcaVdb 36.3 246

192 MetaVanalysesIidentifyIZbIlociIassociatedIwithIageIatImenopauseIandIhighlightIsöpIrepairIandI
immuneIpathwaysWINaturefGeneticsUI2012UIccUIaeYVg 36.3 243

191 xdentificationIofIlowVfrequencyIandIrareIsequenceIvariantsIassociatedIwithIelevatedIorIreducedIriskI
ofItypeIaIdiabetesWINaturefGeneticsUI2014UIceUIahcVg 36.3 241

190 pIrareIvariantIinIMYweIisIassociatedIwithIhighIriskIofIsickIsinusIsyndromeWINaturefGeneticsUI2011UIcbUIbZeVaY36.3 228

189 ParentalIinfluenceIonIhumanIgermlineIdeInovoImutationsIinIZUdcgItriosIfromIxcelandWINatureUI2017UI
dchUIdZhVdaa 50.4 223

188 xdentificationIofIheartIrateVassociatedIlociIandItheirIeffectsIonIcardiacIconductionIandIrhythmI
disordersWINaturefGeneticsUI2013UIcdUIeaZVbZ 36.3 219

187
venomeVwideIassociationIandIgeneticIfunctionalIstudiesIidentifyIautismIsusceptibilityIcandidateIaI
geneIQpUTSaRIinItheIregulationIofIalcoholIconsumptionWIProceedingsfoffthefNationalfAcademyfoff
SciencesfoffthefUnitedfStatesfoffAmericaUI2011UIZYgUIfZZhVac

11.5 218

186 pIcatalogIofIgeneticIlociIassociatedIwithIkidneyIfunctionIfromIanalysesIofIaImillionIindividualsWI
NaturefGeneticsUI2019UIdZUIhdfVhfa 36.3 217

185 SequenceIvariantsIinItheIr söZcIgeneIassociateIwithIkidneyIstonesIandIboneImineralIdensityWI
NaturefGeneticsUI2009UIcZUIhaeVbY 36.3 213

184 rancerIasIaIcomplexIphenotypeiIpatternIofIcancerIdistributionIwithinIandIbeyondItheInuclearI
familyWIPLoSfMedicineUI2004UIZUIeed 11.6 210

183 pIgermlineIvariantIinItheITPdbIpolyadenylationIsignalIconfersIcancerIsusceptibilityWINaturefGeneticsUI
2011UIcbUIZYhgVZYb 36.3 203

182 xnheritanceIofIhumanIlongevityIinIxcelandWIEuropeanfJournalfoffHumanfGeneticsUI2000UIgUIfcbVh 5.3 200

181 veneticIassociationIstudyIofIQTIintervalIhighlightsIroleIforIcalciumIsignalingIpathwaysIinI
myocardialIrepolarizationWINaturefGeneticsUI2014UIceUIgaeVbe 36.3 199

180 öonsenseImutationIinItheI vRcIgeneIisIassociatedIwithIseveralIhumanIdiseasesIandIotherItraitsWI
NatureUI2013UIchfUIdZfVaY 50.4 192

179 venomeVwideIassociationImetaVanalysisIofIhumanIlongevityIidentifiesIaInovelIlocusIconferringI
survivalIbeyondIhYIyearsIofIageWIHumanfMolecularfGeneticsUI2014UIabUIccaYVba 5.6 188

178
tffectsIofIaIdVlipoxygenaseVactivatingIproteinIinhibitorIonIbiomarkersIassociatedIwithIriskIofI
myocardialIinfarctioniIaIrandomizedItrialWIJAMAftfJournalfoffthefAmericanfMedicalfAssociationUI2005UI
ahbUIaacdVde

27.4 187

177 pllegroIversionIaWINaturefGeneticsUI2005UIbfUIZYZdVe 36.3 178

176 venomeVwideIassociationIstudyIidentifiesIsequenceIvariantsIonIeqaZIassociatedIwithIageIatI
menarcheWINaturefGeneticsUI2009UIcZUIfbcVg 36.3 169

