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o Paper IF Citations

129 ossignmentKofKtheKnonXexchangeableKprotonKresonancesKofKdSqXuXqXuXoXoXTXTXqXuXqXuTKusingK
twoXdimensionalKnuclearKmagneticKresonanceKmethodsYKJournaliofiMoleculariBiologyWK1983WK]e]WKa]gXad 6.5 540

128 riversityKofKqyclicKriXu•PXpindingKProteinsKandK•echanismsYKJournaliofiBacteriologyWK2016WK]gfWKa_Xbd 3.5 159

127 TheKco•PKreceptorXlikeKproteinKqzPKisKaKnovelKcXdiXu•PKreceptorKlinkingKcellXcellKsignalingKtoK
virulenceKgeneKexpressionKinKXanthomonasKcampestrisYKJournaliofiMoleculariBiologyWK2010WKagdWKdbdXd_ 6.5 150

126 SolutionKstructureKofK[dSoTuouquooToT]_YKodjacentKuhoKmismatchesKstabilizedKbyKcrossXstrandK
baseXstackingKandKpwwKphosphateKgroupsYKJournaliofiMoleculariBiologyWK1992WK__fWK]afXcc 6.5 92

125  ucleotideKbindingKbyKtheKwidespreadKhighXaffinityKcyclicKdiXu•PKreceptorK•shs KdomainYKNaturei
CommunicationsWK2016WKeWK]_bf] 17.4 83

124 paseKpairingKgeometryKinKuoKmismatchesKdependsKentirelyKonKtheKneighboringKsequenceYKJournaliofi
MoleculariBiologyWK1992WK__fWK][aeXb] 6.5 78

123 UnusualKr oKduplexKandKhairpinKmotifsYKNucleiciAcidsiResearchWK2003WKa]WK_bd]Xeb 20.1 71

122
vairpinKloopsKconsistingKofKsingleKadenineKresiduesKclosedKbyKshearedKoYoKandKuYuKpairsKformedKbyK
theKr oKtripletsKoooKandKuouhKsolutionKstructureKofKtheKdSuToqooouToqTKhairpinYKJournaliofi
MoleculariBiologyWK1996WK_dbWKgf]X][[]

6.5 66

121 ShearedKpurineKxKpurineKpairingKinKbiologyYKJournaliofiMoleculariBiologyWK1997WK_deWK][ccXde 6.5 64

120 r oKaptamersKasKpotentialKantiXvwVKagentsYKTrendsiiniBiochemicaliSciencesWK2005WKa[WK_a]Xb 10.3 63

119
qentromericKpyrimidineKstrandsKfoldKintoKanKintercalatedKmotifKbyKformingKaKdoubleKhairpinKwithKaK
novelKThuhuhTKtetradhKsolutionKstructureKofKtheKdSTqqquTTTqqoTKdimerYKJournaliofiMoleculariBiologyWK
1997WK_eaWKfb[Xcd

6.5 59

118 StructureKofKaKsingleXcytidineKhairpinKloopKformedKbyKtheKr oKtripletKuqoYKNatureiStructuraliandi
MoleculariBiologyWK1995WK_WK][]_Xe 17.6 53

117 TheKunusualKstructureKofKtheKhumanKcentromereKSuuoT_KmotifYKUnpairedKguanosineKresiduesK
stackedKbetweenKshearedKuYoKpairsYKJournaliofiMoleculariBiologyWK1994WK_bbWK_cgXdf 6.5 53

116 qharacterizationKofKaKnaturalKtripleXtandemKcXdiXu•PKriboswitchKandKapplicationKofKtheK
riboswitchXbasedKdualXfluorescenceKreporterYKScientificiReportsWK2016WKdWK_[fe] 4.9 47

115 TheKstructureKandKinhibitionKofKaKuurstKdiguanylateKcyclaseKcomplexedKwithKScXdiXu•PTS_TKatKtheK
activeKsiteYKActaiCrystallographicaiSectioniD:iBiologicaliCrystallographyWK2011WKdeWKggeX][[f 45

114 oKcyclicKu•PXdependentKsignallingKpathwayKregulatesKbacterialKphytopathogenesisYKEMBOiJournalWK
2013WKa_WK_ba[Xf 13 40

