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j Paper IF Citations

127 N]glycosylationMprofilesMofMtheMSuRS]woV]eMspikeMxidgGMmutantMandMitsMancestralMproteinM
characterizedMbyMadvancedMmassMspectrometryaMScientifichReports[M2021[Mdd[Mefhid 4.9 3

126 ynhancedMfitnessMofMSuRS]woV]eMvariantMofMconcernMulphaMbutMnotMvetaaaMNature[M2021[M 50.4 12

125 IntranasalMpowderMliveMattenuatedMinfluenzaMvaccineMisMthermostable[Mimmunogenic[MandMprotectiveM
againstMhomologousMchallengeMinMferretsaMNpjhVaccines[M2021[Mi[Mhm 9.5 3

124 SusceptibilityMofMwidelyMdiverseMinfluenzaMaMvirusesMtoMPveMpolymeraseMinhibitorMpimodiviraMAntiviralh
Research[M2021[Mdll[Mdchcfh 10.8 5

123 SusceptibilityMtoMSuRS]woV]eMofMwellMLinesMandMSubstratesMwommonlyMUsedMtoMxiagnoseMandMIsolateM
InfluenzaMandMOtherMVirusesaMEmerginghInfectioushDiseases[M2021[Mek[Mdflc]dfme 10.2 4

122 SuRS]woV]eMspikeMxidgGMchangeMenhancesMreplicationMandMtransmissionaMNature[M2021[Mhme[Mdee]dek 50.4 214

121 ReplicativeMzitnessMofMSeasonalMInfluenzaMuMVirusesMWithMxecreasedMSusceptibilityMtoMvaloxaviraM
JournalhofhInfectioushDiseases[M2020[Meed[Mfik]fkd 7 19

120 xevelopmentMofManMRNuMStrand]SpecificMHybridizationMussayMToMxifferentiateMReplicatingMversusM
NonreplicatingMInfluenzaMuMVirusesaMJournalhofhClinicalhMicrobiology[M2020[Mhl[M 9.7 1

119 GeneticallyMandMuntigenicallyMxivergentMInfluenzaMuUHmNeVMVirusesMyxhibitMxifferentialMReplicationM
andMTransmissionMPhenotypesMinMMammalianMModelsaMJournalhofhVirology[M2020[Mmg[M 6.6 6

118 uminoMucidMSubstitutionsMinMPositionsMflhMandMfmfMofMtheMHydrophobicMRegionMofMVPgMMayMveM
ussociatedMwithMRotavirusMuttenuationMandMwellMwultureMudaptationaMViruses[M2020[Mde[M 6.2 1

117 IntegratingMgenotypesMandMphenotypesMimprovesMlong]termMforecastsMofMseasonalMinfluenzaMubHfNeM
evolutionaMELife[M2020[Mm[M 8.9 8

116 MicrobiomeMdisturbanceMandMresilienceMdynamicsMofMtheMupperMrespiratoryMtractMduringMinfluenzaMuM
virusMinfectionaMNaturehCommunications[M2020[Mdd[Mehfk 17.4 23

115 SpreadMofMuntigenicallyMxriftedMInfluenzaMuUHfNeVMVirusesMandMVaccineMyffectivenessMinMtheMUnitedM
StatesMxuringMtheMecdl]ecdmMSeasonaMJournalhofhInfectioushDiseases[M2020[Meed[Ml]dh 7 86

114 xetectionMofMbaloxavirMresistantMinfluenzaMuMvirusesMusingMnextMgenerationMsequencingMandM
pyrosequencingMmethodsaMAntiviralhResearch[M2020[Mdle[Mdcgmci 10.8 5

113 xetectionMandMwharacterizationMofMSwineMOriginMInfluenzaMuUHdNdVMPandemicMeccmMVirusesMinM
HumansMfollowingMZoonoticMTransmissionaMJournalhofhVirology[M2020[Mmh[M 6.6 4

112
HumanMMonoclonalMuntibodyMxerivedMfromMTranschromosomicMwattleMNeutralizesMMultipleMHdM
wladesMofMInfluenzaMuMVirusMbyMRecognizingMaMNovelMwonformationalMypitopeMinMtheMHemagglutininM
HeadMxomainaMJournalhofhVirology[M2020[Mmg[M

