
Marion P G Koopmans

List of Articles by Year
in descending order

Source: //exaly.com/author-pdf/4887158/publications.pdf

Version: 2025-02-01

487

PR articles

40,046

PR citations

90

PR h-index

2694

195

g-index

2368

540

documents

49603

doc citations

101

h-index

2241

79417

citing authors



Marion P G Koopmans

2

# Article IF Citations

1 Epidemiological and genomic evolution of the ongoing outbreak of clade Ib mpox virus in the eastern
Democratic Republic of the Congo. Nature Medicine, 2025, 31, 1459-1463. 33.0 28

2 Usutu virus-disease susceptibility in threatened red-breasted geese (Branta ruficollis) in Italy and the
Netherlands. Journal of Comparative Pathology, 2025, 219, 98-101. 0.5 1

3 Metagenomic sequencing of mpox virus clade Ib lesions identifies possible bacterial and viral
co-infections in hospitalized patients in eastern DRC. Microbiology Spectrum, 2025, 13, . 3.6 1

4 One Health approach uncovers emergence and dynamics of Usutu and West Nile viruses in the
Netherlands. Nature Communications, 2025, 16, . 13.7 11

5 Systematic detection of co-infection and intra-host recombination in more than 2 million global
SARS-CoV-2 samples. Nature Communications, 2024, 15, . 13.7 27

6 Circulation, viral diversity and genomic rearrangement in mpox virus in the Netherlands during the
2022 outbreak and beyond. Journal of Medical Virology, 2024, 96, . 3.7 13

7 Mobilisation and analyses of publicly available SARS-CoV-2 data for pandemic responses. Microbial
Genomics, 2024, 10, . 2.0 3

8
Clinical and Virological Outcome of Monoclonal Antibody Therapies Across SARS-CoV-2 Variants in
245 Immunocompromised Patients: A Multicenter Prospective Cohort Study. Clinical Infectious
Diseases, 2024, 78, 1514-1521.

5.2 15

9 Scenarios of future mpox outbreaks among men who have sex with men: a modelling study based on
cross-sectional seroprevalence data from the Netherlands, 2022. Eurosurveillance, 2024, 29, . 4.8 10

10 Original COVID-19 priming regimen impacts the immunogenicity of bivalent BA.1 and BA.5 boosters.
Nature Communications, 2024, 15, . 13.7 14

11 SARS-CoV-2-specific immune responses converge in kidney disease patients and controls with hybrid
immunity. Npj Vaccines, 2024, 9, . 5.3 6

12 Fourth dose bivalent COVID-19 vaccines outperform monovalent boosters in eliciting cross-reactive
memory B cells to Omicron subvariants. Journal of Infection, 2024, 89, 106246. 2.8 7

13 Usutu virus and West Nile virus use a transcellular route of neuroinvasion across an in vitro model
of the human bloodâ€“brain barrier. npj Viruses, 2024, 2, . 2.8 7

14 Time-series sewage metagenomics distinguishes seasonal, human-derived and environmental microbial
communities potentially allowing source-attributed surveillance. Nature Communications, 2024, 15, . 13.7 31

15 Differential susceptibility of human motor neurons to infection with Usutu and West Nile virus.
Journal of Neuroinflammation, 2024, 21, . 9.0 6

16 Estimating the force of infection of four dengue serotypes from serological studies in two regions
of Vietnam. PLoS Neglected Tropical Diseases, 2024, 18, e0012568. 3.0 3

17 Durability of Immune Responses After Boosting in Ad26.COV2.S-Primed Healthcare Workers. Clinical
Infectious Diseases, 2023, 76, e533-e536. 5.2 13

18
Antibody and T-Cell Responses 6 Months After Coronavirus Disease 2019 Messenger RNA-1273
Vaccination in Patients With Chronic Kidney Disease, on Dialysis, or Living With a Kidney Transplant.
Clinical Infectious Diseases, 2023, 76, e188-e199.

5.2 45



3

Marion P G Koopmans

# Article IF Citations

19
Sotrovimab Resistance and Viral Persistence After Treatment of Immunocompromised Patients Infected
With the Severe Acute Respiratory Syndrome Coronavirus 2 Omicron Variant. Clinical Infectious
Diseases, 2023, 76, e507-e509.

5.2 47

20 Detection of SARS-CoV-2 in Air and on Surfaces in Rooms of Infected Nursing Home Residents. Annals
of Work Exposures and Health, 2023, 67, 129-140. 0.9 19

21 Microcalorimetry: A Novel Application to Measure In Vitro Phage Susceptibility of Staphylococcus
aureus in Human Serum. Viruses, 2023, 15, 14. 3.2 7

22
A Comprehensive Sampling Study on SARS-CoV-2 Contamination of Air and Surfaces in a Large Meat
Processing Plant Experiencing COVID-19 Clusters in June 2020. Journal of Occupational and
Environmental Medicine, 2023, 65, e227-e233.

1.3 6

23

Intestinal Tropism of a Betacoronavirus () Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 597 Td (            Merbecovirus) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 587 Td (            ) in Nathusiusâ€™s Pipistrelle Bat () Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 577 Td (            Pipistrellus nathusii) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 567 Td (            ), Its Natural Host. Journal of Virology, 2023, 97, .

3.6 7

24 COVID-19 outbreaks among crew on commercial ships at the Port of Rotterdam, the Netherlands, 2020
to 2021. Eurosurveillance, 2023, 28, . 4.8 2

25 SARS-CoV-2 in lions, gorillas and zookeepers in the Rotterdam Zoo, the Netherlands, a One Health
investigation, November 2021. Eurosurveillance, 2023, 28, . 4.8 19

26 Developing One Health surveillance systems. One Health, 2023, 17, 100617. 3.8 101

27 High number of HPAI H5 virus infections and antibodies in wild carnivores in the Netherlands,
2020â€“2022. Emerging Microbes and Infections, 2023, 12, . 6.3 35

28 SARSâ€•CoVâ€•2 infection in cats and dogs in infected mink farms. Transboundary and Emerging Diseases,
2022, 69, 3001-3007. 3.0 103

29 Experimental and field investigations of exposure, replication and transmission of SARS-CoV-2 in pigs
in the Netherlands. Emerging Microbes and Infections, 2022, 11, 91-94. 6.3 13

30
The RECOVAC Immune-response Study: The Immunogenicity, Tolerability, and Safety of COVID-19
Vaccination in Patients With Chronic Kidney Disease, on Dialysis, or Living With a Kidney Transplant.
Transplantation, 2022, 106, 821-834.

2.1 170

31 Access and benefit-sharing by the European Virus Archive in response to COVID-19. Lancet Microbe, The,
2022, 3, e316-e323. 12.3 12

32 Diminished amplification of SARS-CoV-2 ORF1ab in a commercial dual-target qRT-PCR diagnostic assay.
Journal of Virological Methods, 2022, 300, 114397. 1.6 9

33 Immunogenicity and Reactogenicity of Vaccine Boosters after Ad26.COV2.S Priming. New England
Journal of Medicine, 2022, 386, 951-963. 34.6 119

34 Divergent SARS-CoV-2 Omicronâ€“reactive T and B cell responses in COVID-19 vaccine recipients. Science
Immunology, 2022, 7, . 13.4 413

35 From more testing to smart testing: data-guided SARS-CoV-2 testing choices, the Netherlands, May to
September 2020. Eurosurveillance, 2022, 27, . 4.8 14

36
Clinical and In Vitro Evidence Favoring Immunoglobulin Treatment of a Chronic Norovirus Infection
in a Patient With Common Variable Immunodeficiency. Journal of Infectious Diseases, 2022, 226,
1781-1789.

3.8 31



4

Marion P G Koopmans

# Article IF Citations

37
The Impact of Maternal Prenatal Stress Related to the COVID-19 Pandemic during the First 1000 Days: A
Historical Perspective. International Journal of Environmental Research and Public Health, 2022, 19,
4710.

2.9 27

38 Transplacental Zika virus transmission in ex vivo perfused human placentas. PLoS Neglected Tropical
Diseases, 2022, 16, e0010359. 3.0 18

39 Prospective individual patient data meta-analysis of two randomized trials on convalescent plasma
for COVID-19 outpatients. Nature Communications, 2022, 13, . 13.7 26

40 Case numbers of acute hepatitis of unknown aetiology among children in 24 countries up to 18 April
2022 compared to the previous 5 years. Eurosurveillance, 2022, 27, . 4.8 38

41 Zika virus infects human osteoclasts and blocks differentiation and bone resorption. Emerging
Microbes and Infections, 2022, 11, 1621-1634. 6.3 6

42 Serum Markers Associated with Disease Severity in a Bosnian Hemorrhagic Fever with Renal Syndrome
Cohort. Viruses, 2022, 14, 1377. 3.2 4

43 Pulmonary lesions following inoculation with the SARS-CoV-2 Omicron BA.1 (B.1.1.529) variant in
Syrian golden hamsters. Emerging Microbes and Infections, 2022, 11, 1778-1786. 6.3 10

44 The Huanan Seafood Wholesale Market in Wuhan was the early epicenter of the COVID-19 pandemic.
Science, 2022, 377, 951-959. 36.2 347

45 Manifestation of SARS-CoV-2 Infections in Mink Related to Host-, Virus- and Farm-Associated Factors,
The Netherlands 2020. Viruses, 2022, 14, 1754. 3.2 12

46 A Journey to the Central Nervous System: Routes of Flaviviral Neuroinvasion in Human Disease.
Viruses, 2022, 14, 2096. 3.2 24

47 Persistent Transmission of HCV among Men Who Have Sex with Men despite Widespread Screening and
Treatment with Direct-Acting Antivirals. Viruses, 2022, 14, 1953. 3.2 5

48 The evolving SARS-CoV-2 epidemic in Africa: Insights from rapidly expanding genomic surveillance.
Science, 2022, 378, . 36.2 149

49 Low levels of monkeypox virus-neutralizing antibodies after MVA-BN vaccination in healthy
individuals. Nature Medicine, 2022, 29, 270-278. 33.0 233

50 Population-based screening in a municipality after a primary school outbreak of the SARS-CoV-2 Alpha
variant, the Netherlands, December 2020â€“February 2021. PLoS ONE, 2022, 17, e0276696. 2.3 2

51 Rabies Virus Populations in Humans and Mice Show Minor Inter-Host Variability within Various
Central Nervous System Regions and Peripheral Tissues. Viruses, 2022, 14, 2661. 3.2 3

52 Genomic analysis of sewage from 101 countries reveals global landscape of antimicrobial resistance.
Nature Communications, 2022, 13, . 13.7 228

53 SARS-CoV-2 monitoring on mink farms in Poland. Journal of Veterinary Research (Poland), 2022, 66,
449-458. 1.2 10

54
A framework for measuring timeliness in the outbreak response path: lessons learned from the Middle
East respiratory syndrome (MERS) epidemic, September 2012 to January 2019. Eurosurveillance, 2022, 27,
.

