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m Paper IF Citations

110 IntegratingPcommonPandPrarePgeneticPvariationPinPdiversePhumanPpopulationsePNaturecP2010cPkmncPlido 50.4 2135

109 GeneticPeffectsPonPgenePexpressionPacrossPhumanPtissuesePNaturecP2017cPllgcPigkdihj 50.4 2086

108 TranscriptomePandPgenomePsequencingPuncoversPfunctionalPvariationPinPhumansePNaturecP2013cPlghcPlgmdhh50.4 1323

107 PopulationPgenomicsPofPhumanPgenePexpressionePNatureiGeneticscP2007cPjpcPhihndik 36.3 936

106 xPsystematicPsurveyPofPlossdofdfunctionPvariantsPinPhumanPproteindcodingPgenesePSciencecP2012cPjjlcPoijdo33.3 880

105 TranscriptomePgeneticsPusingPsecondPgenerationPsequencingPinPaPzaucasianPpopulationePNaturecP
2010cPkmkcPnnjdn 50.4 678

104 zommonPregulatoryPvariationPimpactsPgenePexpressionPinPaPcellPtypeddependentPmannerePSciencecP
2009cPjilcPhikmdlg 33.3 607

103 zharacterizingPthePgeneticPbasisPofPtranscriptomePdiversityPthroughPRNxdsequencingPofPpiiP
individualsePGenomeiResearchcP2014cPikcPhkdik 9.7 371

102 PatternsPofPcisPregulatoryPvariationPinPdiversePhumanPpopulationsePPLoSiGeneticscP2012cPocPehggimjp 6 361

101 zandidatePcausalPregulatoryPeffectsPbyPintegrationPofPexpressionPQTLsPwithPcomplexPtraitPgeneticP
associationsePPLoSiGeneticscP2010cPmcPehgggopl 6 339

100 PassivePandPactiveP’NxPmethylationPandPthePinterplayPwithPgeneticPvariationPinPgenePregulationeP
ELifecP2013cPicPegglij 8.9 295

99 RNxPSequencingPandPxnalysisePColdiSpringiHarboriProtocolscP2015cPighlcPplhdmp 1.2 293

98 ’irectedPevolutionPusingPdzaspdtargetedPsomaticPhypermutationPinPmammalianPcellsePNaturei
MethodscP2016cPhjcPhgjmdhgki 21.6 288

97 ORegxnnoqPanPopendaccessPcommunityddrivenPresourcePforPregulatoryPannotationePNucleiciAcidsi
ResearchcP2008cPjmcP’hgndhj 20.1 199

96 OverexpressionPofPthePzytokinePyxFFPandPxutoimmunityPRiskePNewiEnglandiJournaliofiMedicinecP
2017cPjnmcPhmhldhmim 59.2 198

95 xtheroprotectiveProlesPofPsmoothPmusclePcellPphenotypicPmodulationPandPthePTzFihPdiseasePgeneP
asPrevealedPbyPsingledcellPanalysisePNatureiMedicinecP2019cPilcPhiogdhiop 50.5 198

94 ThePimpactPofPstructuralPvariationPonPhumanPgenePexpressionePNatureiGeneticscP2017cPkpcPmpidmpp 36.3 182
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93 HumanPgenomicseP ffectPofPpredictedPproteindtruncatingPgeneticPvariantsPonPthePhumanP
transcriptomeePSciencecP2015cPjkocPmmmdp 33.3 170

92 ThePorigincPevolutioncPandPfunctionalPimpactPofPshortPinsertionddeletionPvariantsPidentifiedPinPhnpP
humanPgenomesePGenomeiResearchcP2013cPijcPnkpdmh 9.7 150

91 ThePimpactPofPrarePvariationPonPgenePexpressionPacrossPtissuesePNaturecP2017cPllgcPijpdikj 50.4 146

90 TissuedspecificPeffectsPofPgeneticPandPepigeneticPvariationPonPgenePregulationPandPsplicingePPLoSi
GeneticscP2015cPhhcPehggkplo 6 140

89 ThePlandscapePofPgenomicPimprintingPacrossPdiversePadultPhumanPtissuesePGenomeiResearchcP2015cP
ilcPpindjm 9.7 139

88 GeneticPconflictPreflectedPinPtissuedspecificPmapsPofPgenomicPimprintingPinPhumanPandPmouseeP
NatureiGeneticscP2015cPkncPlkkdp 36.3 129