6.6 4

111 SusceptibilityMofMInfluenzaMu[Mv[Mw[MandMxMVirusesMtoMvaloxaviraMEmerginghInfectioushDiseases[M2019[Meh[Mdmim]dmke10.2 32
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110 xetectionMofMhighlyMpathogenicMavianMinfluenzaMuUHhNiVMvirusesMinMwaterfowlMinMvangladeshaM
Virology[M2019[Mhfg[Mfi]gg 3.6 10

109 womparisonMofMnucleicMacidMextractionMmethodsMforMnext]generationMsequencingMofMavianMinfluenzaMuM
virusMfromMferretMrespiratoryMsamplesaMJournalhofhVirologicalhMethods[M2019[Mekc[Mmh]dch 2.6 3

108 InsightsMintoMtheMantigenicMadvancementMofMinfluenzaMuUHfNeVMviruses[Mecdd]ecdlaMScientifichReports[M
2019[Mm[Meiki 4.9 30

107 ReplyMtoMTReconcilingMdisparateMestimatesMofMviralMgeneticMdiversityMduringMhumanMinfluenzaM
infectionsTaMNaturehGenetics[M2019[Mhd[Mdfcd]dfcf 36.3 1

106 yvaluationMofMuUHdNdVpdmcmMLuIVMvaccineMcandidatesMstabilityMandMreplicationMefficiencyMinMprimaryM
humanMnasalMepithelialMcellsaMVaccine:hX[M2019[Me[Mdcccfd 3.8 6

105 ussessingMbaloxavirMsusceptibilityMofMinfluenzaMvirusesMcirculatingMinMtheMUnitedMStatesMduringMtheM
ecdibdkMandMecdkbdlMseasonsaMEurosurveillance[M2019[Meg[M 19.8 56

104 yvolutionMandMrapidMspreadMofMaMreassortantMuUHfNeVMvirusMthatMpredominatedMtheMecdk]ecdlM
influenzaMseasonaMVirushEvolution[M2019[Mh[Mvezcgi 3.7 7

103 PoorMImmunogenicity[MNotMVaccineMStrainMyggMudaptation[MMayMyxplainMtheMLowMHfNeMInfluenzaM
VaccineMyffectivenessMinMecde]ecdfaMClinicalhInfectioushDiseases[M2018[Mik[Mfek]fff 11.6 36

102 Non]mumpsMViralMParotitisMxuringMtheMecdg]ecdhMInfluenzaMSeasonMinMtheMUnitedMStatesaMClinicalh
InfectioushDiseases[M2018[Mik[Mgmf]hcd 11.6 22

101 TheMtransmissionMdynamicsMandMdiversityMofMhumanMmetapneumovirusMinMPeruaMInfluenzahandhOtherh
RespiratoryhViruses[M2018[Mde[Mhcl]hdf 5.6 4

100 MonoclonalMantibodyMagainstMNeMneuraminidaseMofMcoldMadaptedMubLeningradbdfgbdkbhkMUHeNeVM
enablesMefficientMgenerationMofMliveMattenuatedMinfluenzaMvaccinesaMVirology[M2018[Mhee[Mih]ke 3.6 2

99 Influenza]ussociatedMParotitisMxuringMtheMecdg]ecdhMInfluenzaMSeasonMinMtheMUnitedMStatesaMClinicalh
InfectioushDiseases[M2018[Mik[Mglh]gme 11.6 5

98 TheMeffectsMofMrepeatedMautomatedMplasmapheresisMinMgoatsMUwapraMhircusVMinMresponseMtoM
vaccinationMwithMpurifiedMinfluenzaMhemagglutininMproteinsaMPLoShONE[M2018[Mdf[Mecdmhmcf 3.7

97 UpdatenMInfluenzaMuctivityM]MUnitedMStates[MOctoberMd[Mecdk]zebruaryMf[MecdlaMMorbidityhandh
MortalityhWeeklyhReport[M2018[Mik[Mdim]dkm 31.7 38

96 UpdatenMInfluenzaMuctivityMinMtheMUnitedMStatesMxuringMtheMecdk]dlMSeasonMandMwompositionMofMtheM
ecdl]dmMInfluenzaMVaccineaMMorbidityhandhMortalityhWeeklyhReport[M2018[Mik[Mifg]ige 31.7 143

95 xirectMRNuMSequencingMofMtheMwodingMwompleteMInfluenzaMuMVirusMGenomeaMScientifichReports[M2018[M
l[Mdggcl 4.9 72