4.8 4



5

Marion P G Koopmans

# Article IF Citations

55 Comparative Analysis of In Vitro Models to Study Antibody-Dependent Enhancement of Zika Virus
Infection. Viruses, 2022, 14, 2776. 3.2 9

56 Reinfection of Severe Acute Respiratory Syndrome Coronavirus 2 in an Immunocompromised Patient: A
Case Report. Clinical Infectious Diseases, 2021, 73, e2841-e2842. 5.2 81

57 Detection of Norovirus Variant GII.4 Hong Kong in Asia and Europe, 2017âˆ’2019. Emerging Infectious
Diseases, 2021, 27, 289-293. 3.8 29

58 Human Noroviruses Attach to Intestinal Tissues of a Broad Range of Animal Species. Journal of
Virology, 2021, 95, . 3.6 7

59 COVID-19 vaccination: the VOICE for patients with cancer. Nature Medicine, 2021, 27, 568-569. 33.0 58

60 Street RABV Induces the Cholinergic Anti-inflammatory Pathway in Human Monocyte-Derived
Macrophages by Binding to nAChr Î±7. Frontiers in Immunology, 2021, 12, . 4.9 21

61 Guillain-BarrÃ© Syndrome in Suriname; Clinical Presentation and Identification of Preceding Infections.
Frontiers in Neurology, 2021, 12, . 2.4 9

62 Economic evaluation of whole genome sequencing for pathogen identification and surveillance â€“
results of case studies in Europe and the Americas 2016 to 2019. Eurosurveillance, 2021, 26, . 4.8 36

63 viromeBrowser: A Shiny App for Browsing Virome Sequencing Analysis Results. Viruses, 2021, 13, 437. 3.2 1

64 Towards a sensitive and accurate interpretation of molecular testing for SARS-CoV-2: a rapid review
of 264 studies. Eurosurveillance, 2021, 26, . 4.8 6

65
Are presymptomatic SARS-CoV-2 infections in nursing home residents unrecognised symptomatic
infections? Sequence and metadata from weekly testing in an extensive nursing home outbreak. Age
and Ageing, 2021, 50, 1454-1463.

1.8 20

66 Monitoring SARS-CoV-2 Circulation and Diversity through Community Wastewater Sequencing, the
Netherlands and Belgium. Emerging Infectious Diseases, 2021, 27, 1405-1415. 3.8 213

67 Effects of potent neutralizing antibodies from convalescent plasma in patients hospitalized for severe
SARS-CoV-2 infection. Nature Communications, 2021, 12, . 13.7 157

68
The RECOVAC IR study: the immune response and safety of the mRNA-1273 COVID-19 vaccine in patients
with chronic kidney disease, on dialysis or living with a kidney transplant. Nephrology Dialysis
Transplantation, 2021, 36, 1761-1764.

0.8 42

69 Clinical Evaluation of Roche SD Biosensor Rapid Antigen Test for SARS-CoV-2 in Municipal Health
Service Testing Site, the Netherlands. Emerging Infectious Diseases, 2021, 27, 1323-1329. 3.8 87

70 SARS-CoV-2 variants of concern partially escape humoral but not T cell responses in COVID-19
convalescent donors and vaccine recipients. Science Immunology, 2021, 6, . 13.4 540

71 Tracking the international spread of SARS-CoV-2 lineages B.1.1.7 and B.1.351/501Y-V2. Wellcome Open
Research, 2021, 6, 121. 0.9 129

72 SARS-CoV-2 Neutralizing Human Antibodies Protect Against Lower Respiratory Tract Disease in a
Hamster Model. Journal of Infectious Diseases, 2021, 223, 2020-2028. 3.8 41



6

Marion P G Koopmans

# Article IF Citations

73 Untangling introductions and persistence in COVID-19 resurgence in Europe. Nature, 2021, 595, 713-717. 37.9 192

74 Pathology and Pathogenesis of Eurasian Blackbirds (Turdus merula) Naturally Infected with Usutu
Virus. Viruses, 2021, 13, 1481. 3.2 35

75 Occupational and environmental exposure to SARS-CoV-2 in and around infected mink farms.
Occupational and Environmental Medicine, 2021, 78, 893-899. 2.8 29

76 Zika Virus Antibody Titers Three Years after Confirmed Infection. Viruses, 2021, 13, 1345. 3.2 11

77 Unique Severe COVID-19 Placental Signature Independent of Severity of Clinical Maternal Symptoms.
Viruses, 2021, 13, 1670. 3.2 42

78
A mixed-methods approach to elucidate SARS-CoV-2 transmission routes and clustering in outbreaks in
native workers and labour migrants in the fruit and vegetable packaging industry in South Holland,
the Netherlands, May to July 2020. International Journal of Infectious Diseases, 2021, 109, 24-32.

2.1 6

79 Seasonal coronavirusâ€“specific B cells with limited SARS-CoV-2 cross-reactivity dominate the IgG
response in severe COVID-19. Journal of Clinical Investigation, 2021, 131, . 10.6 69

80 Tracking the international spread of SARS-CoV-2 lineages B.1.1.7 and B.1.351/501Y-V2 with grinch.
Wellcome Open Research, 2021, 6, 121. 0.9 157

81 The next phase of SARS-CoV-2 surveillance: real-time molecular epidemiology. Nature Medicine, 2021, 27,
1518-1524. 33.0 225

82 Heterologous Ad26.COV2.S Prime and mRNA-Based Boost COVID-19 Vaccination Regimens: The SWITCH
Trial Protocol. Frontiers in Immunology, 2021, 12, . 4.9 13

83 Animal models of SARS-CoV-2 transmission. Current Opinion in Virology, 2021, 50, 8-16. 5.0 33

84 A luciferase-based approach for measuring HBGA blockade antibody titers against human norovirus.
Journal of Virological Methods, 2021, 297, 114196. 1.6 6

85 Evaluation of a multi-species SARS-CoV-2 surrogate virus neutralization test. One Health, 2021, 13,
100313. 3.8 35

86 Droplet digital RT-PCR to detect SARS-CoV-2 signature mutations of variants of concern in
wastewater. Science of the Total Environment, 2021, 799, 149456. 8.4 111

87 An organoidâ€•derived bronchioalveolar model for SARSâ€•CoVâ€•2 infection of human alveolar type IIâ€•like
cells. EMBO Journal, 2021, 40, . 7.3 210

88 Duration and key determinants of infectious virus shedding in hospitalized patients with coronavirus
disease-2019 (COVID-19). Nature Communications, 2021, 12, . 13.7 697

89 Susceptibility of rabbits to SARS-CoV-2. Emerging Microbes and Infections, 2021, 10, 1-7. 6.3 147

90
Using NS1 Flavivirus Protein Microarray to Infer Past Infecting Dengue Virus Serotype and Number of
Past Dengue Virus Infections in Vietnamese Individuals. Journal of Infectious Diseases, 2021, 223,
2053-2061.

3.8 13



7

Marion P G Koopmans

# Article IF Citations

91
Severe Acute Respiratory Syndrome Coronavirus 2 Placental Infection and Inflammation Leading to
Fetal Distress and Neonatal Multi-Organ Failure in an Asymptomatic Woman. Journal of the Pediatric
Infectious Diseases Society, 2021, 10, 556-561.

1.5 77

92 Supplementing SARS-CoV-2 genomic surveillance with PCR-based variant detection for real-time
actionable information, the Netherlands, June to July 2021. Eurosurveillance, 2021, 26, . 4.8 6

93 Pandemicsâ€“ One Health preparedness for the next. Lancet Regional Health - Europe, The, 2021, 9, 100210. 7.0 49

94 Interferon-Î±2 Auto-antibodies in Convalescent Plasma Therapy for COVID-19. Journal of Clinical
Immunology, 2021, 42, 232-239. 3.1 47

95 Adaptation, spread and transmission of SARS-CoV-2 in farmed minks and associated humans in the
Netherlands. Nature Communications, 2021, 12, . 13.7 113

96
mRNA-1273 COVID-19 vaccination in patients receiving chemotherapy, immunotherapy, or
chemoimmunotherapy for solid tumours: a prospective, multicentre, non-inferiority trial. Lancet
Oncology, The, 2021, 22, 1681-1691.

27.4 149

97 Age-seroprevalence curves for the multi-strain structure of influenza A virus. Nature
Communications, 2021, 12, . 13.7 18

98 Clinical evaluation of the SD Biosensor SARS-CoV-2 saliva antigen rapid test with symptomatic and
asymptomatic, non-hospitalized patients. PLoS ONE, 2021, 16, e0260894. 2.3 24

99 Diet May Drive Influenza A Virus Exposure in African Mammals. Journal of Infectious Diseases, 2020,
221, 175-182. 3.8 12

100 Performance evaluation of the Panther FusionÂ® respiratory tract panel. Journal of Clinical Virology,
2020, 123, 104232. 3.0 12

101 Comparing SARS-CoV-2 with SARS-CoV and influenza pandemics. Lancet Infectious Diseases, The, 2020,
20, e238-e244. 16.5 1,109

102 Rapid SARS-CoV-2 whole-genome sequencing and analysis for informed public health decision-making
in the Netherlands. Nature Medicine, 2020, 26, 1405-1410. 33.0 305

103 Informing epidemic (research) responses in a timely fashion by knowledge management - a Zika virus
use case. Biology Open, 2020, , . 1.2 1

104 Phylogenetic Investigation of Norovirus Transmission between Humans and Animals. Viruses, 2020, 12,
1287. 3.2 13

105 Detection of 2019 novel coronavirus (2019-nCoV) by real-time RT-PCR. Eurosurveillance, 2020, 25, . 4.8 6,501

106 SARS-CoV-2â€“Specific Antibody Detection for Seroepidemiology: A Multiplex Analysis Approach
Accounting for Accurate Seroprevalence. Journal of Infectious Diseases, 2020, 222, 1452-1461. 3.8 143

107
Genesis and spread of multiple reassortants during the 2016/2017 H5 avian influenza epidemic in
Eurasia. Proceedings of the National Academy of Sciences of the United States of America, 2020, 117,
20814-20825.

7.5 103

108 Monitoring approaches for health-care workers during the COVID-19 pandemic. Lancet Infectious
Diseases, The, 2020, 20, e261-e267. 16.5 242



8

Marion P G Koopmans

# Article IF Citations

109 Orthohantavirus Pathogenesis and Cell Tropism. Frontiers in Cellular and Infection Microbiology,
2020, 10, . 4.1 58

110 COVID-19 in health-care workers in three hospitals in the south of the Netherlands: a cross-sectional
study. Lancet Infectious Diseases, The, 2020, 20, 1273-1280. 16.5 233

111 Spatial risk analysis for the introduction and circulation of six arboviruses in the Netherlands.
Parasites and Vectors, 2020, 13, . 3.1 17

112 Setting a baseline for global urban virome surveillance in sewage. Scientific Reports, 2020, 10, . 3.4 65

113 Preparedness of European diagnostic microbiology labs for detection of SARS-CoV-2, March 2020.
Journal of Clinical Virology, 2020, 128, 104432. 3.0 10

114 First molecular analysis of rabies virus in Qatar and clinical cases imported into Qatar, a case report.
International Journal of Infectious Diseases, 2020, 96, 323-326. 2.1 14

115
Comparative seasonalities of influenza A, B and â€˜common coldâ€™ coronaviruses â€“ setting the scene for
SARS-CoV-2 infections and possible unexpected host immune interactions. Journal of Infection, 2020,
81, e62-e64.