(2009-2018)
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175 siscoveryIofIcommonIvariantsIassociatedIwithIlowITSwIlevelsIandIthyroidIcancerIriskWINaturef
GeneticsUI2012UIccUIbZhVaa 36.3 167

174 VariantsIwithIlargeIeffectsIonIbloodIlipidsIandItheIroleIofIcholesterolIandItriglyceridesIinIcoronaryI
diseaseWINaturefGeneticsUI2016UIcgUIebcVh 36.3 162

173 xdentificationIofIaIlargeIsetIofIrareIcompleteIhumanIknockoutsWINaturefGeneticsUI2015UIcfUIccgVda 36.3 158

172 pIstudyIbasedIonIwholeVgenomeIsequencingIyieldsIaIrareIvariantIatIgqacIassociatedIwithIprostateI
cancerWINaturefGeneticsUI2012UIccUIZbaeVh 36.3 151

171 SubclinicalIintestinalIinflammationiIanIinheritedIabnormalityIinIrrohnPsIdiseaseIrelativesnWI
GastroenterologyUI2003UIZacUIZfagVbf 13.3 151

170 RecombinationIrateIandIreproductiveIsuccessIinIhumansWINaturefGeneticsUI2004UIbeUIZaYbVe 36.3 148

169 SequenceIvariantsIinItheIRöuaZaIgeneIassociateIwithIgenomeVwideIrecombinationIrateWIScienceUI
2008UIbZhUIZbhgVcYZ 33.3 147

168 venomeVwideIassociationIandIMendelianIrandomisationIanalysisIprovideIinsightsIintoItheI
pathogenesisIofIheartIfailureWINaturefCommunicationsUI2020UIZZUIZeb 17.4 140

167 pIsequenceIvariantIatIcpZeWbIconfersIsusceptibilityItoIurinaryIbladderIcancerWINaturefGeneticsUI2010
UIcaUIcZdVh 36.3 138

166 pssociationIofIvariantsIatIUMOsIwithIchronicIkidneyIdiseaseIandIkidneyIstonesVroleIofIageIandI
comorbidIdiseasesWIPLoSfGeneticsUI2010UIeUIeZYYZYbh 6 138

165 pIsusceptibilityIgeneIforIpsoriaticIarthritisImapsItoIchromosomeIZeqiIevidenceIforIimprintingWI
AmericanfJournalfoffHumanfGeneticsUI2003UIfaUIZadVbZ 11 137

164 veneticIcorrectionIofIPSpIvaluesIusingIsequenceIvariantsIassociatedIwithIPSpIlevelsWISciencef
TranslationalfMedicineUI2010UIaUIearaha 17.5 125

163 WeightingIsequenceIvariantsIbasedIonItheirIannotationIincreasesIpowerIofIwholeVgenomeI
associationIstudiesWINaturefGeneticsUI2016UIcgUIbZcVf 36.3 123

162 TargetIgenesUIvariantsUItissuesIandItranscriptionalIpathwaysIinfluencingIhumanIserumIurateIlevelsWI
NaturefGeneticsUI2019UIdZUIZcdhVZcfc 36.3 122

161
ppolipoproteinQaRIgeneticIsequenceIvariantsIassociatedIwithIsystemicIatherosclerosisIandIcoronaryI
atheroscleroticIburdenIbutInotIwithIvenousIthromboembolismWIJournalfoffthefAmericanfCollegefoff
CardiologyUI2012UIeYUIfaaVh

15.1 118

160 PhysicalIandIneurobehavioralIdeterminantsIofIreproductiveIonsetIandIsuccessWINaturefGeneticsUI
2016UIcgUIeZfVeab 36.3 118

159 xdentificationIofIlowVfrequencyIvariantsIassociatedIwithIgoutIandIserumIuricIacidIlevelsWINaturef
GeneticsUI2011UIcbUIZZafVbY 36.3 117