94 WhereMdoMallMtheMsubtypesMgosMTemporalMdynamicsMofMHl]HdeMinfluenzaMuMvirusesMinMwaterfowlaMVirush
Evolution[M2018[Mg[Mveyceh 3.7 14

93 uvianMInfluenzaMVirusesMinMWildMvirdsnMVirusMyvolutionMinMaMMultihostMycosystemaMJournalhofhVirology[M
2018[Mme[M 6.6 50
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92 MultiplexMReverseMTranscription]PwRMforMSimultaneousMSurveillanceMofMInfluenzaMuMandMvMVirusesaM
JournalhofhClinicalhMicrobiology[M2017[Mhh[Mfgme]fhcd 9.7 20

91 untiviralMxrug]ResistantMInfluenzaMvMVirusesMwarryingMHdfgNMSubstitutionMinMNeuraminidase[MLaos[M
zebruaryMecdiaMEmerginghInfectioushDiseases[M2017[Mef[Mili]imc 10.2 10

90 PathogenicityMtestingMofMinfluenzaMcandidateMvaccineMvirusesMinMtheMferretMmodelaMVirology[M2017[M
hdd[Mdfh]dgd 3.6 11

89 PotentialMforMLow]PathogenicMuvianMHkMInfluenzaMuMVirusesMToMReplicateMandMwauseMxiseaseMinMaM
MammalianMModelaMJournalhofhVirology[M2017[Mmd[M 6.6 10

88 uMPyrosequencing]vasedMupproachMtoMHigh]ThroughputMIdentificationMofMInfluenzaMuUHfNeVMVirusM
wladesMHarboringMuntigenicMxriftMVariantsaMJournalhofhClinicalhMicrobiology[M2017[Mhh[Mdgh]dhg 9.7 6

87 ussessmentMofMMolecular[Muntigenic[MandMPathologicalMzeaturesMofMwanineMInfluenzaMuUHfNeVM
VirusesMThatMymergedMinMtheMUnitedMStatesaMJournalhofhInfectioushDiseases[M2017[Medi[MSgmm]Shck 7 22

86 yvolutionMandMspreadMofMVenezuelanMequineMencephalitisMcomplexMalphavirusMinMtheMumericasaMPLoSh
NeglectedhTropicalhDiseases[M2017[Mdd[Meccchimf 4.8 38

85 TheMeffectiveMrateMofMinfluenzaMreassortmentMisMlimitedMduringMhumanMinfectionaMPLoShPathogens[M
2017[Mdf[Medcciecf 7.6 27

84 UpdatenMInfluenzaMuctivityM]MUnitedMStatesMandMWorldwide[MMayMed]SeptemberMef[MecdkaMMorbidityh
andhMortalityhWeeklyhReport[M2017[Mii[Mdcgf]dchd 31.7 18

83 UpdatenMInfluenzaMuctivityM]MUnitedMStates[MOctoberMd]NovemberMeh[MecdkaMMorbidityhandhMortalityh
WeeklyhReport[M2017[Mii[Mdfdl]dfei 31.7 15

82 PathogenicityMofMmodifiedMbatMinfluenzaMvirusMwithMdifferentMMMgenesMandMitsMreassortmentMpotentialM
withMswineMinfluenzaMuMvirusaMJournalhofhGeneralhVirology[M2017[Mml[Mhkk]hlg 4.9 10

81 ReversionMofMwold]udaptedMLiveMuttenuatedMInfluenzaMVaccineMintoMaMPathogenicMVirusaMJournalhofh
Virology[M2016[Mmc[Mlghg]if 6.6 28

80 uMUniversalMNext]GenerationMSequencingMProtocolMToMGenerateMNoninfectiousMvarcodedMcxNuM
LibrariesMfromMHigh]wontainmentMRNuMVirusesaMMSystems[M2016[Md[M 7.6 23

79 ImplementationMofMnewMapproachesMforMgeneratingMconventionalMreassortantsMforMliveMattenuatedM
influenzaMvaccineMbasedMonMRussianMmasterMdonorMvirusesaMJournalhofhVirologicalhMethods[M2016[Meek[Mff]m2.6 8

78 yvolutionaryMxynamicsMofMInfluenzaMuMVirusesMinMUSMyxhibitionMSwineaMJournalhofhInfectioushDiseases[M
2016[Medf[Mdkf]le 7 17