2.8 10

116 Comparison of commercial realtime reverse transcription PCR assays for the detection of SARS-CoV-2.
Journal of Clinical Virology, 2020, 129, 104510. 3.0 76

117 Severe Acute Respiratory Syndrome Coronavirus 2âˆ’Specific Antibody Responses in Coronavirus
Disease Patients. Emerging Infectious Diseases, 2020, 26, 1478-1488. 3.8 1,488

118 An evaluation of COVID-19 serological assays informs future diagnostics and exposure assessment.
Nature Communications, 2020, 11, . 13.7 351

119 SARS-CoV-2 is transmitted via contact and via the air between ferrets. Nature Communications, 2020,
11, . 13.7 439

120 Novel opportunities for NGS-based one health surveillance of foodborne viruses. One Health
Outlook, 2020, 2, . 3.3 33

121 Bearing the brunt: Mongolian khulan (Equus hemionus hemionus) are exposed to multiple influenza A
strains. Veterinary Microbiology, 2020, 242, 108605. 2.5 7

122 Shedding of Yellow Fever Virus From an Imported Case in the Netherlands After Travel to Brazil. Open
Forum Infectious Diseases, 2020, 7, . 0.8 5

123 Specific memory B cell response in humans upon infection with highly pathogenic H7N7 avian
influenza virus. Scientific Reports, 2020, 10, . 3.4 6

124
Transmission of NS5A-Inhibitor Resistance-Associated Substitutions Among Men Who Have Sex With
Men Recently Infected with Hepatitis C Virus Genotype 1a. Clinical Infectious Diseases, 2020, 71,
e215-e217.

5.2 9

125 Norovirus outbreak in a natural playground: A One Health approach. Zoonoses and Public Health,
2020, 67, 453-459. 2.2 8

126 Virus Metagenomics in Farm Animals: A Systematic Review. Viruses, 2020, 12, 107. 3.2 73



9

Marion P G Koopmans

# Article IF Citations

127 SARS-CoV-2 productively infects human gut enterocytes. Science, 2020, 369, 50-54. 36.2 1,545

128 Serologic Detection of Middle East Respiratory Syndrome Coronavirus Functional Antibodies.
Emerging Infectious Diseases, 2020, 26, 1024-1027. 3.8 19

129 The invasive Asian bush mosquito Aedes japonicus found in the Netherlands can experimentally
transmit Zika virus and Usutu virus. PLoS Neglected Tropical Diseases, 2020, 14, e0008217. 3.0 40

130 Prevalence and Clinical Presentation of Health Care Workers With Symptoms of Coronavirus Disease
2019 in 2 Dutch Hospitals During an Early Phase of the Pandemic. JAMA Network Open, 2020, 3, e209673. 6.6 240

131 Phenotype and kinetics of SARS-CoV-2â€“specific T cells in COVID-19 patients with acute respiratory
distress syndrome. Science Immunology, 2020, 5, . 13.4 935

132 Zika virus infection in pregnancy: a protocol for the joint analysis of the prospective cohort studies
of the ZIKAlliance, ZikaPLAN and ZIKAction consortia. BMJ Open, 2020, 10, e035307. 1.9 13

133 Specialist laboratory networks as preparedness and response tool - the Emerging Viral Diseases-Expert
Laboratory Network and the Chikungunya outbreak, Thailand, 2019. Eurosurveillance, 2020, 25, . 4.8 6

134 Public health response to two imported, epidemiologically related cases of Lassa fever in the
Netherlands (ex Sierra Leone), November 2019. Eurosurveillance, 2020, 25, . 4.8 18

135 SARS-CoV-2 infection in farmed minks, the Netherlands, April and May 2020. Eurosurveillance, 2020, 25,
. 4.8 661

136 Detection of West Nile virus in a common whitethroat (Curruca communis) and Culex mosquitoes in
the Netherlands, 2020. Eurosurveillance, 2020, 25, . 4.8 64

137 Laboratory readiness and response for novel coronavirus (2019-nCoV) in expert laboratories in 30
EU/EEA countries, January 2020. Eurosurveillance, 2020, 25, . 4.8 161

138
Accelerating surveillance and research of antimicrobial resistance â€“ an online repository for sharing
of antimicrobial susceptibility data associated with whole-genome sequences. Microbial Genomics,
2020, 6, .

2.0 9

139 Exploring utility of genomic epidemiology to trace origins of highly pathogenic influenza A/H7N9 in
Guangdong. Virus Evolution, 2020, 6, . 3.4 7

140 Worldwide human mitochondrial haplogroup distribution from urban sewage. Scientific Reports,
2019, 9, . 3.4 19

141 Comparative global epidemiology of influenza, respiratory syncytial and parainfluenza viruses,
2010â€“2015. Journal of Infection, 2019, 79, 373-382. 2.8 74

142 Failure to detect MERSâ€•CoV RNA in urine of naturally infected dromedary camels. Zoonoses and Public
Health, 2019, 66, 437-438. 2.2 11

143 Metavirome Sequencing to Evaluate Norovirus Diversity in Sewage and Related Bioaccumulated
Oysters. Frontiers in Microbiology, 2019, 10, . 3.9 34

144 A new twenty-first century science for effective epidemic response. Nature, 2019, 575, 130-136. 37.9 275



10

Marion P G Koopmans

# Article IF Citations

145 Zika Virus Outbreak on CuraÃ§ao and Bonaire, a Report Based on Laboratory Diagnostics Data.
Frontiers in Public Health, 2019, 7, . 2.7 2

146 A64â€ƒViral sequence classification using deep learning algorithms. Virus Evolution, 2019, 5, . 3.4 0

147 Geographical Variability Affects CCHFV Detection by RTâ€“PCR: A Tool for In-Silico Evaluation of
Molecular Assays. Viruses, 2019, 11, 953. 3.2 16

148 Characterization of Norovirus and Other Human Enteric Viruses in Sewage and Stool Samples
Through Next-Generation Sequencing. Food and Environmental Virology, 2019, 11, 400-409. 2.5 42

149 Sensitive and Specific Detection of Low-Level Antibody Responses in Mild Middle East Respiratory
Syndrome Coronavirus Infections. Emerging Infectious Diseases, 2019, 25, 1868-1877. 3.8 82

150 An evaluation of serological methods to diagnose tick-borne encephalitis from serum and
cerebrospinal fluid. Journal of Clinical Virology, 2019, 120, 78-83. 3.0 41

151 Human Monkeypox. Infectious Disease Clinics of North America, 2019, 33, 1027-1043. 3.2 611

152
Proficiency Testing of Virus Diagnostics Based on Bioinformatics Analysis of Simulated
            <i>In Silico</i>
            High-Throughput Sequencing Data Sets. Journal of Clinical Microbiology, 2019, 57, .

4.0 40

153 Whole-Blood Testing for Diagnosis of Acute Zika Virus Infections in Routine Diagnostic Setting.
Emerging Infectious Diseases, 2019, 25, 1394-1396. 3.8 17

154
Understanding the relation between Zika virus infection during pregnancy and adverse fetal, infant
and child outcomes: a protocol for a systematic review and individual participant data meta-analysis
of longitudinal studies of pregnant women and their infants and children. BMJ Open, 2019, 9, e026092.

1.9 47

155 Risk factors associated with sustained circulation of six zoonotic arboviruses: a systematic review
for selection of surveillance sites in non-endemic areas. Parasites and Vectors, 2019, 12, . 3.1 68

156 Animals as Reservoir for Human Norovirus. Viruses, 2019, 11, 478. 3.2 77

157 Towards high quality real-time whole genome sequencing during outbreaks using Usutu virus as
example. Infection, Genetics and Evolution, 2019, 73, 49-54. 2.3 28

158 Zika Virus Infection Induces Elevation of Tissue Factor Production and Apoptosis on Human Umbilical
Vein Endothelial Cells. Frontiers in Microbiology, 2019, 10, . 3.9 27

159 The possible role of cross-reactive dengue virus antibodies in Zika virus pathogenesis. PLoS Pathogens,
2019, 15, e1007640. 4.4 82

160 Qatar experience on One Health approach for middle-east respiratory syndrome coronavirus,
2012â€“2017: A viewpoint. One Health, 2019, 7, 100090. 3.8 24

161 Co-circulation of genetically distinct highly pathogenic avian influenza A clade 2.3.4.4 (H5N6) viruses
in wild waterfowl and poultry in Europe and East Asia, 2017â€“18. Virus Evolution, 2019, 5, . 3.4 74

162 Managing monkey bites in returning travellers. Journal of Infection, 2019, 78, 491-503. 2.8 1



11

Marion P G Koopmans

# Article IF Citations

163
Early Measles Vaccination During an Outbreak in the Netherlands: Short-Term and Long-Term
Decreases in Antibody Responses Among Children Vaccinated Before 12 Months of Age. Journal of
Infectious Diseases, 2019, 220, 594-602.

3.8 37

164 Survey on Implementation of One Health Approach for MERS-CoV Preparedness and Control in Gulf
Cooperation Council and Middle East Countries. Emerging Infectious Diseases, 2019, 25, . 3.8 23

165 Zika Virus Seroprevalence in Urban and Rural Areas of Suriname, 2017. Journal of Infectious Diseases,
2019, 220, 28-31. 3.8 19

166 The COMPARE Data Hubs. Database: the Journal of Biological Databases and Curation, 2019, 2019, . 2.7 37

167 Performance of Zika Assays in the Context of Toxoplasma gondii, Parvovirus B19, Rubella Virus, and
Cytomegalovirus (TORCH) Diagnostic Assays. Clinical Microbiology Reviews, 2019, 33, . 16.8 23

168 MERS-CoV in Camels but Not Camel Handlers, Sudan, 2015 and 2017. Emerging Infectious Diseases, 2019,
25, 2333-2335. 3.8 24

169 Familiar barriers still unresolvedâ€”a perspective on the Zika virus outbreak research response. Lancet
Infectious Diseases, The, 2019, 19, e59-e62. 16.5 26

170 Drivers of MERS-CoV Emergence in Qatar. Viruses, 2019, 11, 22. 3.2 25

171 Updated classification of norovirus genogroups and genotypes. Journal of General Virology, 2019,
100, 1393-1406. 3.3 784

172 Genomic sequence of yellow fever virus from a Dutch traveller returning from the Gambia-Senegal
region, the Netherlands, November 2018. Eurosurveillance, 2019, 24, . 4.8 9

173 Laboratory management of Crimean-Congo haemorrhagic fever virus infections: perspectives from
two European networks. Eurosurveillance, 2019, 24, . 4.8 42

174 Antigenic Variation of Avian Influenza A(H5N6) Viruses, Guangdong Province, China, 2014â€“2018.
Emerging Infectious Diseases, 2019, 25, 1932-1945. 3.8 13

175 Diagnosis of Zika Virus Infection by Peptide Array and Enzyme-Linked Immunosorbent Assay. MBio, 2018,
9, . 4.4 78

176
Induction of Cross-Clade Antibody and T-Cell Responses by a Modified Vaccinia Virus Ankaraâ€“Based
Influenza A(H5N1) Vaccine in a Randomized Phase 1/2a Clinical Trial. Journal of Infectious Diseases,
2018, 218, 614-623.

3.8 31

177
H1N1pdm09 Influenza Virus and Its Descendants Lack Extra-epitopic Amino Acid Residues Associated
With Reduced Recognition by M158-66-Specific CD8+ T Cells. Journal of Infectious Diseases, 2018, 218,
581-585.