87 LongdreadPgenomePsequencingPidentifiesPcausalPstructuralPvariationPinPaPMendelianPdiseaseeP
GeneticsiiniMedicinecP2018cPigcPhlpdhmj 8.1 127

86 FromPexpressionPQTLsPtoPpersonalizedPtranscriptomicsePNatureiReviewsiGeneticscP2011cPhicPinndoi 30.1 122

85 IdentificationPofPrareddiseasePgenesPusingPbloodPtranscriptomePsequencingPandPlargePcontrolP
cohortsePNatureiMedicinecP2019cPilcPphhdphp 50.5 116

84 ThePimpactPofPsexPonPgenePexpressionPacrossPhumanPtissuesePSciencecP2020cPjmpcP 33.3 100

83 MolecularPzhoreographyPofPxcuteP xerciseePCellcP2020cPhohcPhhhidhhjgeehm 56.2 96

82 zisPandPtransPeffectsPofPhumanPgenomicPvariantsPonPgenePexpressionePPLoSiGeneticscP2014cPhgcPehggkkmh 6 92

81 ORegxnnoPjegqPaPcommunityddrivenPresourcePforPcuratedPregulatoryPannotationePNucleiciAcidsi
ResearchcP2016cPkkcP’himdji 20.1 89

80 RarePandPcommonPregulatoryPvariationPinPpopulationdscalePsequencedPhumanPgenomesePPLoSi
GeneticscP2011cPncPehggihkk 6 82

79 xlleledspecificPexpressionPrevealsPinteractionsPbetweenPgeneticPvariationPandPenvironmentePNaturei
MethodscP2017cPhkcPmppdngi 21.6 81

78 ThePGT xPzonsortiumPatlasPofPgeneticPregulatoryPeffectsPacrossPhumanPtissues 81

77 xbundantPassociationsPwithPgenePexpressionPcomplicatePGWxSPfollowdupePNatureiGeneticscP2019cP
lhcPnmodnmp 36.3 77

76 UgandaPGenomePResourceP nablesPInsightsPintoPPopulationPHistoryPandPGenomicP’iscoveryPinP
xfricaePCellcP2019cPhnpcPpokdhggieejm 56.2 76
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75 SystematicPfunctionalPregulatoryPassessmentPofPdiseasedassociatedPvariantsePProceedingsiofithei
NationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericacP2013cPhhgcPpmgndhi 11.5 75

74 IntegrativePfunctionalPgenomicsPidentifiesPregulatoryPmechanismsPatPcoronaryParteryPdiseasePlocieP
NatureiCommunicationscP2016cPncPhigpi 17.4 70

73 QuantifyingPRNxPallelicPratiosPbyPmicrofluidicPmultiplexPPzRPandPsequencingePNatureiMethodscP2014cP
hhcPlhdk 21.6 70

72 SexdbiasedPgeneticPeffectsPonPgenePregulationPinPhumansePGenomeiResearchcP2012cPiicPijmodnl 9.7 68

71 ImpactPofPthePXPzhromosomePandPsexPonPregulatoryPvariationePGenomeiResearchcP2016cPimcPnmodnn 9.7 59

70 SingledcellPepigenomicPanalysesPimplicatePcandidatePcausalPvariantsPatPinheritedPriskPlociPforP
xlzheimerWsPandPParkinsonWsPdiseasesePNatureiGeneticscP2020cPlicPhhlodhhmo 36.3 58

69 IdentificationPofPcisdPandPtransdregulatoryPvariationPmodulatingPmicroRNxPexpressionPlevelsPinP
humanPfibroblastsePGenomeiResearchcP2011cPihcPmodnj 9.7 57

68 TranscriptomePanalysisPrevealsPdifferentialPsplicingPeventsPinPIPFPlungPtissueePPLoSiONEcP2014cPpcPepihhh 3.7 49

67 xnP fficientPMultipledTestingPxdjustmentPforPeQTLPStudiesPthatPxccountsPforPLinkageP
’isequilibriumPbetweenPVariantsePAmericaniJournaliofiHumaniGeneticscP2016cPpocPihmdik 11 48

66 TranscriptomePsequencingPofPaPlargePhumanPfamilyPidentifiesPthePimpactPofPrarePnoncodingPvariantseP
AmericaniJournaliofiHumaniGeneticscP2014cPplcPikldlm 11 48