77 QuantifyingMinfluenzaMvirusMdiversityMandMtransmissionMinMhumansaMNaturehGenetics[M2016[Mgl[Mdmh]ecc 36.3 132

76 womparativeMInMVitroMandMInMVivoMStudiesMofMPorcineMRotavirusMGmP[df]MandMHumanMRotavirusMWaM
GdP[l]aMJournalhofhVirology[M2016[Mmc[Mdge]hd 6.6 14

75 GeneticallyMxiverseMLowMPathogenicityMuvianMInfluenzaMuMVirusMSubtypesMwo]wirculateMamongM
PoultryMinMvangladeshaMPLoShONE[M2016[Mdd[Mecdhedfd 3.7 25
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74 ycosystemMInteractionsMUnderlieMtheMSpreadMofMuvianMInfluenzaMuMVirusesMwithMPandemicMPotentialaM
PLoShPathogens[M2016[Mde[Medcchiec 7.6 35

73 MolecularMwharacterizationsMofMSurfaceMProteinsMHemagglutininMandMNeuraminidaseMfromMRecentM
HhNxMuvianMInfluenzaMVirusesaMJournalhofhVirology[M2016[Mmc[Mhkkc]hklg 6.6 41

72 Introduction[Myvolution[MandMxisseminationMofMInfluenzaMuMVirusesMinMyxhibitionMSwineMinMtheMUnitedM
StatesMduringMeccmMtoMecdfaMJournalhofhVirology[M2016[Mmc[Mdcmif]dcmkd 6.6 15

71 xeepMSequencingMofMInfluenzaMuMVirusMfromMaMHumanMwhallengeMStudyMRevealsMaMSelectiveM
vottleneckMandMOnlyMLimitedMIntrahostMGeneticMxiversificationaMJournalhofhVirology[M2016[Mmc[Mddegk]ddehl6.6 68

70 MolecularMepidemiologyMofMhumanMenterovirusMkdMatMtheMoriginMofManMepidemicMofMfatalMhand[MfootM
andMmouthMdiseaseMcasesMinMwambodiaaMEmerginghMicrobeshandhInfections[M2016[Mh[Medcg 18.9 33

69
Long]termMsurveillanceMofMHkMinfluenzaMvirusesMinMumericanMwildMaquaticMbirdsnMareMtheMHkNfM
influenzaMvirusesMinMwildMbirdsMtheMprecursorsMofMhighlyMpathogenicMstrainsMinMdomesticMpoultrysaM
EmerginghMicrobeshandhInfections[M2015[Mg[Mefh

18.9 24

68 yvolutionMofMInfluenzaMvMVirusMinMKualaMLumpur[MMalaysia[MbetweenMdmmhMandMecclaMJournalhofh
Virology[M2015[Mlm[Mmilm]me 6.6 8

67
SwineMInfluenzaMVirusMPuMandMNeuraminidaseMGeneMReassortmentMintoMHumanMHdNdMInfluenzaMVirusM
IsMussociatedMwithManMulteredMPathogenicMPhenotypeMLinkedMtoMIncreasedMMIP]eMyxpressionaMJournalh
ofhVirology[M2015[Mlm[Mhihd]ik

6.6 7

66 SpreadMandMpersistenceMofMinfluenzaMuMvirusesMinMwaterfowlMhostsMinMtheMNorthMumericanMMississippiM
migratoryMflywayaMJournalhofhVirology[M2015[Mlm[Mhfkd]ld 6.6 18

65 yquineMandMwanineMInfluenzaMHfNlMVirusesMShowMMinimalMviologicalMxifferencesMxespiteM
PhylogeneticMxivergenceaMJournalhofhVirology[M2015[Mlm[Milic]kf 6.6 31

64 InfluenzaMuMvirusMevolutionMandMspatio]temporalMdynamicsMinMyurasianMwildMbirdsnMaMphylogeneticMandM
phylogeographicalMstudyMofMwhole]genomeMsequenceMdataaMJournalhofhGeneralhVirology[M2015[Mmi[Mechc]ecic4.9 22

63
WholeMgenomeMdetectionMofMrotavirusMmixedMinfectionsMinMhuman[MporcineMandMbovineMsamplesM
co]infectedMwithMvariousMrotavirusMstrainsMcollectedMfromMsub]SaharanMufricaaMInfectionuhGeneticshandh
Evolution[M2015[Mfd[Mfed]fg

