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2008, 3, e1755 37 126

127

Uridylation of miRNAs by hen1 suppressor1 in Arabidopsis. Current Biology, 2012, 22, 695-700




XUEMEI CHEN

Concerted genomic targeting of H3K27 demethylase REF6 and chromatin-remodeling ATPase BRM
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A Phytophthora Effector Suppresses Trans-Kingdom RNAi to Promote Disease Susceptibility. Cell

119 Host and Microbe, 2019, 25, 153-165.€5 23.4 98
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LEUNIG and SEUSS co-repressors regulate miR172 expression in Arabidopsis flowers. Development
(Cambridge), 2011, 138, 2451-6

POWERDRESS and HDA9 interact and promote histone H3 deacetylation at specific genomic sites
95 in Arabidopsis. Proceedings of the National Academy of Sciences of the United States of America, 11.5 61
2016, 113, 14858-14863

RNA polymerase V-dependent small RNAs in Arabidopsis originate from small, intergenic loci
including most SINE repeats. Epigenetics, 2012, 7, 781-95

The floral homeotic protein APETALA2 recognizes and acts through an AT-rich sequence element. 6.6
93 Development (Cambridge), 2012, 139, 1978-86 : 59
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MicroRNA-mediated repression of the seed maturation program during vegetative development in

Arabidopsis. PLoS Genetics, 2012, 8, e1003091




XUEMEI CHEN

3 Conservation and divergence of small RNA pathways and microRNAs in land plants. Genome Biology .8
9 ,2017,18,158 3 54
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