65 xPyioinformaticPxnalysisPofPIntegrativePMobilePGeneticP lementsPHighlightsPTheirPRolePinPyacterialP
xdaptationePCelliHostiandiMicrobecP2020cPincPhkgdhljeep 23.4 47

64 IntegratingPGWxSPandPexpressionPdataPforPfunctionalPcharacterizationPofPdiseasedassociatedPSNPsqP
anPapplicationPtoPfollicularPlymphomaePAmericaniJournaliofiHumaniGeneticscP2013cPpicPhimdjg 11 45

63 yiallelicPMutationsPinPxTPlFh’cPwhichP ncodesPaPSubunitPofPxTPPSynthasecPzausePaPMetabolicP
’isorderePAmericaniJournaliofiHumaniGeneticscP2018cPhgicPkpkdlgk 11 44

62 xllelicPexpressionPofPdeleteriousPproteindcodingPvariantsPacrossPhumanPtissuesePPLoSiGeneticscP2014cP
hgcPehggkjgk 6 43

61 ’NxPMethylationPProfilingPofPUniparentalP’isomyPSubjectsPProvidesPaPMapPofPParentalP pigeneticP
yiasPinPthePHumanPGenomeePAmericaniJournaliofiHumaniGeneticscP2016cPppcPllldlmm 11 41

60 GeneticPRegulatoryPMechanismsPofPSmoothPMusclePzellsPMapPtoPzoronaryPxrteryP’iseasePRiskPLocieP
AmericaniJournaliofiHumaniGeneticscP2018cPhgjcPjnndjoo 11 41

59  xploitingPthePGT xPresourcesPtoPdecipherPthePmechanismsPatPGWxSPlociePGenomeiBiologycP2021cPiicPkp 18.3 38

58 TranscriptomicPsignaturesPacrossPhumanPtissuesPidentifyPfunctionalPrarePgeneticPvariationePSciencecP
2020cPjmpcP 33.3 36
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57 TranscriptomePsequencingPfromPdiversePhumanPpopulationsPrevealsPdifferentiatedPregulatoryP
architectureePPLoSiGeneticscP2014cPhgcPehggklkp 6 35

56 HighdresolutionPtranscriptomePanalysisPwithPlongdreadPRNxPsequencingePPLoSiONEcP2014cPpcPehgogpl 3.7 33

55 UbiquitinationPofPxyz hPbyPNOTkPinPResponsePtoPMitochondrialP’amagePLinksPzodtranslationalP
QualityPzontrolPtoPPINKhd’irectedPMitophagyePCelliMetabolismcP2018cPiocPhjgdhkkeen 24.6 31

54 LargedScalePPhenomedWidePxssociationPStudyPofPVariantsP’emonstratesPProtectionPxgainstP
IschemicPStrokeePCirculationiGenomiciandiPrecisioniMedicinecP2018cPhhcPeggihmi 5.2 27

53 ’iagnosingPrarePdiseasesPafterPthePexomeePJournaliofiPhysicaliEducationiandiSportsiManagementcP
2018cPkcP 2.8 26

52 PopulationdPandPindividualdspecificPregulatoryPvariationPinPSardiniaePNatureiGeneticscP2017cPkpcPnggdngn 36.3 24

51 WholedtranscriptomePsequencingPinPbloodPprovidesPaPdiagnosisPofPspinalPmuscularPatrophyPwithP
progressivePmyoclonicPepilepsyePHumaniMutationcP2017cPjocPmhhdmhk 4.7 22

50 PropertiesPofPstructuralPvariantsPandPshortPtandemPrepeatsPassociatedPwithPgenePexpressionPandP
complexPtraitsePNatureiCommunicationscP2020cPhhcPipin 17.4 22

49 LocalPgeneticPeffectsPonPgenePexpressionPacrossPkkPhumanPtissues 22

48  xploitingPthePGT xPresourcesPtoPdecipherPthePmechanismsPatPGWxSPloci 21

47 xPTNFRSFhkdFceRIdmastPcellPpathwayPcontributesPtoPdevelopmentPofPmultiplePfeaturesPofPasthmaP
pathologyPinPmiceePNatureiCommunicationscP2016cPncPhjmpm 17.4 21

46 IdentificationPofPiiPnovelPlociPassociatedPwith´ urinaryPbiomarkersPofPalbumincPsodiumcP
and´ potassiumPexcretionePKidneyiInternationalcP2019cPplcPhhpndhigo 9.9 20