3.8 6

178 Molecular surveillance of norovirus, 2005â€“16: an epidemiological analysis of data collected from the
NoroNet network. Lancet Infectious Diseases, The, 2018, 18, 545-553. 16.5 243

179 In VitroMeasles Virus Infection of Human Lymphocyte Subsets Demonstrates High Susceptibility and
Permissiveness of both Naive and Memory B Cells. Journal of Virology, 2018, 92, . 3.6 52

180 Zoonotic Infection With Pigeon Paramyxovirus Type 1 Linked to Fatal Pneumonia. Journal of Infectious
Diseases, 2018, 218, 1037-1044. 3.8 16



12

Marion P G Koopmans

# Article IF Citations

181
Primary Human Influenza B Virus Infection Induces Cross-Lineage Hemagglutinin Stalkâ€“Specific
Antibodies Mediating Antibody-Dependent Cellular Cytoxicity. Journal of Infectious Diseases, 2018, 217,
3-11.

3.8 35

182 BCG Vaccination Protects against Experimental Viral Infection in Humans through the Induction of
Cytokines Associated with Trained Immunity. Cell Host and Microbe, 2018, 23, 89-100.e5. 15.1 1,092

183 Effects of pre-existing orthopoxvirus-specific immunity on the performance of Modified Vaccinia virus
Ankara-based influenza vaccines. Scientific Reports, 2018, 8, . 3.4 25

184 Need for additional capacity and improved capability for molecular detection of yellow fever virus in
European Expert Laboratories: External Quality Assessment, March 2018. Eurosurveillance, 2018, 23, . 4.8 7

185 Studies into the mechanism of measles-associated immune suppression during a measles outbreak in
the Netherlands. Nature Communications, 2018, 9, . 13.7 111

186 Zika virus infection perturbs osteoblast function. Scientific Reports, 2018, 8, . 3.4 16

187
How ownership rights over microorganisms affect infectious disease control and innovation: A
root-cause analysis of barriers to data sharing as experienced by key stakeholders. PLoS ONE, 2018, 13,
e0195885.

2.3 47

188 Positive experiences of volunteers working in deployable laboratories in West Africa during the Ebola
outbreak. PLoS ONE, 2018, 13, e0196320. 2.3 8

189 Differences in antigenic sites and other functional regions between genotype A and G mumps virus
surface proteins. Scientific Reports, 2018, 8, . 3.4 28

190 Chronic sequelae and severe complications of norovirus infection: A systematic review of literature.
Journal of Clinical Virology, 2018, 105, 1-10. 3.0 34

191 The European Virus Archive goes global: A growing resource for research. Antiviral Research, 2018,
158, 127-134. 3.8 37

192 Overview of Virus Metagenomic Classification Methods and Their Biological Applications. Frontiers
in Microbiology, 2018, 9, . 3.9 111

193 Chimeric camel/human heavy-chain antibodies protect against MERS-CoV infection. Science Advances,
2018, 4, . 10.9 81

194 Case of seasonal reassortant A(H1N2) influenza virus infection, the Netherlands, March 2018.
Eurosurveillance, 2018, 23, . 4.8 12

195
Status, quality and specific needs of Ebola virus diagnostic capacity and capability in laboratories of
the two European preparedness laboratory networks EMERGE and EVD-LabNet. Eurosurveillance, 2018,
23, .

4.8 10

196 Usability of the international HAVNet hepatitis A virus database for geographical annotation,
backtracing and outbreak detection. Eurosurveillance, 2018, 23, . 4.8 25

197 Local amplification of highly pathogenic avian influenza H5N8 viruses in wild birds in the
Netherlands, 2016 to 2017. Eurosurveillance, 2018, 23, . 4.8 62

198 Capturing norovirus transmission. Current Opinion in Virology, 2017, 22, 64-70. 5.0 55



13

Marion P G Koopmans

# Article IF Citations

199 Virus genomes reveal factors that spread and sustained the Ebola epidemic. Nature, 2017, 544, 309-315. 37.9 417

200 Re-evaluation of routine dengue virus serology in travelers in the era of Zika virus emergence.
Journal of Clinical Virology, 2017, 92, 25-31. 3.0 63

201 Global epidemiology of non-influenza RNA respiratory viruses: data gaps and a growing need for
surveillance. Lancet Infectious Diseases, The, 2017, 17, e320-e326. 16.5 109

202 Influenza virus-specific antibody dependent cellular cytoxicity induced by vaccination or natural
infection. Vaccine, 2017, 35, 238-247. 3.1 57

203 Epidemiological Risk Factors for Animal Influenza A Viruses Overcoming Species Barriers. EcoHealth,
2017, 14, 342-360. 1.7 19

204
Exploring novel sero-epidemiological toolsâ€”Effect of different storage conditions on longitudinal
stability of microarray slides comprising influenza A-, measles- and Streptococcus pneumoniae
antigens. Journal of Virological Methods, 2017, 245, 53-60.

1.6 1

205 Risk Factors for Primary Middle East Respiratory Syndrome Coronavirus Infection in Camel Workers
in Qatar During 2013â€“2014: A Case-Control Study. Journal of Infectious Diseases, 2017, 215, 1702-1705. 3.8 37

206 Chronic norovirus infection among solid organ recipients in a tertiary careÂ hospital, the Netherlands,
2006â€“2014. Clinical Microbiology and Infection, 2017, 23, 265.e9-265.e13. 5.3 44

207
Whole-Genome Next-Generation Sequencing to Study Within-Host Evolution of Norovirus (NoV)
Among Immunocompromised Patients With Chronic NoV Infection. Journal of Infectious Diseases, 2017,
216, 1513-1524.

3.8 44

208 Variable Sensitivity in Molecular Detection of Zika Virus in European Expert Laboratories: External
Quality Assessment, November 2016. Journal of Clinical Microbiology, 2017, 55, 3219-3226. 4.0 26

209 Urine as Sample Type for Molecular Diagnosis of Natural Yellow Fever Virus Infections. Journal of
Clinical Microbiology, 2017, 55, 3294-3296. 4.0 19

210 Cell-line dependent antiviral activity of sofosbuvir against Zika virus. Antiviral Research, 2017, 146,
161-163. 3.8 82

211 Returning ex-patriot Chinese to Guangdong, China, increase the risk for local transmission of Zika
virus. Journal of Infection, 2017, 75, 356-367. 2.8 19

212 Phenotypic Differences between Asian and African Lineage Zika Viruses in Human Neural Progenitor
Cells. MSphere, 2017, 2, . 3.0 100

213 Ebola Virus Inactivation by Detergents Is Annulled in Serum. Journal of Infectious Diseases, 2017, 216,
859-866. 3.8 27

214 Structure of general-population antibody titer distributions to influenza A virus. Scientific Reports,
2017, 7, . 3.4 25

215 Increased risk of pneumonia in residents living near poultry farms: does the upper respiratory tract
microbiota play a role?. Pneumonia (Nathan Qld ), 2017, 9, . 4.8 51

216
A Serological Protein Microarray for Detection of Multiple Cross-Reactive Flavivirus Infections in
Horses for Veterinary and Public Health Surveillance. Transboundary and Emerging Diseases, 2017, 64,
1801-1812.

3.0 34



14

Marion P G Koopmans

# Article IF Citations

217 Characterization of Posa and Posa-like virus genomes in fecal samples from
          humans, pigs, rats, and bats collected from a single location in Vietnam. Virus Evolution, 2017, 3, . 3.4 32

218 Widespread activity of multiple lineages of Usutu virus, western Europe, 2016. Eurosurveillance, 2017,
22, . 4.8 141

219 Metagenomic Sequencing for Surveillance of Food- and Waterborne Viral Diseases. Frontiers in
Microbiology, 2017, 8, . 3.9 63

220 Heterosubtypic cross-reactivity of HA1 antibodies to influenza A, with emphasis on nonhuman subtypes
(H5N1, H7N7, H9N2). PLoS ONE, 2017, 12, e0181093. 2.3 10

221 Urban Chikungunya in the Middle East and North Africa: A systematic review. PLoS Neglected Tropical
Diseases, 2017, 11, e0005707. 3.0 30

222 Pigeon paramyxovirus type 1 from a fatal human case induces pneumonia in experimentally infected
cynomolgus macaques (Macaca fascicularis). Veterinary Research, 2017, 48, . 3.3 9

223 Variegated Squirrel Bornavirus 1 in Squirrels, Germany and the Netherlands. Emerging Infectious
Diseases, 2017, 23, 477-481. 3.8 36

224 Norovirus Infection in Harbor Porpoises. Emerging Infectious Diseases, 2017, 23, 87-91. 3.8 24

225 Yellow fever in a traveller returning from Suriname to the Netherlands, March 2017.
Eurosurveillance, 2017, 22, . 4.8 20

226 Status, quality and specific needs of Zika virus (ZIKV) diagnostic capacity and capability in National
Reference Laboratories for arboviruses in 30 EU/EEA countries, May 2016. Eurosurveillance, 2017, 22, . 4.8 13

227 Deletion Variants of Middle East Respiratory Syndrome Coronavirus from Humans, Jordan, 2015.
Emerging Infectious Diseases, 2016, 22, 716-719. 3.8 39

228 MERS-CoV Infection of Alpaca in a Region Where MERS-CoV is Endemic. Emerging Infectious Diseases,
2016, 22, 1129-1131. 3.8 70

229 Novel Reassortant Avian Influenza A(H5N6) Viruses in Humans, Guangdong, China, 2015. Emerging
Infectious Diseases, 2016, 22, 1507-1509. 3.8 113

230 Zika Virus Infection and Guillainâ€“BarrÃ© Syndrome in Three Patients from Suriname. Frontiers in
Neurology, 2016, 7, . 2.4 18

231 Genetic Diversity in the Major Capsid L1 Protein of HPV-16 and HPV-18 in the Netherlands. PLoS ONE,
2016, 11, e0152782. 2.3 18

232 Effect of Live Poultry Market Interventions on Influenza A(H7N9) Virus, Guangdong, China. Emerging
Infectious Diseases, 2016, 22, 2104-2112. 3.8 36

233 Zika: structuring the European research response. ERJ Open Research, 2016, 2, 00025-2016. 2.5 1

234 Evaluation of Patients with Communityâ€•Acquired Pneumonia Caused by Zoonotic Pathogens in an Area
with a High Density of Animal Farms. Zoonoses and Public Health, 2016, 63, 160-166. 2.2 27



15

Marion P G Koopmans

# Article IF Citations

235 Mumps-specific cross-neutralization by MMR vaccine-induced antibodies predicts protection against
mumps virus infection. Vaccine, 2016, 34, 4166-4171. 3.1 42

236 Molecular epidemiology and genetic diversity of hepatitis B virus in Ethiopia. Journal of Medical
Virology, 2016, 88, 1035-1043. 3.7 18

237 A family cluster of imported ZIKV cases: Viremia period may be longer than previously reported.
Journal of Infection, 2016, 73, 300-303. 2.8 11

238 One Health training and research activities in Western Europe. Infection Ecology and Epidemiology,
2016, 6, 33703. 0.5 58

239 Zika virus infection in 18 travellers returning from Surinam and the Dominican Republic, The
Netherlands, November 2015â€“March 2016. Infection, 2016, 44, 797-802. 2.9 38

240 Human norovirus transmission and evolution in a changing world. Nature Reviews Microbiology,
2016, 14, 421-433. 83.5 428

241 Mumps virus F gene and HN gene sequencing as a molecular tool to study mumps virus transmission.
Infection, Genetics and Evolution, 2016, 45, 145-150. 2.3 22

242 Miscarriage Associated with Zika Virus Infection. New England Journal of Medicine, 2016, 375,
1002-1004. 34.6 152

243
Challenges in laboratory diagnosis of acute viral central nervous system infections in the era of
emerging infectious diseases: the syndromic approach. Expert Review of Anti-Infective Therapy, 2016, 14,
829-836.