158 vraphtyperIenablesIpopulationVscaleIgenotypingIusingIpangenomeIgraphsWINaturefGeneticsUI2017UI
chUIZedcVZeeY 36.3 115
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157 pIsequenceIvariantIonIZfqaZIisIassociatedIwithIageIatIonsetIandIseverityIofIasthmaWIEuropeanf
JournalfoffHumanfGeneticsUI2010UIZgUIhYaVg 5.3 114

156 pnIassociationIbetweenItheIkinshipIandIfertilityIofIhumanIcouplesWIScienceUI2008UIbZhUIgZbVe 33.3 111

155 turopeanIgenomeVwideIassociationIstudyIidentifiesIS rZcpZIasIaInewIurinaryIbladderIcancerI
susceptibilityIgeneWIHumanfMolecularfGeneticsUI2011UIaYUIcaegVgZ 5.6 105

154 pIrareInonsynonymousIsequenceIvariantIinIrbIisIassociatedIwithIhighIriskIofIageVrelatedImacularI
degenerationWINaturefGeneticsUI2013UIcdUIZbfZVc 36.3 104

153 venomeVwideIassociationIstudyIidentifiesImultipleIsusceptibilityIlociIforImultipleImyelomaWINaturef
CommunicationsUI2016UIfUIZaYdY 17.4 101

152  ossVofVfunctionIvariantsIinIpTMIconferIriskIofIgastricIcancerWINaturefGeneticsUI2015UIcfUIhYeVZY 36.3 100

151 rharacterizingImutagenicIeffectsIofIrecombinationIthroughIaIsequenceVlevelIgeneticImapWIScienceUI
2019UIbebUI 33.3 97

150 rommonIandIrareIvariantsIassociatedIwithIkidneyIstonesIandIbiochemicalItraitsWINaturef
CommunicationsUI2015UIeUIfhfd 17.4 95

149 SequenceIvariantsIatIrYPZpZVrYPZpaIandIpwRIassociateIwithIcoffeeIconsumptionWIHumanf
MolecularfGeneticsUI2011UIaYUIaYfZVf 5.6 95

148 VariantIpSvRZIpssociatedIwithIaIReducedIRiskIofIroronaryIprteryIsiseaseWINewfEnglandfJournalfoff
MedicineUI2016UIbfcUIaZbZVcZ 59.2 94

147 rommonIvariantsIonIZpbeIandIZqcaIareIassociatedIwithIcutaneousIbasalIcellIcarcinomaIbutInotI
withImelanomaIorIpigmentationItraitsWINaturefGeneticsUI2008UIcYUIZbZbVg 36.3 93

146 w pIclassIxxIsequenceIvariantsIinfluenceItuberculosisIriskIinIpopulationsIofIturopeanIancestryWI
NaturefGeneticsUI2016UIcgUIbZgVaa 36.3 92

145 xdentificationIofIgenomicIlociIassociatedIwithIrestingIheartIrateIandIsharedIgeneticIpredictorsIwithI
allVcauseImortalityWINaturefGeneticsUI2016UIcgUIZddfVZdeb 36.3 91

144 uamilialIriskIofIlungIcarcinomaIinItheIxcelandicIpopulationWIJAMAftfJournalfoffthefAmericanfMedicalf
AssociationUI2004UIahaUIahffVgb 27.4 87

143 rommonIandIlowVfrequencyIvariantsIassociatedIwithIgenomeVwideIrecombinationIrateWINaturef
GeneticsUI2014UIceUIZZVe 36.3 86

142 qrainIageIpredictionIusingIdeepIlearningIuncoversIassociatedIsequenceIvariantsWINaturef
CommunicationsUI2019UIZYUIdcYh 17.4 86

141 SelectionIagainstIvariantsIinItheIgenomeIassociatedIwithIeducationalIattainmentWIProceedingsfoff
thefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaUI2017UIZZcUItfafVtfba 11.5 84