45 PopulationdscalePtissuePtranscriptomicsPmapsPlongPnondcodingPRNxsPtoPcomplexPdiseaseePCellcP2021cP
hokcPimjjdimkoeehp 56.2 20

44 ImpactPofPadmixturePandPancestryPonPeQTLPanalysisPandPGWxSPcolocalizationPinPGT xePGenomei
BiologycP2020cPihcPijj 18.3 19

43
ProficiencyPTestingPofPStandardizedPSamplesPShowsPVeryPHighPInterlaboratoryPxgreementPforP
zlinicalPNextdGenerationPSequencingdyasedPOncologyPxssaysePArchivesiofiPathologyiandiLaboratoryi
MedicinecP2019cPhkjcPkmjdknh

5 19

42 GeneticPregulationPofPgenePexpressionPandPsplicingPduringPaPhgdyearPperiodPofPhumanPagingePGenomei
BiologycP2019cPigcPijg 18.3 18

41 FxMhjxPaffectsPbodyPfatPdistributionPandPadipocytePfunctionePNatureiCommunicationscP2020cPhhcPhkml 17.4 17

40 TranscriptomePanalysisPrevealsPdifferentialPsplicingPeventsPinPIPFPlungPtissueePPLoSiONEcP2014cPpcPepnllg 3.7 17
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39 IdentificationPofPrarePandPcommonPregulatoryPvariantsPinPpluripotentPcellsPusingPpopulationdscaleP
transcriptomicsePNatureiGeneticscP2021cPljcPjhjdjih 36.3 16

38 RecurrentlyPMutatedPGenesP’ifferPbetweenPLeptomeningealPandPSolidPLungPzancerPyrainP
MetastasesePJournaliofiThoraciciOncologycP2018cPhjcPhgiidhgin 8.9 15

37 FunctionalPregulatoryPmechanismPofPsmoothPmusclePcelldrestrictedPLMO’hPcoronaryParteryPdiseaseP
locusePPLoSiGeneticscP2018cPhkcPehggnnll 6 15

36 IncorporationPofPyiologicalPKnowledgePIntoPthePStudyPofPGened nvironmentPInteractionsePAmericani
JournaliofiEpidemiologycP2017cPhomcPnnhdnnn 3.8 13

35 ’iversePtranscriptomicPsignaturesPacrossPhumanPtissuesPidentifyPfunctionalPrarePgeneticPvariation 13

34 PMLPnuclearPbodiesPcontributePtoPthePbasalPexpressionPofPthePmTORPinhibitorP’’ITkePScientifici
ReportscP2017cPncPklgjo 4.9 12

33 PathologicPgenePnetworkPrewiringPimplicatesPPPPhRjxPasPaPcentralPregulatorPinPpressurePoverloadP
heartPfailureePNatureiCommunicationscP2019cPhgcPinmg 17.4 11

32 ’iscoveryPandPqualityPanalysisPofPaPcomprehensivePsetPofPstructuralPvariantsPandPshortPtandemP
repeatsePNatureiCommunicationscP2020cPhhcPipio 17.4 11

31 GeneticPanalysesPofPhumanPfetalPretinalPpigmentPepitheliumPgenePexpressionPsuggestPocularPdiseaseP
mechanismsePCommunicationsiBiologycP2019cPicPhom 6.7 10

30 ’issectingPthePcausalPgeneticPmechanismsPofPcoronaryPheartPdiseaseePCurrentiAtherosclerosisiReports
cP2014cPhmcPkgm 6 10

29 SmallPRNxPSequencingPinPzellsPandP xosomesPIdentifiesPeQTLsPandPhkqjiPasPaPRegionPofPxctiveP
 xportePG3:iGenesyiGenomesyiGeneticscP2017cPncPjhdjp 3.2 10

28 ThePimpactPofPrarePvariationPonPgenePexpressionPacrossPtissues 9

27 SingledcellPepigenomicPidentificationPofPinheritedPriskPlociPinPxlzheimerâ��sPandPParkinsonâ��sPdisease 9

26 SystematicPassessmentPofPregulatoryPeffectsPofPhumanPdiseasePvariantsPinPpluripotentPcells 9

25 IdentifyingPcausalPvariantsPandPgenesPusingPfunctionalPgenomicsPinPspecializedPcellPtypesPandP
contextsePHumaniGeneticscP2020cPhjpcPpldhgi 6.3 9