4.5 30

62 GlobalMmigrationMofMinfluenzaMuMvirusesMinMswineaMNaturehCommunications[M2015[Mi[Miimi 17.4 91

61 TheMsoftMpalateMisManMimportantMsiteMofMadaptationMforMtransmissibleMinfluenzaMvirusesaMNature[M2015[M
hei[Mdee]h 50.4 102

60 xifferentialMSusceptibilitiesMofMHumanMLungMPrimaryMwellsMtoMHdNdMInfluenzaMVirusesaMJournalhofh
Virology[M2015[Mlm[Mddmfh]gg 6.6 24

59 PhylodynamicsMofMynterovirusMukd]ussociatedMHand[Mzoot[MandMMouthMxiseaseMinMVietMNamaMJournalh
ofhVirology[M2015[Mlm[Mllkd]m 6.6 45

58 IsolationMofMtypeMuMinfluenzaMvirusesMfromMRed]neckedMGrebesMUPodicepsMgrisegenaVaMJournalhofh
WildlifehDiseases[M2015[Mhd[Memc]f 1.3 1

57 WholeMgenomeManalysesMofMGdP[l]MrotavirusMstrainsMfromMvaccinatedMandMnon]vaccinatedMSouthM
ufricanMchildrenMpresentingMwithMdiarrheaaMJournalhofhMedicalhVirology[M2015[Mlk[Mkm]dcd 19.7 29

(2015-2016)
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56 PhylogeographyMofMInfluenzaMuUHfNeVMVirusMinMPeru[Mecdc]ecdeaMEmerginghInfectioushDiseases[M2015[M
ed[Mdffc]l 10.2 16

55 udaptationMofMpandemicMHeNeMinfluenzaMuMvirusesMinMhumansaMJournalhofhVirology[M2015[Mlm[Megge]k 6.6 26

54 HkNmMinfluenzaMuMvirusMinMturkeysMinMMinnesotaaMJournalhofhGeneralhVirology[M2015[Mmi[Meim]eki 4.9 7

53 TheMcontrastingMphylodynamicsMofMhumanMinfluenzaMvMvirusesaMELife[M2015[Mg[Mechchh 8.9 129

52 GenomewideManalysisMofMreassortmentMandMevolutionMofMhumanMinfluenzaMuUHfNeVMvirusesM
circulatingMbetweenMdmilMandMecddaMJournalhofhVirology[M2014[Mll[Melgg]hk 6.6 100

51 TheMevolutionaryMdynamicsMofMinfluenzaMuMandMvMvirusesMinMtheMtropicalMcityMofMManagua[MNicaraguaaM
Virology[M2014[Mgie]gif[Mld]mc 3.6 6

50 unalysisMofMrecombinantMHkNmMwild]typeMandMmutantMvirusesMinMpigsMshowsMthatMtheMQeeiLMmutationM
inMHuMisMimportantMforMtransmissionaMJournalhofhVirology[M2014[Mll[Mldhf]ih 6.6 46

49 IntroductionsMandMevolutionMofMhuman]originMseasonalMinfluenzaMaMvirusesMinMmultinationalMswineM
populationsaMJournalhofhVirology[M2014[Mll[Mdcddc]m 6.6 69

48 StandardizedMmetadataMforMhumanMpathogenbvectorMgenomicMsequencesaMPLoShONE[M2014[Mm[Memmmkm 3.7 25

47 yquineMinfluenzaMuUHfNlVMvirusMisolatedMfromMvactrianMcamel[MMongoliaaMEmerginghInfectioush
Diseases[M2014[Mec[Medgg]k 10.2 30

46 Whole]genomeManalysesMofMxS]d]likeMhumanMGeP[g]MandMGlP[g]MrotavirusMstrainsMfromMyastern[M
WesternMandMSouthernMufricaaMVirushGenes[M2014[Mgm[Mdmi]eck 2.3 24

45 wharacterizationMofMuncultivableMbatMinfluenzaMvirusMusingMaMreplicativeMsyntheticMvirusaMPLoSh
Pathogens[M2014[Mdc[Medccggec 7.6 45

44 UniversalMinfluenzaMvMvirusMgenomicMamplificationMfacilitatesMsequencing[Mdiagnostics[MandMreverseM
geneticsaMJournalhofhClinicalhMicrobiology[M2014[Mhe[Mdffc]k 9.7 64