140 RelatednessIdisequilibriumIregressionIestimatesIheritabilityIwithoutIenvironmentalIbiasWINaturef
GeneticsUI2018UIdYUIZbYcVZbZY 36.3 84

(2018-2010)
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139 veneticIpredispositionItoImosaicIYIchromosomeIlossIinIbloodWINatureUI2019UIdfdUIedaVedf 50.4 83

138 pIgenomeVwideIassociationIstudyIyieldsIfiveInovelIthyroidIcancerIriskIlociWINaturefCommunicationsUI
2017UIgUIZcdZf 17.4 80

137 pIrareIx bbIlossVofVfunctionImutationIreducesIbloodIeosinophilIcountsIandIprotectsIfromIasthmaWI
PLoSfGeneticsUI2017UIZbUIeZYYeedh 6 79

136 MultiVnucleotideIdeInovoIMutationsIinIwumansWIPLoSfGeneticsUI2016UIZaUIeZYYebZd 6 77

135 venomeVwideImetaVanalysisIforIserumIcalciumIidentifiesIsignificantlyIassociatedISöPsInearItheI
calciumVsensingIreceptorIQrpSRRIgeneWIPLoSfGeneticsUI2010UIeUIeZYYZYbd 6 74

134 veneticIarchitectureIofIvitaminIqZaIandIfolateIlevelsIuncoveredIapplyingIdeeplyIsequencedIlargeI
datasetsWIPLoSfGeneticsUI2013UIhUIeZYYbdbY 6 72

133 pncestryVshiftIrefinementImappingIofItheIreorfhfVtSRZIbreastIcancerIsusceptibilityIlocusWIPLoSf
GeneticsUI2010UIeUIeZYYZYah 6 72

132 veneticIinactivationIofIpövPT cIimprovesIglucoseIhomeostasisIandIisIassociatedIwithIreducedIriskI
ofIdiabetesWINaturefCommunicationsUI2018UIhUIaada 17.4 71

131 turopeanIboneImineralIdensityIlociIareIalsoIassociatedIwithIqMsIinItastVpsianIpopulationsWIPLoSf
ONEUI2010UIdUIeZbaZf 3.7 67

130 MetaVanalysisIofIxcelandicIandIUzIdataIsetsIidentifiesImissenseIvariantsIinISMOUIx ZZUIrO ZZpZIandI
ZbImoreInewIlociIassociatedIwithIosteoarthritisWINaturefGeneticsUI2018UIdYUIZegZVZegf 36.3 67

129 WholeIgenomeIcharacterizationIofIsequenceIdiversityIofIZdUaaYIxcelandersWIScientificfDataUI2017UIcUIZfYZZd8.2 64

128  ipoproteinQaRIroncentrationIandIRisksIofIrardiovascularIsiseaseIandIsiabetesWIJournalfoffthef
AmericanfCollegefoffCardiologyUI2019UIfcUIahgaVahhc 15.1 61

127 venomeVwideIassociationIstudyIimplicatesIrwRöpaIinIcannabisIuseIdisorderWINaturefNeuroscienceUI
2019UIaaUIZYeeVZYfc 25.5 60

126 PolygenicIriskIscoresIforIschizophreniaIandIbipolarIdisorderIassociateIwithIaddictionWIAddictionf
BiologyUI2018UIabUIcgdVcha 4.6 58

125 xdentificationIofIsequenceIvariantsIinfluencingIimmunoglobulinIlevelsWINaturefGeneticsUI2017UIchUIZZgaVZZhZ36.3 57

124 xdentificationIofImultipleIriskIlociIandIregulatoryImechanismsIinfluencingIsusceptibilityItoImultipleI
myelomaWINaturefCommunicationsUI2018UIhUIbfYf 17.4 57

123 WholeVgenomeIsequencingIidentifiesIrareIgenotypesIinIrOMPIandIrwps IassociatedIwithIhighIriskI
ofIhipIosteoarthritisWINaturefGeneticsUI2017UIchUIgYZVgYd 36.3 56