3.9 15

244 Zika Virus: Where Is the Treatment?. Current Treatment Options in Infectious Diseases, 2016, 8, 208-211. 3.5 21

245 Changes in heterosubtypic antibody responses during the first year of the 2009 A(H1N1) influenza
pandemic. Scientific Reports, 2016, 6, . 3.4 11

246 Two clinical cases of renal syndrome caused by Dobrava/Saaremaa hantaviruses imported to the
Netherlands from Poland and Belarus, 2012â€“2014. Infection Ecology and Epidemiology, 2016, 6, 30548. 0.5 5

247 Cross host transmission in the emergence of MERS coronavirus. Current Opinion in Virology, 2016, 16,
55-62. 5.0 78

248 Spatiotemporal Analysis of the Genetic Diversity of Seal Influenza A(H10N7) Virus, Northwestern
Europe. Journal of Virology, 2016, 90, 4269-4277. 3.6 36

249 Severity of mumps disease is related to MMR vaccination status and viral shedding. Vaccine, 2016, 34,
1868-1873. 3.1 25

250 Naturally occurring recombination in ferret coronaviruses revealed by complete genome
characterization. Journal of General Virology, 2016, 97, 2180-2186. 3.3 16

251 Comparison of norovirus genogroup I, II and IV seroprevalence among children in the Netherlands,
1963, 1983 and 2006. Journal of General Virology, 2016, 97, 2255-2264. 3.3 26

252 Influenza virus A(H1N1)2009 antibody-dependent cellular cytotoxicity in young children prior to the
H1N1 pandemic. Journal of General Virology, 2016, 97, 2157-2165. 3.3 11



16

Marion P G Koopmans

# Article IF Citations

253 Dengue in the Middle East and North Africa: A Systematic Review. PLoS Neglected Tropical Diseases,
2016, 10, e0005194. 3.0 81

254 Viruses as Sole Causative Agents of Severe Acute Respiratory Tract Infections in Children. PLoS ONE,
2016, 11, e0150776. 2.3 30

255 Influenza A (H10N7) Virus Causes Respiratory Tract Disease in Harbor Seals and Ferrets. PLoS ONE, 2016,
11, e0159625. 2.3 22

256 Background review for diagnostic test development for Zika virus infection. Bulletin of the World
Health Organization, 2016, 94, 574-584D. 2.1 109

257 Assay optimization for molecular detection of Zika virus. Bulletin of the World Health Organization,
2016, 94, 880-892. 2.1 148

258 Longitudinal follow-up of Zika virus RNA in semen of a traveller returning from Barbados to the
Netherlands with Zika virus disease, March 2016. Eurosurveillance, 2016, 21, . 4.8 43

259 International linkage of two food-borne hepatitis A clusters through traceback of mussels, the
Netherlands, 2012. Eurosurveillance, 2016, 21, . 4.8 26

260 VIRO-TypeNed, systematic molecular surveillance of enteroviruses in the Netherlands between 2010
and 2014. Eurosurveillance, 2016, 21, . 4.8 18

261 Weighing serological evidence of human exposure to animal influenza viruses âˆ’ a literature review.
Eurosurveillance, 2016, 21, . 4.8 35

262 Antivirals against Enteroviruses: A Critical Review from a Public-Health Perspective. Antiviral Therapy,
2015, 20, 121-130. 1.9 40

263 High proportion of MERS-CoV shedding dromedaries at slaughterhouse with a potential
epidemiological link to human cases, Qatar 2014. Infection Ecology and Epidemiology, 2015, 5, 28305. 0.5 71

264 Follow-up of Contacts of Middle East Respiratory Syndrome Coronavirusâ€“Infected Returning
Travelers, the Netherlands, 2014. Emerging Infectious Diseases, 2015, 21, 1667-1669. 3.8 16

265 Recovering full-length viral genomes from metagenomes. Frontiers in Microbiology, 2015, 6, . 3.9 36

266 Avian Influenza A(H10N7) Virusâ€“Associated Mass Deaths among Harbor Seals. Emerging Infectious
Diseases, 2015, 21, 720-722. 3.8 115

267 Wind-Mediated Spread of Low-Pathogenic Avian Influenza Virus into the Environment during
Outbreaks at Commercial Poultry Farms. PLoS ONE, 2015, 10, e0125401. 2.3 74

268 Low Virulence and Lack of Airborne Transmission of the Dutch Highly Pathogenic Avian Influenza
Virus H5N8 in Ferrets. PLoS ONE, 2015, 10, e0129827. 2.3 43

269 Seroprevalence of Antibodies against Seal Influenza A(H10N7) Virus in Harbor Seals and Gray Seals
from the Netherlands. PLoS ONE, 2015, 10, e0144899. 2.3 27

270 Serological Evidence of Influenza A Viruses in Frugivorous Bats from Africa. PLoS ONE, 2015, 10,
e0127035. 2.3 44



17

Marion P G Koopmans

# Article IF Citations

271 First international external quality assessment of molecular diagnostics for Mers-CoV. Journal of
Clinical Virology, 2015, 69, 81-85. 3.0 30

272 Reducing viral contamination from finger pads: handwashing is more effective than alcohol-based
hand disinfectants. Journal of Hospital Infection, 2015, 90, 226-234. 2.3 84

273 Reliable typing of MERS-CoV variants with a small genome fragment. Journal of Clinical Virology, 2015,
64, 83-87. 3.0 24

274 Norovirus introduction routes into nursing homes and risk factors for spread: a systematic review
and meta-analysis of observational studies. Journal of Hospital Infection, 2015, 89, 163-178. 2.3 56

275 Virus characterization and discovery in formalin-fixed paraffin-embedded tissues. Journal of
Virological Methods, 2015, 214, 54-59. 1.6 28

276
Spot the Differenceâ€”Development of a Syndrome Based Protein Microarray for Specific Serological
Detection of Multiple Flavivirus Infections in Travelers. PLoS Neglected Tropical Diseases, 2015, 9,
e0003580.

3.0 58

277 Improved detection of artifactual viral minority variants in high-throughput sequencing data.
Frontiers in Microbiology, 2015, 5, . 3.9 15

278 Risk of Hepatitis A Decreased Among Dutch Travelers to Endemic Regions in 2003 to 2011. Journal of
Travel Medicine, 2015, 22, 208-211. 2.6 12

279 Burden of norovirus in healthcare facilities and strategies for outbreak control. Journal of Hospital
Infection, 2015, 89, 296-301. 2.3 99

280 Modeling rotavirus infection and antiviral therapy using primary intestinal organoids. Antiviral
Research, 2015, 123, 120-131. 3.8 183

281 Norovirus Genotype Profiles Associated with Foodborne Transmission, 1999â€“2012. Emerging Infectious
Diseases, 2015, 21, 592-599. 3.8 153

282 Immune status of health care workers to measles virus: evaluation of protective titers in four
measles IgG EIAs. Journal of Clinical Virology, 2015, 69, 214-218. 3.0 39

283 Identification of essential outstanding questions for an adequate European laboratory response to
Ebolavirus Zaire West Africa 2014. Journal of Clinical Virology, 2015, 62, 124-134. 3.0 27

284 Environmental testing for norovirus in various institutional settings using catering companies as
sentinels for norovirus prevalence among the general population. Food Control, 2015, 47, 98-102. 6.1 6

285 Genetic Adaptation of Influenza A Viruses in Domestic Animals and Their Potential Role in Interspecies
Transmission: A Literature Review. EcoHealth, 2015, 13, 171-198. 1.7 30

286 Syndromic Approach to Arboviral Diagnostics for Global Travelers as a Basis for Infectious Disease
Surveillance. PLoS Neglected Tropical Diseases, 2015, 9, e0004073. 3.0 25

287 Serological Evidence of MERS-CoV Antibodies in Dromedary Camels (Camelus dromedaries) in Laikipia
County, Kenya. PLoS ONE, 2015, 10, e0140125. 2.3 52

288 Genotypic anomaly in Ebola virus strains circulating in Magazine Wharf area, Freetown, Sierra Leone,
2015. Eurosurveillance, 2015, 20, . 4.8 15



18

Marion P G Koopmans

# Article IF Citations

289 Laboratory support during and after the Ebola virus endgame: towards a sustained laboratory
infrastructure. Eurosurveillance, 2015, 20, . 4.8 12

290 Emergence of a novel GII.17 norovirus â€“ End of the GII.4 era?. Eurosurveillance, 2015, 20, . 4.8 224

291 Getting More Out of Less â€“ A Quantitative Serological Screening Tool for Simultaneous Detection of
Multiple Influenza A Hemagglutinin-Types in Chickens. PLoS ONE, 2014, 9, e108043. 2.3 21

292 Discrimination of Influenza Infection (A/2009 H1N1) from Prior Exposure by Antibody Protein
Microarray Analysis. PLoS ONE, 2014, 9, e113021. 2.3 25

293 Tick-Borne Pathogen Ã¢â‚¬â€œ Reversed and Conventional Discovery of Disease. Frontiers in Public Health,
2014, 2, . 2.7 50

294
Travel-related MERS-CoV cases: an assessment of exposures and risk factors in a group of Dutch
travellers returning from the Kingdom of Saudi Arabia, May 2014. Emerging Themes in Epidemiology,
2014, 11, .

3.1 22

295 Assembly of viral genomes from metagenomes. Frontiers in Microbiology, 2014, 5, . 3.9 58

296 Reply to Pawar et al. Journal of Infectious Diseases, 2014, 210, 161-163. 3.8 5

297 Underdiagnosis of Foodborne Hepatitis A, the Netherlands, 2008â€“20101. Emerging Infectious Diseases,
2014, 20, 596-602. 3.8 32

298 Epidemic of Mumps among Vaccinated Persons, the Netherlands, 2009â€“2012. Emerging Infectious
Diseases, 2014, 20, 643-648. 3.8 90

299 New Viruses in Idiopathic Human Diarrhea Cases, the Netherlands. Emerging Infectious Diseases, 2014,
20, . 3.8 93

300 Geographic Distribution of MERS Coronavirus among Dromedary Camels, Africa. Emerging Infectious
Diseases, 2014, 20, 1370-1374. 3.8 179

301 Circulation of Reassortant Influenza A(H7N9) Viruses in Poultry and Humans, Guangdong Province,
China, 2013. Emerging Infectious Diseases, 2014, 20, 2034-2040. 3.8 41

302 Speed versus coverage trade off in targeted interventions during an outbreak. Epidemics, 2014, 8, 28-40. 2.2 13

303 Mumps Serum Antibody Levels Before and After an Outbreak to Assess Infection and Immunity in
Vaccinated Students. Open Forum Infectious Diseases, 2014, 1, . 0.8 28

304 Two major mumps genotype G variants dominated recent mumps outbreaks in the Netherlands
(2009â€“2012). Journal of General Virology, 2014, 95, 1074-1082. 3.3 31

305 Using routine diagnostic data as a method of surveillance of arboviral infection in travellers: A
comparative analysis with a focus on dengue. Travel Medicine and Infectious Disease, 2014, 12, 159-166. 2.5 8

306 Middle East respiratory syndrome coronavirus in dromedary camels: an outbreak investigation. Lancet
Infectious Diseases, The, 2014, 14, 140-145. 16.5 613



19

Marion P G Koopmans

# Article IF Citations

307 Exploring the Potential of Next-Generation Sequencing in Detection of Respiratory Viruses. Journal of
Clinical Microbiology, 2014, 52, 3722-3730. 4.0 107

308
Evaluation of yield of currently available diagnostics by sample type to optimize detection of
respiratory pathogens in patients with a communityâ€•acquired pneumonia. Influenza and Other
Respiratory Viruses, 2014, 8, 243-249.