113 StructuralKwnsightsKintoKtheKristinctKpindingK•odeKofKqyclicKriXo•PKwithKSaqpao_RqyYKBiochemistryWK
2015WKcbWKbgadXc] 3.2 36
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112
slucidationKofKtheKsolutionKstructureKofKcardiotoxinKanalogueKVKfromKtheKTaiwanKcobraKS ajaKnajaK
atraTXXidentificationKofKstructuralKfeaturesKimportantKforKtheKlethalKactionKofKsnakeKvenomK
cardiotoxinsYKProteiniScienceWK2000WKgWKdaeXbd

6.3 36

111
r oKsequenceKuquooTuouqKcontainingKtheKhumanKcentromereKcoreKsequenceKuooTKformsKaK
selfXcomplementaryKduplexKwithKshearedKuYoKpairsKinKsolutionYKJournaliofiMoleculariBiologyWK1994WK
_b]WKbdeXeg

6.5 36

110 StructuralKpolymorphismKofKcXdiXu•PKboundKtoKanKsozKdomainKandKinKcomplexKwithKaKtypeKwwK
PilZXdomainKproteinYKActaiCrystallographicaiSectioniD:iBiologicaliCrystallographyWK2012WKdfWK]af[Xg_ 35

109 OnKtheKrelativeKabilityKofKcentromericKu oKtripletsKtoKformKhairpinsKversusKselfXpairedKduplexesYK
JournaliofiMoleculariBiologyWK1996WK_cgWKbbcXce 6.5 34

108 PreparationKofKaminoXacidXtypeKselectiveKisotopeKlabelingKofKproteinKexpressedKinKPichiaKpastorisYK
Proteins:iStructureyiFunctioniandiBioinformaticsWK2006WKd_WK_egXfe 4.2 33

107 oKdecadeKofKresearchKonKtheKsecondKmessengerKcXdiXo•PYKFEMSiMicrobiologyiReviewsWK2020WKbbWKe[]Xe_b15.1 32

106 Xq][_fKfromKXanthomonasKcampestrisKadoptsKaKPilZKdomainXlikeKstructureKwithoutKaKcXdiXu•PK
switchYKProteins:iStructureyiFunctioniandiBioinformaticsWK2009WKecWK_f_Xf 4.2 32

105 TheKstructureKofKaKnovelKr oKduplexKformedKbyKhumanKcentromereKdSTuuooTKrepeatsKwithKpossibleK
implicationsKforKchromosomeKattachmentKduringKmitosisYKJournaliofiMoleculariBiologyWK1995WK_cbWKd_aXae6.5 32

104
XanthomonasKcampestrisKPqqrKinKtheKpyrroloquinolineKquinoneKbiosynthesisKoperonKadoptsKaKnovelK
saddleXlikeKfoldKthatKpossiblyKservesKasKaKPQQKcarrierYKProteins:iStructureyiFunctioniandi
BioinformaticsWK2009WKedWK][b_Xf

4.2 30

103 qyclicKdiXo•PWKaKsecondKmessengerKofKprimaryKimportancehKtertiaryKstructuresKandKbindingK
mechanismsYKNucleiciAcidsiResearchWK2020WKbfWK_f[eX_f_g 20.1 29

102  ovelKcXdiXu•PKrecognitionKmodesKofKtheKmouseKinnateKimmuneKadaptorKproteinKSTw uYKActai
CrystallographicaiSectioniD:iBiologicaliCrystallographyWK2013WKdgWKac_Xdd 29

101 SignalingKspecificityKinKtheKcXdiXu•PXdependentKnetworkKregulatingKantibioticKsynthesisKinK
zysobacterYKNucleiciAcidsiResearchWK2018WKbdWKg_edXg_ff 20.1 29

100 StructureKandKdynamicsKofKpolymyxinXresistanceXassociatedKresponseKregulatorKPmroKinKcomplexK
withKpromoterKr oYKNatureiCommunicationsWK2015WKdWKffaf 17.4 27

99 zoopedKoutKandKperpendicularhKdeformationKofKWatsonXqrickKbaseKpairKassociatedKwithKactinomycinK
rKbindingYKProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaWK2002WKggWKdd_cXa[11.5 27

98 qrossXstrandKpurineXpyrimidineKstackKandKshearedKpurineYpyrimidineKpairingKinKtheKhumanKvwVX]K
reverseKtranscriptaseKinhibitorsYKJournaliofiMoleculariBiologyWK1999WK_fcWKb]Xf 6.5 27

