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Genomea€Wide Association Study of NAFLD Using Electronic Health Records. Hepatology
Communications, 2022, 6, 297-308.

Genomed€wide analysis identifies gallstoned€susceptibility loci including genes regulating

gastrointestinal motility. Hepatology, 2022, 75, 1081-1094. 73 12

Mendelian randomization of genetically independent aging phenotypes identifies LPA and VCAM1 as
biological targets for human aging. Nature Aging, 2022, 2, 19-30.

Limited Effect of Y Chromosome Variation on Coronary Artery Disease and Mortality in UK 94 4
Biobanka€”Brief Report. Arteriosclerosis, Thrombosis, and Vascular Biology, 2022, 42, 1198-1206. ’

The trans-ancestral genomic architecture of glycemic traits. Nature Genetics, 2021, 53, 840-860.

Comparative Analysis of Mammal Genomes Unveils Key Genomic Variability for Human Life Span. 8.9 15
Molecular Biology and Evolution, 2021, 38, 4948-4961. :

Genetic insights into biological mechanisms governing human ovarian ageing. Nature, 2021, 596,
393-397.

The power of genetic diversity in genome-wide association studies of lipids. Nature, 2021, 600, 675-679. 27.8 353

Trends in disease incidence and survival and their effect on mortality in Scotland: nationwide cohort
study of linked hospital admission and death records 20014€“2016. BM) Open, 2020, 10, e034299.

Multivariate genomic scan implicates novel loci and haem metabolism in human ageing. Nature 12.8 g4
Communications, 2020, 11, 3570. :

Chronic obstructive pulmonary disease and related phenotypes: polygenic risk scores in
population-based and case-control cohorts. Lancet Respiratory Medicine,the, 2020, 8, 696-708.

Genomic analysis of male puberty timing highlights shared genetic basis with hair colour and lifespan.

Nature Communications, 2020, 11, 1536. 12.8 36

Comparison of Familial, Polygenic and Biochemical Predictors of Mortality. Twin Research and Human
Genetics, 2020, 23, 307-315.

Low-frequency variation in TP53 has large effects on head circumference and intracranial volume.

Nature Communications, 2019, 10, 357. 12.8 30

New genetic signals for lung function highlight pathways and chronic obstructive pulmonary disease
associations across multiple ancestries. Nature Genetics, 2019, 51, 481-493.

Genetic landscape of chronic obstructive pulmonary disease identifies heterogeneous cell-type and

phenotype associations. Nature Genetics, 2019, 51, 494-505. 214 257

Genome-wide association analyses of risk tolerance and risky behaviors in over 1 million individuals

identify hundreds of loci and shared genetic influences. Nature Genetics, 2019, 51, 245-257.

Genomics of 1 million parent lifespans implicates novel pathways and common diseases and

distinguishes survival chances. ELife, 2019, 8, . 6.0 170
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Genome-wide meta-analysis associates HLA-DQA1/DRB1 and LPA and lifestyle factors with human
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