3.4 21

309
Emergence of the Virulence-Associated PB2 E627K Substitution in a Fatal Human Case of Highly
Pathogenic Avian Influenza Virus A(H7N7) Infection as Determined by Illumina Ultra-Deep Sequencing.
Journal of Virology, 2014, 88, 1694-1702.

3.6 71

310
Robustness against serum neutralization of a poliovirus type 1 from a lethal epidemic of poliomyelitis
in the Republic of Congo in 2010. Proceedings of the National Academy of Sciences of the United States
of America, 2014, 111, 12889-12894.

7.5 32

311
Virological and serological analysis of a recent Middle East respiratory syndrome coronavirus
infection case on a triple combination antiviral regimen. International Journal of Antimicrobial
Agents, 2014, 44, 528-532.

3.9 111

312 Global prevalence of norovirus in cases of gastroenteritis: a systematic review and meta-analysis.
Lancet Infectious Diseases, The, 2014, 14, 725-730. 16.5 1,053

313 Evolution of an influenza pandemic in 13 countries from 5 continents monitored by protein
microarray from neonatal screening bloodspots. Journal of Clinical Virology, 2014, 61, 74-80. 3.0 13

314 The value of signs and symptoms in differentiating between bacterial, viral and mixed aetiology in
patients with community-acquired pneumonia. Journal of Medical Microbiology, 2014, 63, 441-452. 1.7 72

315 MERS coronavirus: Data gaps for laboratory preparedness. Journal of Clinical Virology, 2014, 59, 4-11. 3.0 44

316

No evidence for the persistence of
                    S
                    chmallenberg virus in overwintering mosquitoes. Medical and Veterinary Entomology, 2014,
28, 110-115.

1.7 20

317
Middle East respiratory syndrome coronavirus (MERS-CoV) RNA and neutralising antibodies in milk
collected according to local customs from dromedary camels, Qatar, April 2014. Eurosurveillance,
2014, 19, .

4.8 149

318 Randomized Controlled Ferret Study to Assess the Direct Impact of 2008â€“09 Trivalent Inactivated
Influenza Vaccine on A(H1N1)pdm09 Disease Risk. PLoS ONE, 2014, 9, e86555. 2.3 23

319 Influenza at the animalâ€“human interface: a review of the literature for virological evidence of human
infection with swine or avian influenza viruses other than A(H5N1). Eurosurveillance, 2014, 19, . 4.8 130

320 Middle East respiratory syndrome coronavirus (MERS-CoV) infections in two returning travellers in
the Netherlands, May 2014. Eurosurveillance, 2014, 19, . 4.8 69

321
The hanta hunting study: underdiagnosis of Puumala hantavirus infections in symptomatic
non-travelling leptospirosis-suspected patients in the Netherlands, in 2010 and April to November 2011.
Eurosurveillance, 2014, 19, .

4.8 29

322 Geographic Distribution of MERS Coronavirus among Dromedary Camels, Africa. Emerging Infectious
Diseases, 2014, 20, . 3.8 5

323 Ability to cause erythema migrans differs between Borrelia burgdorferi sensu lato isolates. Parasites
and Vectors, 2013, 6, . 3.1 34

324 Middle East respiratory syndrome coronavirus neutralising serum antibodies in dromedary camels: a
comparative serological study. Lancet Infectious Diseases, The, 2013, 13, 859-866. 16.5 651



20

Marion P G Koopmans

# Article IF Citations

325
Detection of human enteroviruses and parechoviruses as part of the national enterovirus
surveillance in the Netherlands, 1996â€“2011. European Journal of Clinical Microbiology and Infectious
Diseases, 2013, 32, 1525-1531.

2.6 57

326 Evaluation of a reverse line blot assay for genotyping common human rotaviruses. Journal of
Virological Methods, 2013, 193, 597-602. 1.6 0

327 Transfer of noroviruses between fingers and fomites and food products. International Journal of
Food Microbiology, 2013, 167, 346-352. 4.9 53

328
Reported behavior, knowledge and awareness toward the potential for norovirus transmission by
food handlers in Dutch catering companies and institutional settings in relation to the prevalence of
norovirus. Food Control, 2013, 34, 420-427.

6.1 21

329 Comparison of the performance of IFA, CFA, and ELISA assays for the serodiagnosis of acute Q fever by
quality assessment. Diagnostic Microbiology and Infectious Disease, 2013, 75, 16-21. 1.6 34

330 P2 domain profiles and shedding dynamics in prospectively monitored norovirus outbreaks. Journal of
Clinical Virology, 2013, 56, 286-292. 3.0 22

331
September through October 2010 multi-centre study in the Netherlands examining laboratory ability
to detect enterovirus 68, an emerging respiratory pathogen. Journal of Virological Methods, 2013, 190,
53-62.

1.6 50

332 Infectious disease transmission as a forensic problem: who infected whom?. Journal of the Royal
Society Interface, 2013, 10, . 3.2 33

333 Underdiagnosis of Chikungunya Virus Infections in Symptomatic Dutch Travelers Returning From the
Indian Ocean Area: Table 1. Journal of Travel Medicine, 2013, 20, 44-46. 2.6 12

334 Proposal for a unified norovirus nomenclature and genotyping. Archives of Virology, 2013, 158,
2059-2068. 1.8 530

335 Surveillance strategy for early detection of unusual infectious disease events. Current Opinion in
Virology, 2013, 3, 185-191. 5.0 14

336 Population-Level Antibody Estimates to Novel Influenza A/H7N9. Journal of Infectious Diseases, 2013,
208, 554-558. 3.8 55

337 Genetic Data Provide Evidence for Wind-Mediated Transmission of Highly Pathogenic Avian Influenza.
Journal of Infectious Diseases, 2013, 207, 730-735. 3.8 67

338 Detection of influenza A virus homoâ€• and heterosubtypeâ€•specific memory Bâ€•cells using a novel protein
microarrayâ€•based analysis tool. Journal of Medical Virology, 2013, 85, 899-909. 3.7 15

339 Middle East Respiratory Syndrome coronavirus (MERS-CoV) serology in major livestock species in an
affected region in Jordan, June to September 2013. Eurosurveillance, 2013, 18, . 4.8 180

340
Profiling of Humoral Response to Influenza A(H1N1)pdm09 Infection and Vaccination Measured by a
Protein Microarray in Persons with and without History of Seasonal Vaccination. PLoS ONE, 2013, 8,
e54890.

2.3 29

341 Specific serology for emerging human coronaviruses by protein microarray. Eurosurveillance, 2013,
18, . 4.8 81

342 Laboratory-based surveillance in the molecular era: the TYPENED model, a joint data-sharing platform
for clinical and public health laboratories. Eurosurveillance, 2013, 18, . 4.8 37



21

Marion P G Koopmans

# Article IF Citations

343 Guiding outbreak management by the use of influenza A(H7Nx) virus sequence analysis.
Eurosurveillance, 2013, 18, . 4.8 35

344 Authorsâ€™ reply: Application of Bayesian methods to the inference of phylogeny for enterovirus
surveillance. Eurosurveillance, 2013, 18, . 4.8 0

345 Unrecognized Norovirus Infections in Health Care Institutions and Their Clinical Impact. Journal of
Clinical Microbiology, 2012, 50, 3040-3045. 4.0 34

346
Macrolide Resistance Determination and Molecular Typing of Mycoplasma pneumoniae in Respiratory
Specimens Collected between 1997 and 2008 in The Netherlands. Journal of Clinical Microbiology, 2012,
50, 1999-2004.

4.0 43

347 Quantifying Transmission of Norovirus During an Outbreak. Epidemiology, 2012, 23, 277-284. 2.8 27

348 Evaluation of Commonly Used Serological Tests for Detection of Coxiella burnetii Antibodies in
Well-Defined Acute and Follow-Up Sera. Vaccine Journal, 2012, 19, 1110-1115. 3.1 73

349 Come fly with me: Review of clinically important arboviruses for global travelers. Journal of Clinical
Virology, 2012, 55, 191-203. 3.0 112

350
Mortality Attributable to 9 Common Infections: Significant Effect of Influenza A, Respiratory
Syncytial Virus, Influenza B, Norovirus, and Parainfluenza in Elderly Persons. Journal of Infectious
Diseases, 2012, 206, 628-639.

3.8 182

351 Defining chronic Q fever: A matter of debate. Journal of Infection, 2012, 65, 362-363. 2.8 10

352 Residual Viral and Bacterial Contamination of Surfaces after Cleaning and Disinfection. Applied and
Environmental Microbiology, 2012, 78, 7769-7775. 3.6 104

353 Glycan-Dependent Immunogenicity of Recombinant Soluble Trimeric Hemagglutinin. Journal of
Virology, 2012, 86, 11735-11744. 3.6 65

354 Profiling of humoral immune responses to influenza viruses by using protein microarray. Clinical
Microbiology and Infection, 2012, 18, 797-807. 5.3 87

355 Influenza in the immediate post-pandemic era: A comparison with seasonal and pandemic influenza in
hospitalized patients. Journal of Clinical Virology, 2012, 54, 135-140. 3.0 25

356 Nosocomial Transmission of Norovirus Is Mainly Caused by Symptomatic Cases. Clinical Infectious
Diseases, 2012, 54, 931-937. 5.2 128

357 Sequence-based identification and characterization of nosocomial influenza A(H1N1)pdm09 virus
infections. Journal of Hospital Infection, 2012, 82, 187-193. 2.3 8

358 Retrospective Evaluation of Control Measures for Contacts of Patient with Marburg Hemorrhagic
Fever. Emerging Infectious Diseases, 2012, 18, . 3.8 10

359 Hepatitis E Virus Infection among Solid Organ Transplant Recipients, the Netherlands. Emerging
Infectious Diseases, 2012, 18, 869-872. 3.8 144

360 Lack of Evidence for Zoonotic Transmission of Schmallenberg Virus. Emerging Infectious Diseases,
2012, 18, . 3.8 45



22

Marion P G Koopmans

# Article IF Citations

361 Thermal stability of structurally different viruses with proven or potential relevance to food safety.
Journal of Applied Microbiology, 2012, 112, 1050-1057. 3.2 77

362 Course of pandemic influenza A(H1N1) 2009 virus infection in Dutch patients. Influenza and Other
Respiratory Viruses, 2012, 6, . 3.4 5

363 Virucidal efficacy of hydrogen peroxide vapour disinfection. Journal of Hospital Infection, 2012, 80,
110-115. 2.3 82

364 Chronic Q fever: Review of the literature and a proposal of new diagnostic criteria. Journal of
Infection, 2012, 64, 247-259. 2.8 177