43 GenomicManalysesMdetectMyurasian]lineageMHdcMandMadditionalMHdgMinfluenzaMuMvirusesMrecoveredM
fromMwaterfowlMinMtheMwentralMUnitedMStatesaMInfluenzahandhOtherhRespiratoryhViruses[M2014[Ml[Mgmf]l 5.6 16

42 NorthMutlanticMmigratoryMbirdMflywaysMprovideMroutesMforMintercontinentalMmovementMofMavianM
influenzaMvirusesaMPLoShONE[M2014[Mm[Memeckh 3.7 46

41 SequencingMviralMgenomesMfromMaMsingleMisolatedMplaqueaMVirologyhJournal[M2013[Mdc[Mdld 6.1 15

40 yvolutionMofMaMreassortantMNorthMumericanMgullMinfluenzaMvirusMlineagenMdrift[MshiftMandMstabilityaM
VirologyhJournal[M2013[Mdc[Mdkm 6.1 25

39 SyntheticMgenerationMofMinfluenzaMvaccineMvirusesMforMrapidMresponseMtoMpandemicsaMScienceh
TranslationalhMedicine[M2013[Mh[Mdlhrail 17.5 134
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38 wompleteMGenomeMSequenceMofMaMReassortantMHdgNeMuvianMInfluenzaMVirusMfromMwaliforniaaM
GenomehAnnouncements[M2013[Md[M 10

37 MigrationMandMpersistenceMofMhumanMinfluenzaMuMviruses[MVietnam[Meccd]ecclaMEmerginghInfectioush
Diseases[M2013[Mdm[Mdkhi]ih 10.2 14

36 uvianMinfluenzanMmixedMinfectionsMandMmissingMvirusesaMViruses[M2013[Mh[Mdmig]kk 6.2 15

35 InfluenzaMaMvirusMmigrationMandMpersistenceMinMNorthMumericanMwildMbirdsaMPLoShPathogens[M2013[Mm[Medccfhkc7.6 69

34 SequenceManalysisMofMinMvivoMdefectiveMinterfering]likeMRNuMofMinfluenzaMuMHdNdMpandemicMvirusaM
JournalhofhVirology[M2013[Mlk[Mlcig]kg 6.6 111

33 usparagineMsubstitutionMatMPveMresidueMkcdMenhancesMtheMreplication[Mpathogenicity[MandM
transmissionMofMtheMeccmMpandemicMHdNdMinfluenzaMuMvirusaMPLoShONE[M2013[Ml[Meikidi 3.7 49

32 untiviralMresponsesMbyMSwineMprimaryMbronchoepithelialMcellsMareMlimitedMcomparedMtoMhumanM
bronchoepithelialMcellsMfollowingMinfluenzaMvirusMinfectionaMPLoShONE[M2013[Ml[Mekcehd 3.7 12

31 yngineeringMtemperatureMsensitiveMliveMattenuatedMinfluenzaMvaccinesMfromMemergingMvirusesaM
Vaccine[M2012[Mfc[Mfimd]kce 4.1 30

30 GenomicMreassortmentMofMinfluenzaMuMvirusMinMNorthMumericanMswine[Mdmml]ecddaMJournalhofhGeneralh
Virology[M2012[Mmf[Mehlg]ehlm 4.9 35

29 xecreasedMserologicMresponseMinMvaccinatedMmilitaryMrecruitsMduringMecddMcorrespondMtoMgeneticM
driftMinMconcurrentMcirculatingMpandemicMubHdNdMvirusesaMPLoShONE[M2012[Mk[Mefghld 3.7 12

28 InfluenzaMuMvirusMmolecularMvirologyMtechniquesaMMethodshinhMolecularhBiology[M2012[Mlih[Mdkh]me 1.4 56

27 MigratoryMflywayMandMgeographicalMdistanceMareMbarriersMtoMtheMgeneMflowMofMinfluenzaMvirusMamongM
NorthMumericanMbirdsaMEcologyhLetters[M2012[Mdh[Meg]ff 10 76

26
GenomicManalysisMofMdiMwoloradoMhumanMNLifMcoronavirusesMidentifiesMaMnewMgenotype[MhighM
sequenceMdiversityMinMtheMN]terminalMdomainMofMtheMspikeMgeneMandMevidenceMofMrecombinationaM
JournalhofhGeneralhVirology[M2012[Mmf[Meflk]efml