97 TranscriptomeKzandscapeKofYKFrontiersiiniMicrobiologyWK2017WKfWK_c[c 5.7 26

96
wnsightsKintoKtheKalkylKperoxideKreductionKpathwayKofKXanthomonasKcampestrisKbacterioferritinK
comigratoryKproteinKfromKtheKtrappedKintermediateXligandKcomplexKstructuresYKJournaliofiMoleculari
BiologyWK2009WKag[WKgc]Xdd

6.5 26

95 RegulationKofKwnducibleKPotassiumKTransporterKydptopqKbyKtheKydprZydpsKTwoXqomponentK
SystemKinYKFrontiersiiniMicrobiologyWK2017WKfWKce[ 5.7 25
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94 TheKfirstKcrystalKstructureKofKgluconolactonaseKimportantKinKtheKglucoseKsecondaryKmetabolicK
pathwaysYKJournaliofiMoleculariBiologyWK2008WKafbWKd[bX]b 6.5 25

93 StableKshearedKoYqKpairKinKr oKhairpinsYKJournaliofiMoleculariBiologyWK1999WK_feWKa[]X]a 6.5 25

92 qyclicKdiXu•PKcontributesKtoKadaptionKandKvirulenceKofKpacillusKthuringiensisKthroughKaK
riboswitchXregulatedKcollagenKadhesionKproteinYKScientificiReportsWK2016WKdWK_ff[e 4.9 25

91 cXdiXu•PKRegulatesKVariousKPhenotypesKandKwnsecticidalKoctivityKofKuramXPositiveYKFrontiersiini
MicrobiologyWK2018WKgWKbc 5.7 24

90
StructureKofKStenotrophomonasKmaltophiliaKteooKcomplexedKwithKzinchKaKuniqueKprokaryoticK
SvaXdomainKproteinKthatKpossiblyKactsKasKaKbacterialKferrousKironXtransportKactivatingKfactorYKActai
CrystallographicaiSectioniF:iStructuraliBiologyiCommunicationsWK2010WKddWKdadXb_

24

89 StableKformationKofKaKpyrimidineXrichKloopKhairpinKinKaKcruciformKpromoterYKJournaliofiMoleculari
BiologyWK1999WK_g_WKa[gX_[ 6.5 21

88 tunctionalKdivergenceKofKtimXKinKPilZKbindingKandKtypeKwVKpilusKregulationYKJournaliofiBacteriologyWK
2012WK]gbWKcg__Xa] 3.5 20

87 TheKnatureKofKactinomycinKrKbindingKtoKdSooqqoXYuTKsequenceKmotifsYKNucleiciAcidsiResearchWK
2004WKa_WK_e]Xe 20.1 19

86
qloningWKpurificationWKcrystallizationKandKpreliminaryKXXrayKcrystallographicKanalysisKofKXqfbeWKaKaRXcRK
oligoribonucleaseKfromKXanthomonasKcampestrisYKActaiCrystallographicaiSectioniF:iStructurali
BiologyiCommunicationsWK2005WKd]WKg[_Xc

19

85
ParityXdependentKhairpinKconfigurationsKofKrepetitiveKr oKsequenceKpromoteKslippageKassociatedK
withKr oKexpansionYKProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofi
AmericaWK2017WK]]bWKgcacXgcb[

11.5 18

84 oKnovelKtetramericKPilZKdomainKstructureKfromKxanthomonadsYKPLoSiONEWK2011WKdWKe__[ad 3.7 18

83
TheKcrystalKstructureKofKXqfbeKfromKXanthomonasKcampestrishKaKaRXcRKoligoribonucleaseKofKrnaQK
foldKfamilyKwithKaKnovelKopposinglyKshiftedKhelixYKProteins:iStructureyiFunctioniandiBioinformaticsWK
2006WKdcWK][adXb[

4.2 18

82 tunctionalKandKgenomicKinsightsKintoKtheKpathogenesisKofKpurkholderiaKspeciesKtoKriceYK
EnvironmentaliMicrobiologyWK2016WK]fWKef[Xg[ 5.2 18

81 oKcXdiXo•PKriboswitchKcontrollingKoperonKtranscriptionKregulatesKtheKpotassiumKtransporterKsystemK
inYKCommunicationsiBiologyWK2019WK_WK]c] 6.7 17