365 Diversity and zoonotic potential of rotaviruses in swine and cattle across Europe. Veterinary
Microbiology, 2012, 156, 238-245. 2.5 112

366 Emergence and epidemic occurrence of enterovirus 68 respiratory infections in The Netherlands in
2010. Virology, 2012, 423, 49-57. 2.3 164

367 Targeted screening as a tool for the early detection of chronic Q fever patients after a large
outbreak. European Journal of Clinical Microbiology and Infectious Diseases, 2012, 32, 353-359. 2.6 12

368 Comparing Pandemic to Seasonal Influenza Mortality: Moderate Impact Overall but High Mortality in
Young Children. PLoS ONE, 2012, 7, e31197. 2.3 63

369 Population Dynamics and Genetic Diversity of C4 Strains of Human Enterovirus 71 in Mainland China,
1998â€“2010. PLoS ONE, 2012, 7, e44386. 2.3 33

370 Oseltamivir-resistant influenza A(H1N1)pdm09 virus in Dutch travellers returning from Spain, August
2012. Eurosurveillance, 2012, 17, . 4.8 27

371 Integrating Genome-based Informatics to Modernize Global Disease Monitoring, Information Sharing,
and Response. Emerging Infectious Diseases, 2012, 18, e1-e1. 3.8 64

372 Integrating Genome-based Informatics to Modernize Global Disease Monitoring, Information Sharing,
and Response. Emerging Infectious Diseases, 2012, 18, e1-e1. 3.8 66

373 An automated genotyping tool for enteroviruses and noroviruses. Journal of Clinical Virology, 2011,
51, 121-125. 3.0 748

374 Assessment of serological evidence for mumps virus infection in vaccinated children. Vaccine, 2011,
29, 9271-9275. 3.1 39

375 An Integrated Approach to Identifying International Foodborne Norovirus Outbreaks1. Emerging
Infectious Diseases, 2011, 17, 412-418. 3.8 35

376 Unspecified Gastroenteritis Illness and Deaths in the Elderly Associated With Norovirus Epidemics.
Epidemiology, 2011, 22, 336-343. 2.8 58

377 Risk based culling for highly infectious diseases of livestock. Veterinary Research, 2011, 42, 81. 3.3 33

378 Oseltamivir-resistant pandemic A(H1N1) 2009 influenza viruses detected through enhanced
surveillance in the Netherlands, 2009â€“2010. Antiviral Research, 2011, 92, 81-89. 3.8 32



23

Marion P G Koopmans

# Article IF Citations

379
Detection of recombination breakpoints in the genomes of human enterovirus 71 strains isolated in
the Netherlands in epidemic and non-epidemic years, 1963â€“2010. Infection, Genetics and Evolution, 2011,
11, 886-894.

2.3 44

380
Age-Dependent Patterns of Infection and Severity Explaining the Low Impact of 2009 Influenza A (H1N1):
Evidence From Serial Serologic Surveys in the Netherlands. American Journal of Epidemiology, 2011,
174, 1307-1315.

3.3 51

381 Year-Round Prevalence of Norovirus in the Environment of Catering Companies without a Recently
Reported Outbreak of Gastroenteritis. Applied and Environmental Microbiology, 2011, 77, 2968-2974. 3.6 66

382 Using Molecular Epidemiology To Trace Transmission of Nosocomial Norovirus Infection. Journal of
Clinical Microbiology, 2011, 49, 602-606. 4.0 49

383 Prevalence of Antibodies against Seasonal Influenza A and B Viruses in Children in Netherlands.
Vaccine Journal, 2011, 18, 469-476. 3.1 185

384 Adamantane- and Oseltamivir-Resistant Seasonal A (H1N1) and Pandemic A (H1N1) 2009 Influenza Viruses
in Guangdong, China, during 2008 and 2009. Journal of Clinical Microbiology, 2011, 49, 2651-2655. 4.0 12

385 Comparative Analysis of Avian Influenza Virus Diversity in Poultry and Humans during a Highly
Pathogenic Avian Influenza A (H7N7) Virus Outbreak. Journal of Virology, 2011, 85, 10598-10604. 3.6 38

386
Evaluation of the Antiviral Response to Zanamivir Administered Intravenously for Treatment of
Critically Ill Patients With Pandemic Influenza A (H1N1) Infection. Journal of Infectious Diseases, 2011,
204, 777-782.

3.8 41

387 Immunogenicity, Boostability, and Sustainability of the Immune Response after Vaccination against
Influenza A Virus (H1N1) 2009 in a Healthy Population. Vaccine Journal, 2011, 18, 1401-1405. 3.1 40

388 Etiology of acute gastroenteritis in children requiring hospitalization in the Netherlands. European
Journal of Clinical Microbiology and Infectious Diseases, 2011, 31, 405-415. 2.6 47

389 Selection of a phylogenetically informative region of the norovirus genome for outbreak linkage.
Virus Genes, 2011, 44, 8-18. 1.9 17

390 Influenza A(H1N1) Oseltamivir Resistant Viruses in the Netherlands During the Winter 2007/2008. The
Open Virology Journal, 2011, 5, 154-162. 0.8 4

391 Evaluation of syndromic surveillance in the Netherlands: its added value and recommendations for
implementation. Eurosurveillance, 2011, 16, . 4.8 20

392
Detection of Excess Influenza Severity: Associating Respiratory Hospitalization and Mortality Data
With Reports of Influenza-Like Illness by Primary Care Physicians. American Journal of Public Health,
2010, 100, 2248-2254.

2.7 32

393 Clostridium difficile is not associated with outbreaks of viral gastroenteritis in the elderly in the
Netherlands. European Journal of Clinical Microbiology and Infectious Diseases, 2010, 29, 677-682. 2.6 6

394 Food-borne diseases â€” The challenges of 20 years ago still persist while new ones continue to emerge.
International Journal of Food Microbiology, 2010, 139, S3-S15. 4.9 994

395 Timing of infection and development of wheeze, eczema, and atopic sensitization during the first 2â€ƒyr
of life: The KOALA Birth Cohort Study. Pediatric Allergy and Immunology, 2010, 21, 983-989. 2.7 22

396 Syndromic Surveillance for Local Outbreaks of Lower-Respiratory Infections: Would It Work?. PLoS
ONE, 2010, 5, e10406. 2.3 36



24

Marion P G Koopmans

# Article IF Citations

397 Transmission of Novel Influenza A(H1N1) in Households with Post-Exposure Antiviral Prophylaxis.
PLoS ONE, 2010, 5, e11442. 2.3 29

398 Chronic Shedders as Reservoir for Nosocomial Transmission of Norovirus. Journal of Clinical
Microbiology, 2010, 48, 4303-4305. 4.0 86

399 Epidemiology and Genotype Analysis of Emerging Sapovirus-Associated Infections across Europe.
Journal of Clinical Microbiology, 2010, 48, 2191-2198. 4.0 132

400 Virulence-Associated Substitution D222G in the Hemagglutinin of 2009 Pandemic Influenza A(H1N1)
Virus Affects Receptor Binding. Journal of Virology, 2010, 84, 11802-11813. 3.6 210

401 Molecular Epidemiology and Brief History of Emerging Adenovirus 14â€“Associated Respiratory Disease
in the United States. Journal of Infectious Diseases, 2010, 202, 93-103. 3.8 132

402 High Probability of Avian Influenza Virus (H7N7) Transmission from Poultry to Humans Active in
Disease Control on Infected Farms. Journal of Infectious Diseases, 2010, 201, 1390-1396. 3.8 24

403 Influenza Virus Inactivation for Studies of Antigenicity and Phenotypic Neuraminidase Inhibitor
Resistance Profiling. Journal of Clinical Microbiology, 2010, 48, 928-940. 4.0 107

404 Incidence, Diversity, and Molecular Epidemiology of Sapoviruses in Swine across Europe. Journal of
Clinical Microbiology, 2010, 48, 363-368. 4.0 59

405 Phylodynamic Reconstruction Reveals Norovirus GII.4 Epidemic Expansions and their Molecular
Determinants. PLoS Pathogens, 2010, 6, e1000884. 4.4 132

406 Use of Norovirus Genotype Profiles to Differentiate Origins of Foodborne Outbreaks. Emerging
Infectious Diseases, 2010, 16, 617-624. 3.8 90

407 Effectiveness of Personal Protective Equipment and Oseltamivir Prophylaxis during Avian Influenza A
(H7N7) Epidemic, the Netherlands, 2003. Emerging Infectious Diseases, 2010, 16, 1562-1568. 3.8 19

408
Evaluation of a rapid molecular algorithm for detection of pandemic influenza A (H1N1) 2009 virus
and screening for a key oseltamivir resistance (H275Y) substitution in neuraminidase. Journal of
Clinical Virology, 2010, 47, 34-37.

3.0 67

409 Response to Imported Case of Marburg Hemorrhagic Fever, the Netherlands. Emerging Infectious
Diseases, 2009, 15, 1171-1175. 3.8 191

410 Norovirus on Swabs Taken from Hands Illustrate Route of Transmission: A Case Study. Journal of
Food Protection, 2009, 72, 1753-1755. 2.5 55

411 Environmental Swabs as a Tool in Norovirus Outbreak Investigation, Including Outbreaks on Cruise
Ships. Journal of Food Protection, 2009, 72, 111-119. 2.5 56

412 Norovirus Illness Is a Global Problem: Emergence and Spread of Norovirus GII.4 Variants, 2001â€“2007.
Journal of Infectious Diseases, 2009, 200, 802-812. 3.8 630

413 Shedding of Vaccine Viruses with Increased Antigenic and Genetic Divergence after Vaccination of
Newborns with Monovalent Type 1 Oral Poliovirus Vaccine. Journal of Virology, 2009, 83, 8693-8704. 3.6 25

414 Selection Tool for Foodborne Norovirus Outbreaks. Emerging Infectious Diseases, 2009, 15, 31-38. 3.8 44



25

Marion P G Koopmans

# Article IF Citations

415 Sources of Hepatitis E Virus Genotype 3 in the Netherlands. Emerging Infectious Diseases, 2009, 15,
381-387. 3.8 136

416 Epidemiology of Enterovirus 71 in The Netherlands, 1963 to 2008. Journal of Clinical Microbiology,
2009, 47, 2826-2833. 4.0 146

417 Novel Approach for Detection of Enteric Viruses To Enable Syndrome Surveillance of Acute Viral
Gastroenteritis. Journal of Clinical Microbiology, 2009, 47, 1674-1679. 4.0 64

418 A new generic real-time reverse transcription polymerase chain reaction assay for vesiviruses;
vesiviruses were not detected in human samples. Journal of Virological Methods, 2009, 157, 1-7. 1.6 8

419 Noroviruses in healthcare settings: a challenging problem. Journal of Hospital Infection, 2009, 73,
331-337. 2.3 43

420 Prevalence of hepatitis E virus infection in liver transplant recipients. Liver Transplantation, 2009, 15,
1225-1228. 2.5 142

421 Strengthening the diagnostic capacity to detect Bio Safety Level 3 organisms in unusual respiratory
viral outbreaks. Journal of Clinical Virology, 2009, 45, 185-190. 3.0 11

422 Preparing the outbreak assistance laboratory network in the Netherlands for the detection of the
influenza virus A(H1N1) variant. Journal of Clinical Virology, 2009, 45, 179-184. 3.0 28