122 venomeVwideIanalysisIyieldsInewIlociIassociatingIwithIaorticIvalveIstenosisWINaturefCommunications
UI2018UIhUIhgf 17.4 56
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121 xnsightsIintoIimprintingIfromIparentVofVoriginIphasedImethylomesIandItranscriptomesWINaturef
GeneticsUI2018UIdYUIZdcaVZdda 36.3 56

120 VariantsIinIt  aIinfluencingIimmunoglobulinIlevelsIassociateIwithImultipleImyelomaWINaturef
CommunicationsUI2015UIeUIfaZb 17.4 54

119 pIhomozygousIlossVofVfunctionImutationIleadingItoIrYqrZIdeficiencyIcausesIchronicI
granulomatousIdiseaseWINaturefCommunicationsUI2018UIhUIcccf 17.4 54

118 ZdqZZWaIröVIaffectsIcognitiveUIstructuralIandIfunctionalIcorrelatesIofIdyslexiaIandIdyscalculiaWI
TranslationalfPsychiatryUI2017UIfUIeZZYh 8.6 52

117 venomeVwideIassociationIstudyIacrossIturopeanIandIpfricanIpmericanIancestriesIidentifiesIaISöPI
inIsöMTbqIcontributingItoInicotineIdependenceWIMolecularfPsychiatryUI2018UIabUIZhZZVZhZh 15.1 52

116 TheIinheritanceIofIrheumatoidIarthritisIinIxcelandWIArthritisfandfRheumatismUI2001UIccUIaacfVdc 52

115 SequenceIvariantsIfromIwholeIgenomeIsequencingIaIlargeIgroupIofIxcelandersWIScientificfDataUI
2015UIaUIZdYYZZ 8.2 51

114 MultipleItransmissionsIofIdeInovoImutationsIinIfamiliesWINaturefGeneticsUI2018UIdYUIZefcVZegY 36.3 50

113 öewIbasalIcellIcarcinomaIsusceptibilityIlociWINaturefCommunicationsUI2015UIeUIegad 17.4 49

112 pIcommonIvariantIatIgqacWaZIisIassociatedIwithIrenalIcellIcancerWINaturefCommunicationsUI2013UIcUIaffe 17.4 48

111 pIframeshiftIdeletionIinItheIsarcomereIgeneIMY cIcausesIearlyVonsetIfamilialIatrialIfibrillationWI
EuropeanfHeartfJournalUI2017UIbgUIafVbc 9.5 47

110 TruncatingImutationsIinIRqMZaIareIassociatedIwithIpsychosisWINaturefGeneticsUI2017UIchUIZadZVZadc 36.3 45

109 öationwideIstudyIonIhypertrophicIcardiomyopathyIinIxcelandiIevidenceIofIaIMYqPrbIfounderI
mutationWICirculationUI2014UIZbYUIZZdgVef 16.7 44

108  ongVreadIsequencingIofIbUeaaIxcelandersIprovidesIinsightIintoItheIroleIofIstructuralIvariantsIinI
humanIdiseasesIandIotherItraitsWINaturefGeneticsUI2021UIdbUIffhVfge 36.3 44

107 pIlossVofVfunctionIvariantIinIp OXZdIprotectsIagainstInasalIpolypsIandIchronicIrhinosinusitisWI
NaturefGeneticsUI2019UIdZUIaefVafe 36.3 44

106 pIMissenseIVariantIinIP trIxncreasesIRisk´ ofIptrialIuibrillationWIJournalfoffthefAmericanfCollegefoff
CardiologyUI2017UIfYUIaZdfVaZeg 15.1 43

105 venomeVwideIassociationImetaVanalysesIandIfineVmappingIelucidateIpathwaysIinfluencingI
albuminuriaWINaturefCommunicationsUI2019UIZYUIcZbY 17.4 43
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