80 pindingKofKactinomycinKrKtoKsingleXstrandedKr oKofKsequenceKmotifsKdSTuTqTSnTuTKandK
dSTuTSnTuTqTTYKBiophysicaliJournalWK2003WKfbWKba_Xg 2.9 17

79 rgcoWKaKdiguanylateKcyclaseKfromKXanthomonasKoryzaeKpvYKoryzaeKregulatesKbacterialKpathogenicityK
onKriceYKScientificiReportsWK2016WKdWK_cgef 4.9 17

78 SolutionKstructureKofKtheKoctrXcRXqquTTauTuuXaRKcomplexhKdrugKinteractionKwithKtandemKuYTK
mismatchesKandKhairpinKloopKbackboneYKNucleiciAcidsiResearchWK2003WKa]WK_d__Xg 20.1 16

77 qompleteKuenomeKSequenceKofKXanthomonasKcampestrisKpvYKcampestrisKStrainK]eKfromKTaiwanYK
GenomeiAnnouncementsWK2015WKaWK 15
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76 QuadrupleKintercalatedKuXdKstackhKaKpossibleKmotifKinKtheKfoldXbackKstructureKofKtheKrrosophilaK
centromericKdodecaXsatellitemYKJournaliofiMoleculariBiologyWK2001WKa]bWK]agXc_ 6.5 15

75 rirectKRegulationKofKsxtracellularKqhitinaseKProductionKbyKtheKTranscriptionKtactorKzeqlpKinK
zysobacterKenzymogenesKOv]]YKPhytopathologyWK2016WK][dWKge]Xe 3.8 15

74 SolutionKstructureKandKtandemKr oKrecognitionKofKtheKqXterminalKeffectorKdomainKofKPmroKfromK
ylebsiellaKpneumoniaeYKNucleiciAcidsiResearchWK2014WKb_WKb[f[Xga 20.1 14

73 snhancedKloopKr oKfoldingKinducedKbyKthymineXqvaKgroupKcontactKandKperpendicularK
guanineXthymineKinteractionYKJournaliofiBiomoleculariNMRWK2001WK]gWKaaXbf 3 14

72 ZipperXlikeKWatsonXqrickKbaseXpairsYKJournaliofiMoleculariBiologyWK2001WKa]_WKecaXdf 6.5 14

71 oKTonpXdependentKreceptorKregulatesKantifungalKvSotKbiosynthesisKinKzysobacterYKScientifici
ReportsWK2016WKdWK_dff] 4.9 14

70  aturalKabundanceKheteronuclearK •RKstudiesKofKtheKTaKminiXloopKhairpinKinKtheKterminalKrepeatKofK
theKadenoassociatedKvirusK_YKJournaliofiBiomoleculariNMRWK2000WK]eWK]X]d 3 13

69 StructuralKstudiesKofKsymmetricKr oKundecamersKcontainingKnonXsymmetricalKshearedK
SPuuoPuThSPyuoPyTKmotifsYKJournaliofiBiomoleculariNMRWK1999WK]bWK]ceXde 3 13

68 SolutionKstructureKofKaKr oKdoubleKhelixKincorporatingKfourKconsecutiveKnonXWatsonXqrickK
baseXpairsYKJournaliofiMoleculariBiologyWK2001WKa]_WKedgXf] 6.5 12

67 qrystalKstructureKofKtheKqXterminalKdomainKofKaKflagellarKhookXcappingKproteinKfromKXanthomonasK
campestrisYKJournaliofiMoleculariBiologyWK2008WKaf]WK]fgXgg 6.5 11

66 TheKcrystalKstructureKofKXq]_cfKfromKXanthomonasKcampestrishKaKputativeKprocaryoticK itKproteinK
withKanKarsenicKadductKinKtheKactiveKsiteYKProteins:iStructureyiFunctioniandiBioinformaticsWK2007WKdgWKddcXe]4.2 11

65 oKnewKmodelKforKligandKreleaseYKRoleKofKsideKchainKinKgatingKtheKenediyneKantibioticYKJournaliofi
BiologicaliChemistryWK2006WK_f]WK]d[_cXaa 5.4 11