423 Non-travel related Hepatitis E virus genotype 3 infections in the Netherlands; A case series 2004 â€“
2006. BMC Infectious Diseases, 2008, 8, . 2.6 99

424 Prevalence of Human Parechovirus in The Netherlands in 2000 to 2007. Journal of Clinical
Microbiology, 2008, 46, 2884-2889. 4.0 138

425 Epidemic of Genotype GII.2 Noroviruses during Spring 2004 in Osaka City, Japan. Journal of Clinical
Microbiology, 2008, 46, 2406-2409. 4.0 21

426 No Association between Histoâ€“Blood Group Antigens and Susceptibility to Clinical Infections with
Genogroup II Norovirus. Journal of Infectious Diseases, 2008, 197, 63-65. 3.8 34

427 Genetic Analysis of the Capsid Gene of Genotype GII.2 Noroviruses. Journal of Virology, 2008, 82,
7336-7345. 3.6 29

428 High Prevalence of Prolonged Norovirus Shedding and Illness among Hospitalized Patients: A Model
for In Vivo Molecular Evolution. Journal of Infectious Diseases, 2008, 198, 994-1001. 3.8 175

429 Progress in understanding norovirus epidemiology. Current Opinion in Infectious Diseases, 2008, 21,
544-552. 3.4 141

430 Emergence of New Norovirus Variants on Spring Cruise Ships and Prediction of Winter Epidemics.
Emerging Infectious Diseases, 2008, 14, 238-243. 3.8 104

431 Validation of Syndromic Surveillance for Respiratory Pathogen Activity. Emerging Infectious Diseases,
2008, 14, 917-925. 3.8 45

432 Detecting Emerging Transmissibility of Avian Influenza Virus in Human Households. PLoS
Computational Biology, 2007, 3, e145. 3.1 44



26

Marion P G Koopmans

# Article IF Citations

433 Epochal Evolution of GGII.4 Norovirus Capsid Proteins from 1995 to 2006. Journal of Virology, 2007, 81,
9932-9941. 3.6 371

434 Probabilities in norovirus outbreak diagnosis. Journal of Clinical Virology, 2007, 40, 38-42. 3.0 54

435 Etiological Role of Viruses in Outbreaks of Acute Gastroenteritis in The Netherlands from 1994
through 2005. Journal of Clinical Microbiology, 2007, 45, 1389-1394. 4.0 293

436 Gastroenteritis Caused by Norovirus GGII.4, the Netherlands, 1994â€“2005. Emerging Infectious Diseases,
2007, 13, . 3.8 115

437 Norovirus in Captive Lion Cub (Panthera leo). Emerging Infectious Diseases, 2007, 13, 1071-1073. 3.8 104

438 An Efficient and Rapid Method for Recovery of Norovirus from Food Associated with Outbreaks of
Gastroenteritis. Journal of Food Protection, 2007, 70, 504-508. 2.5 43

439 Seroepidemiology of hepatitis E virus in patients with non-A, non-B, non-C hepatitis in Hungary.
Journal of Medical Virology, 2007, 79, 927-930. 3.7 17

440 Epidemic spread of recombinant noroviruses with four capsid types in Hungary. Journal of Clinical
Virology, 2006, 35, 84-88. 3.0 51

441 Detection of noroviruses in shellfish in the Netherlands. International Journal of Food
Microbiology, 2006, , . 4.9 132

442 Measurement of antibodies to avian influenza virus A(H7N7) in humans by hemagglutination inhibition
test. Journal of Virological Methods, 2006, 132, 113-120. 1.6 109

443 Diagnosis of Norovirus outbreaks by commercial ELISA or RT-PCR. Journal of Virological Methods,
2006, 137, 259-264. 1.6 114

444 Syndromic Surveillance in The Netherlands for the Early Detection of West Nile Virus Epidemics.
Vector-Borne and Zoonotic Diseases, 2006, 6, 161-169. 2.1 17

445 Outbreaks of viral gastroenteritis: whatÊ¼s new in 2004?. Current Opinion in Infectious Diseases, 2005,
18, 295-299. 3.4 16

446 Outbreaks of viral gastroenteritis: what??s new in 2004?. Current Opinion in Internal Medicine, 2005,
4, 482-486. 0.3 0

447 Etiology of atopy in infancy: The KOALA Birth Cohort Study. Pediatric Allergy and Immunology, 2005,
16, 679-684. 2.7 119

448 Detection of serum antibodies to bovine norovirus in veterinarians and the general population in the
Netherlands. Journal of Medical Virology, 2005, 76, 119-128. 3.7 68

449 Evidence of the etiological predominance of norovirus in gastroenteritis outbreaksâ€”emerging
new-variant and recombinant noroviruses in Hungary. Journal of Medical Virology, 2005, 76, 598-607. 3.7 75

450 Characterization of the homo- and heterotypic immune responses after natural norovirus infection.
Journal of Medical Virology, 2005, 77, 439-446. 3.7 68



27

Marion P G Koopmans

# Article IF Citations

451 Round-Robin Comparison of Methods for the Detection of Human Enteric Viruses in Lettuce. Journal
of Food Protection, 2004, 67, 2315-2319. 2.5 38

452 Inactivation of Caliciviruses. Applied and Environmental Microbiology, 2004, 70, 4538-4543. 3.6 337

453 Foodborne viruses: an emerging problem. International Journal of Food Microbiology, 2004, 90, 23-41. 4.9 634

454
Avian influenza A virus (H7N7) associated with human conjunctivitis and a fatal case of acute
respiratory distress syndrome. Proceedings of the National Academy of Sciences of the United States
of America, 2004, 101, 1356-1361.

7.5 990

455
Highly pathogenic avian influenza virus A(H7N7) infection of humans and human-to-human
transmission during avian influenza outbreak in the Netherlands. International Congress Series, 2004,
1263, 65-68.

0.2 6

456 Transmission of H7N7 avian influenza A virus to human beings during a large outbreak in commercial
poultry farms in the Netherlands. Lancet, The, 2004, 363, 587-593. 62.3 765

457 Increase in viral gastroenteritis outbreaks in Europe and epidemic spread of new norovirus variant.
Lancet, The, 2004, 363, 682-688. 62.3 465

458 Epidemiology of Norwalk-like virus infections in cattle in The Netherlands. Veterinary Microbiology,
2003, 92, 297-309. 2.5 71

459 Cluster of Cases of Acute Hepatitis Associated with Hepatitis E Virus Infection Acquired in The
Netherlands. Clinical Infectious Diseases, 2003, 36, 29-33. 5.2 95

460 International Collaborative Study To Compare Reverse Transcriptase PCR Assays for Detection and
Genotyping of Noroviruses. Journal of Clinical Microbiology, 2003, 41, 1423-1433. 4.0 213

461

Presence of
            Brachyspira aalborgi
            and
            B. pilosicoli
            in Feces of Patients with Diarrhea. Journal of Clinical Microbiology, 2003, 41, 4492-4492.

4.0 12

462 Risk Factors for Norovirus, Sapporo-like Virus, and Group A Rotavirus Gastroenteritis. Emerging
Infectious Diseases, 2003, 9, 1563-1570. 3.8 119

463 Viral Gastroenteritis Outbreaks in Europe, 1995â€“2000. Emerging Infectious Diseases, 2003, 9, 90-96. 3.8 288

464 Early Identification of Common-Source Foodborne Virus Outbreaks in Europe. Emerging Infectious
Diseases, 2003, 9, 1136-1142. 3.8 115

465 Natural History of HumanCalicivirusInfection: A Prospective Cohort Study. Clinical Infectious
Diseases, 2002, 35, 246-253. 5.2 466

466 Immunoglobulin A as a Serological Marker for the (Silent) Circulation of Poliovirus in an Inactivated
Poliovirusâ€“Vaccinated Population. Clinical Infectious Diseases, 2002, 34, 1067-1075. 5.2 19

467 Foodborne viruses. FEMS Microbiology Reviews, 2002, 26, 187-205. 10.6 208

468 Teaming Up to Prevent Foodborne Disease. Emerging Infectious Diseases, 2001, 7, 533-533. 3.8 3



28

Marion P G Koopmans

# Article IF Citations

469 Title is missing!. Virus Genes, 2000, 20, 227-236. 1.9 95

470 Norwalk-Like Calicivirus Genes in Farm Animals. Emerging Infectious Diseases, 2000, 6, 36-41. 3.8 166

471 Cold Weather Seasonality of Gastroenteritis Associated with Norwalkâ€•like Viruses. Journal of
Infectious Diseases, 2000, 181, S284-S287. 3.8 240

472 Molecular Epidemiology of Human Enteric Caliciviruses in The Netherlands. Journal of Infectious
Diseases, 2000, 181, S262-S269. 3.8 159

473 Emerging group-A rotavirus and a nosocomial outbreak of diarrhoea. Lancet, The, 2000, 356, 1161-1162. 62.3 83

474 Molecular Detection and Epidemiology of Sapporo-Like Viruses. Journal of Clinical Microbiology,
2000, 38, 530-536. 4.0 110

475 Simultaneous Detection and Genotyping of â€œNorwalk-Like Virusesâ€• by Oligonucleotide Array in a
Reverse Line Blot Hybridization Format. Journal of Clinical Microbiology, 2000, 38, 2595-2601. 4.0 126

476 Lessons from Diagnostic Investigations of Patients with Poliomyelitis and Their Direct Contacts for
the Present Surveillance of Acute Flaccid Paralysis. Clinical Infectious Diseases, 1999, 29, 849-854. 5.2 4

477 Genetic Basis for Immunological Aberrations in Poliovirus Sabin Serotype 3 Strains Imported in The
Netherlands. Journal of Clinical Microbiology, 1999, 37, 2393-2398. 4.0 5

478 Association of torovirus with acute and persistent diarrhea in children. Pediatric Infectious Disease
Journal, 1997, 16, 504-507. 1.1 66

479 Optimization of extraction and PCR amplification of RNA extracts from paraffin-embedded tissue in
different fixatives. Journal of Virological Methods, 1993, 43, 189-204. 1.6 66

480 Heterogeneity in transmissibility and shedding SARS-CoV-2 via droplets and aerosols. ELife, 0, 10, . 1.6 143

481 SARS-CoV-2 shedding dynamics across the respiratory tract, sex, and disease severity for adult and
pediatric COVID-19. ELife, 0, 10, . 1.6 53

482 An integrated inventory of One Health tools: Mapping and analysis of globally available tools to
advance One Health. , 0, , . 8

483 The Effect of Preexisting Coronavirus Antibodies on Severe Acute Respiratory Syndrome Coronavirus
2 Infection Outcomes in Exposed Household Members. Journal of Infectious Diseases, 0, 232, e318-e326. 3.8 1

484 Viral emergence and pandemic preparedness in a One Health framework. Nature Reviews Microbiology,
0, 24, 29-44. 83.5 2

485 Genomic monitoring and tracking of mpox virus clade Ib in Burundi between july to september 2024.
Communications Medicine, 0, 5, . 4.5 0

486 Geographics and bacterial networks differently shape the acquired and latent global sewage
resistomes. Nature Communications, 0, 16, . 13.7 3



29

Marion P G Koopmans

# Article IF Citations

487 A comprehensive database for biological data derived from sewage in five European cities. Database:
the Journal of Biological Databases and Curation, 0, 2026, . 2.7 0