4.9 23

25 InnateMimmuneMresponseMofMhumanMalveolarMmacrophagesMduringMinfluenzaMuMinfectionaMPLoShONE[M
2012[Mk[Meemlkm 3.7 83

24 ReverseMgeneticsMplasmidMforMcloningMunstableMinfluenzaMuMvirusMgeneMsegmentsaMJournalhofh
VirologicalhMethods[M2011[Mdkf[Mfkl]lf 2.6 18

23 xeepMsequencingMrevealsMmixedMinfectionMwithMeccmMpandemicMinfluenzaMuMUHdNdVMvirusMstrainsMandM
theMemergenceMofMoseltamivirMresistanceaMJournalhofhInfectioushDiseases[M2011[Mecf[Mdil]kg 7 91

22 PhylogeographyMofMtheMspringMandMfallMwavesMofMtheMHdNdbcmMpandemicMinfluenzaMvirusMinMtheMUnitedM
StatesaMJournalhofhVirology[M2011[Mlh[Mlel]fg 6.6 46

21 yxtensiveMgeographicalMmixingMofMeccmMhumanMHdNdMinfluenzaMuMvirusMinMaMsingleMuniversityM
communityaMJournalhofhVirology[M2011[Mlh[Mimef]m 6.6 35

(2011-2013)
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20 TemporallyMstructuredMmetapopulationMdynamicsMandMpersistenceMofMinfluenzaMuMHfNeMvirusMinM
humansaMProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmerica[M2011[Mdcl[Mdmfhm]ig11.5 130

19 PveMresidueMdhlMisMaMpathogenicMdeterminantMofMpandemicMHdNdMandMHhMinfluenzaMaMvirusesMinMmiceaM
JournalhofhVirology[M2011[Mlh[Mfhk]ih 6.6 97

18 UnseasonalMtransmissionMofMHfNeMinfluenzaMuMvirusMduringMtheMswine]originMHdNdMpandemicaMJournalh
ofhVirology[M2010[Mlg[Mhkdh]l 6.6 13

17 NS]basedMliveMattenuatedMHdNdMpandemicMvaccinesMprotectMmiceMandMferretsaMVaccine[M2010[Mel[Mlcdh]eh 4.1 43

16 Single]reactionMgenomicMamplificationMacceleratesMsequencingMandMvaccineMproductionMforMclassicalM
andMSwineMoriginMhumanMinfluenzaMaMvirusesaMJournalhofhVirology[M2009[Mlf[Mdcfcm]df 6.6 366

15 TheMearlyMdiversificationMofMinfluenzaMubHdNdpdmaMPLOShCurrents[M2009[Md[MRRNddei 108

14 TriarylMpyrazolineMcompoundMinhibitsMflavivirusMRNuMreplicationaMAntimicrobialhAgentshandh
Chemotherapy[M2006[Mhc[Mdfec]m 5.9 102

13 MustelaMvisonMuwyeMfunctionsMasMaMreceptorMforMSuRS]coronavirusaMAdvanceshinhExperimentalh
MedicinehandhBiology[M2006[Mhld[Mhck]dc 3.6 9

12 IncreasedMviralMtitersMandMsubtleMchangesMinMplaqueMmorphologyMuponMpassageMofMSuRS]woVMinMcellsM
fromMdifferentMspeciesaMAdvanceshinhExperimentalhMedicinehandhBiology[M2006[Mhld[Mehm]if 3.6 2

11 unalysisMofMSuRS]woVMreceptorMactivityMofMuwyeMorthologsaMAdvanceshinhExperimentalhMedicinehandh
Biology[M2006[Mhld[Mekk]lc 3.6 5

10 wellsMofMhumanMaminopeptidaseMNMUwxdfVMtransgenicMmiceMareMinfectedMbyMhumanMcoronavirus]eemyM
inMvitro[MbutMnotMinMvivoaMVirology[M2005[Mffh[Mdlh]mk 3.6 31

9 MiceMsusceptibleMtoMSuRSMcoronavirusaMEmerginghInfectioushDiseases[M2004[Mdc[Mdemf]i 10.2 56

8
xiscoveryMofMnovelMhumanMandManimalMcellsMinfectedMbyMtheMsevereMacuteMrespiratoryMsyndromeM
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