64 UniqueKactinomycinKrKbindingKtoKselfXcomplementaryKdSqXYuuqqYRXRuTKsequenceshKduplexK
disruptionKandKbindingKtoKaKnominallyKbaseXpairedKhairpinYKNucleiciAcidsiResearchWK2003WKa]WKb_afXbd 20.1 11

63 StructuralKqonservationKandKriversityKofKPilZXRelatedKromainsYKJournaliofiBacteriologyWK2020WK_[_WK 3.5 11

62
TheKcrystalKstructureKofKXq]eaghKaKputativeKmultipleKantibioticXresistanceKrepressorKS•arRTKfromK
XanthomonasKcampestrisKatK]YfKoKresolutionYKProteins:iStructureyiFunctioniandiBioinformaticsWK2006WK
dcWK_agXb_

4.2 10

61  •RKstructureKnoteXXsolutionKstructureKofKaKbacterialKpoloXlikeKproteinKXqgecKfromKaKplantK
pathogenKXanthomonasKcampestrisKpvYKcampestrisYKJournaliofiBiomoleculariNMRWK2005WKa]WK]deXe_ 3 10

60 SystematicK •RKossignmentsKofKr oKsxchangeableKProtonsYKJournaliofitheiChineseiChemicali
SocietyWK1999WKbdWKdggXe[d 1.5 10

59 onKintrinsicKmechanismKforKcoordinatedKproductionKofKtheKcontactXdependentKandK
contactXindependentKweaponKsystemsKinKaKsoilKbacteriumYKPLoSiPathogensWK2020WK]dWKe][[fgde 7.6 10
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58
TwoKdirectKgeneKtargetsKcontributeKtoKqlpXdependentKregulationKofKtypeKwVKpilusXmediatedK
twitchingKmotilityKinKzysobacterKenzymogenesKOv]]YKAppliediMicrobiologyiandiBiotechnologyWK2018WK
][_WKec[gXec]g

5.7 10

57 qrystallizationKstudiesKofKtheKmurineKcXdiXu•PKsensorKproteinKSTw uYKActaiCrystallographicaiSectioni
F:iStructuraliBiologyiCommunicationsWK2012WKdfWKg[dX][ 9

56 WaysKtoKcontrolKharmfulKbiofilmshKpreventionWKinhibitionWKandKeradicationYKCriticaliReviewsiini
MicrobiologyWK2021WKbeWKceXef 7.8 9

55 UniqueKuTPXbindingKpocketKandKallosteryKofKuridylateKkinaseKfromKaKgramXnegativeK
phytopathogenicKbacteriumYKJournaliofiMoleculariBiologyWK2009WKafcWK]]]aX_d 6.5 8

54
oKYajQXzysRXlikeWKcyclic´ diXu•PXdependentKsystemKregulatingKbiosynthesisKofKanKantifungalK
antibioticKinKaKcropXprotectingKbacteriumWKzysobacterKenzymogenesYKMoleculariPlantiPathologyWK
2020WK_]WK_]fX__g

5.7 8

53
qrystalKstructureKofKtheKconservedKhypotheticalKcytosolicKproteinKXcc[c]dKfromKXanthomonasK
campestrisKrevealsKaKnovelKquaternaryKstructureKassembledKbyKfiveKfourXhelixKbundlesYKProteins:i
StructureyiFunctioniandiBioinformaticsWK2006WKdcWKefaXd

4.2 7

52 qoordinatedKcontrolKofKtheKtypeKwVKpiliKandKcXdiXu•PXdependentKantifungalKantibioticKproductionKinK
zysobacterKbyKtheKresponseKregulatorKPilRYKMoleculariPlantiPathologyWK2021WK__WKd[_Xd]e 5.7 7

51 ShearedXtypeKuSantiTYqSsynTKbaseXpairhKaKuniqueKdSuXqTKloopKclosureKmotifYKJournaliofiMoleculari
BiologyWK2003WKa_gWKac]Xd] 6.5 6

50 _X•ethylcitrateKcyclehKaKwellXregulatedKcontrollerKofKpacillusKsporulationYKEnvironmentali
MicrobiologyWK2020WK__WK]]_cX]]b[ 5.2 6

49 oKnonXflagellatedWKpredatoryKsoilKbacteriumKreprogramsKaKchemosensoryKsystemKtoKcontrolK
antifungalKantibioticKproductionKviaKcyclicKdiXu•PKsignallingYKEnvironmentaliMicrobiologyWK2021WK_aWKfefXfg_5.2 6