24 NondzodingPLossdofdFunctionPVariationPinPHumanPGenomesePHumaniHereditycP2016cPohcPnodon 1.1 8

23 GenomedwidePfunctionalPscreenPofPjWUTRPvariantsPuncoversPcausalPvariantsPforPhumanPdiseasePandP
evolutionePCellcP2021cPhokcPlikndlimgeehp 56.2 7

22 GenotypedbasedPtestPinPmappingPcisdregulatoryPvariantsPfromPalleledspecificPexpressionPdataePPLoSi
ONEcP2012cPncPejommn 3.7 6
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21 zohortdspecificPimputationPofPgenePexpressionPimprovesPpredictionPofPwarfarinPdosePforPxfricanP
xmericansePGenomeiMedicinecP2017cPpcPpo 14.4 5

20 NonsensedmediatedPdecayPisPhighlyPstablePacrossPindividualsPandPtissuesePAmericaniJournaliofi
HumaniGeneticscP2021cPhgocPhkghdhkgo 11 5

19 FunctionalPandPstructuralPanalysisPofPcytokinedselectivePILmSTPdefectsPthatPcausePrecessivePhyperdIg P
syndromeePJournaliofiAllergyiandiClinicaliImmunologycP2021cPhkocPloldlpo 11.5 5

18 IdentificationPofPrareddiseasePgenesPinPdiversePundiagnosedPcasesPusingPwholePbloodPtranscriptomeP
sequencingPandPlargePcontrolPcohorts 4

17 xlleledspecificPexpressionPrevealsPinteractionsPbetweenPgeneticPvariationPandPenvironment 3

16 GeneticPdysregulationPofPgenePexpressionPandPsplicingPduringPaPtendyearPperiodPofPhumanPaging 3

15  valuatingPthePGenomicPParametersPGoverningPrxxVdMediatedPHomologousPRecombinationeP
MoleculariTherapycP2021cPipcPhgiodhgkm 11.7 3

14 IdentificationPofPputativePcausalPlociPinPwholedgenomePsequencingPdataPviaPknockoffPstatisticseP
NatureiCommunicationscP2021cPhicPjhli 17.4 3

13 xnPintegratedPapproachPtoPidentifyPenvironmentalPmodulatorsPofPgeneticPriskPfactorsPforPcomplexP
traitsePAmericaniJournaliofiHumaniGeneticscP2021cPhgocPhommdhonp 11 3

12 PopulationdspecificPimputationPofPgenePexpressionPimprovesPpredictionPofPpharmacogenomicPtraitsP
forPxfricanPxmericans 2

11 OcularPdiseasePmechanismsPelucidatedPbyPgeneticsPofPhumanPfetalPretinalPpigmentPepitheliumPgenePexpression 2

10 ThePimpactPofPstructuralPvariationPonPhumanPgenePexpression 2

9 TheProlePofPSphkgPrevealedPinPIg PandPmastPcellPresponsesPinPzollaborativePzrossPmiceePJCIiInsightcP
2021cPmcP 9.9 2

8 GenomedwidePfunctionalPscreenPofPjâ��UTRPvariantsPuncoversPcausalPvariantsPforPhumanPdiseasePandPevolution 2

7 LymphoidPblastPtransformationPinPanPMPNPwithPyzRdJxKiPtreatedPwithPruxolitinibqPputativeP
mechanismsPofPresistanceePBloodiAdvancescP2021cPlcPjkpidjkpm 7.8 2

6 MultiplePcausalPvariantsPunderliePgeneticPassociationsPinPhumanseePSciencecP2022cPjnlcPhikndhilk 33.3 2

5 PxTHdSzxNqPxPR PORTINGPTOOLPFORPI’ NTIFYINGPzLINIzxLLYPxzTIONxyL PVxRIxNTSP2013cP 1

4 IntegrationPofPrarePlargedeffectPexpressionPvariantsPimprovesPpolygenicPriskPprediction 1

(-2017)
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3 zompoundPheterozygousPvariantsPinPprogressivePmyoclonusPepilepsyePJournaliofiNeurogeneticscP
2021cPjlcPnkdoj 1.6 1

2 NonsensedmediatedPdecayPisPhighlyPstablePacrossPindividualsPandPtissues 1

1 IntegrationPofPgeneticPcolocalizationsPwithPphysiologicalPandPpharmacologicalPperturbationsP
identifiesPcardiometabolicPdiseasePgeneseePGenomeiMedicinecP2022cPhkcPjh 14.4 0

Stephen B Montgomery

8