48 dSX]KR oKqontributesKtoKSporulationKandKParasporalKqrystalKtormationKinYKFrontiersiiniMicrobiologyWK
2020WK]]WKd[bbcf 5.7 5

47
TheKvomologousKqomponentsKofKtlagellarKTypeKwwwKProteinKopparatusKvaveKocquiredKaK ovelK
tunctionKtoKqontrolKTwitchingK•otilityKinKaK onXtlagellatedKpiocontrolKpacteriumYKBiomoleculesWK
2020WK][WK

5.9 5

46
wnsightsKintoKtheKdistinctKcooperationKbetweenKtheKtranscriptionKfactorKqlpKandKzeKrStKsignalingKinK
theKregulationKofKantifungalKfactorsKinKzysobacterKenzymogenesKOv]]YKBiologicaliControlWK2018WK
]_[WKc_Xcf

3.8 5

45
qrystallizationKandKpreliminaryKXXrayKdiffractionKcharacterizationKofKtheKXcctimXSsozTXcXdiXu•PKandK
XcctimXSsozTXcXdiXu•PXXccPilZKcomplexesKfromKXanthomonasKcampestrisYKActaiCrystallographicai
SectioniF:iStructuraliBiologyiCommunicationsWK2012WKdfWKa[]Xc

5

44 ynockoutKofKriguanylateKqyclaseKuenesKinKzysobacterKenzymogenesKtoKwmproveKProductionKofK
ontifungalKtactorKandKwncreaseKwtsKopplicationKinKSeedKqoatingYKCurrentiMicrobiologyWK2020WKeeWK][[dX][]c2.4 4

43
qrystallizationKofKtheK XterminalKregulatoryKdomainKofKtheKenhancerXbindingKproteinKtleQKfromK
StenotrophomonasKmaltophiliaYKActaiCrystallographicaiSectioniFyiStructuraliBiologyiCommunicationsWK
2014WKe[WKa_dXa[

1.1 4

42
qrystallizationKandKpreliminaryKXXrayKdiffractionKcharacterizationKofKanKessentialKproteinKfromK
XanthomonasKcampestrisKthatKcontainsKaKnoncanonicalKPilZKsignatureKmotifKyetKisKcriticalKforK
pathogenicityYKActaiCrystallographicaiSectioniF:iStructuraliBiologyiCommunicationsWK2009WKdcWK][cdXg

4

41  •RKstudiesKofKr oKstructuresKcontainingKshearedKpurineâ�¢purineKandKpurineâ�¢pyrimidineKbaseKpairsYK
JournaliofiBiomoleculariStructureiandiDynamicsWK2000WK]eKSupplK]WKa[aX]a 3.6 4
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40 WhichKwsKStrongermKoKqontinuingKpattleKpetweenKqryKToxinsKandKwnsectsYKFrontiersiiniMicrobiologyWK
2021WK]_WKddc][] 5.7 4

39 ontifungalKweaponsKofKzysobacterWKaKmightyKbiocontrolKagentYKEnvironmentaliMicrobiologyWK2021WK
_aWKce[bXce]c 5.2 4

38 qlpPKmediatesKantagonisticKinteractionKofKzysobacterKenzymogenesKwithKaKcropKfungalKpathogenYK
BiologicaliControlWK2020WK]b[WK][b]_c 3.8 4

37 packboneKresonanceKassignmentsKofKtheKcb´ kraKdimericKqXterminalKdomainKofKmurineKSTw uKinK
complexKwithKr•XooYKBiomoleculariNMRiAssignmentsWK2015WKgWK_e]Xb 0.7 3

36 tunctionalKdivergenceKofKflagellarKtypeKwwwKsecretionKsystemhKoKcaseKstudyKinKaKnonXflagellatedWK
predatoryKbacteriumYKComputationaliandiStructuraliBiotechnologyiJournalWK2020WK]fWKaadfXaaed 6.8 3

35 oKnonXflagellatedKbiocontrolKbacteriumKemploysKaKPilZXPilpKcomplexKtoKprovokeKtwitchingKmotilityK
associatedKwithKitsKpredationKbehaviorYKPhytopathologyiResearchWK2020WK_WK 4.1 3

34 qyclicKdiXu•PKinKStreptomyceteshKoK ewKqonformationWK ewKpindingK•odeWK ewKReceptorWKandKaK
 ewK•echanismKtoKqontrolKqellKrevelopmentYKMoleculariCellWK2020WKeeWKbbaXbbc 17.6 3

33 SigmaKfactorKRpo KemploysKaKdualKtranscriptionalKregulationKforKcontrollingKtwitchingKmotilityKandK
biofilmKformationKinKzysobacterKenzymogenesKOv]]YKCurrentiGeneticsWK2018WKdbWKc]cXc_e 2.9 3

32
TheKcrystallizationKofKapoXformKU•PKkinaseKfromKXanthomonasKcampestrisKisKsignificantlyKimprovedK
inKaKstrongKmagneticKfieldYKActaiCrystallographicaiSectioniF:iStructuraliBiologyiCommunicationsWK2007
WKdaWKbafXb_

3

31 XqcfbfWKanKORtanKproteinKfromKXanthomonasKcampestrisWKadoptsKaKnovelKvariantKofKSmXlikeKmotifYK
Proteins:iStructureyiFunctioniandiBioinformaticsWK2007WKdfWK][[dX][ 4.2 3

30 StructureKofKXqdb__KfromKXanthomonasKcampestrisKatK]YdKoKresolutionhKaKsmallKserineK
alphaZbetaXhydrolaseYKActaiCrystallographicaiSectioniF:iStructuraliBiologyiCommunicationsWK2006WKd_WKbgfXc[a 3

29
qrystalKstructureKofKXqcaceKfromKXanthomonasKcampestrishKaKputativeKtetracenomycinKpolyketideK
synthesisKproteinKadoptingKaKnovelKcupinKsubfamilyKstructureYKProteins:iStructureyiFunctioniandi
BioinformaticsWK2006WKdcWK][bdXc[

4.2 3

28 TheKsolutionKstructureKofK[dSquqTrSamamamTdSTTTuquT]_YKJournaliofiBiomoleculariNMRWK2001WK_]WK_[gX_[3 3

27 SpermidineKplaysKaKsignificantKroleKinKstabilizingKaKmasterKtranscriptionKfactorKqlpKtoKpromoteK
antifungalKactivityKinKzysobacterKenzymogenesYKAppliediMicrobiologyiandiBiotechnologyWK2019WK][aWK]f]]X]f__5.7 3

26 qrystallizationKandKpreliminaryKXXrayKdiffractionKstudiesKofKXanthomonasKcampestrisKP PaseKinKtheK
presenceKofKcXdiXu•PYKActaiCrystallographicaiSectioniF:iStructuraliBiologyiCommunicationsWK2012WKdfWK]_beXc[ 2

25 relicateKconformationalKchangesKofKaKproteinKinKtheKqRPKfamilyKleadKtoKdramaticKfunctionalKchangesK
viaKbindingKofKanKalternateKsecondaryKmessengerKmoleculeYKVirulenceWK2011WK_WK]c_Xe 4.7 2

24
qrystalKstructureKofKaKputativeKacylXqooKthioesteraseKfromKXanthomonasKcampestrisKSXq__gTKadoptsK
aKtetramericKhotdogKfoldKofKepsilongammaKmodeYKProteins:iStructureyiFunctioniandiBioinformaticsWK
2006WKdbWKf_aXd

4.2 2

23
oKputativeKpolyketideXsynthesisKproteinKXqcaceKfromKXanthomonasKcampestrishKheterologousK
expressionWKcrystallizationKandKpreliminaryKXXrayKanalysisYKActaiCrystallographicaiSectioniF:iStructurali
BiologyiCommunicationsWK2005WKd]WKdgeXg

2
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22  ovelKcrossXstrandKthreeXpurineKstackKofKtheKhighlyKconservedKcRXuoZoouXcRKinternalKloopKatKtheK
aRXendKterminiKofKParvovirusKgenomesYKJournaliofiBiomoleculariNMRWK2001WK_]WKa[eX]g 3 2

21 zysobacterKenzymogenesKantagonizesKsoilborneKbacteriaKusingKtheKtypeKwVKsecretionKsystemYK
EnvironmentaliMicrobiologyWK2021WK_aWKbdeaXbdff 5.2 2

20 qlpKisKaKMbusyMKtranscriptionKfactorKinKtheKbacterialKwarriorWYKComputationaliandiStructurali
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