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Deterministic processes vary during community assembly for ecologically dissimilar taxa. Nature
Communications, 2015, 6, 8444.
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Addition of a volcanic rockdust to soils has no observable effects on plant yield and nutrient status
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Multid€factorial drivers of ammonia oxidizer communities: evidence from a national soil survey.

Environmental Microbiology, 2013, 15, 2545-2556. 3.8 141

Comparison of soil carbon stocks in <scp>S</scp>cottish soils between 1978 and 2009. European
Journal of Soil Science, 2013, 64, 455-465.
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Environment, 2010, 408, 4128-4137.

Degradation of metalaxyl-M in contrasting soils is influenced more by differences in physicochemical
characteristics than in microbial community composition after re-inoculation of sterilised soils. Soil 8.8 20
Biology and Biochemistry, 2010, 42, 1123-1131.

The ecological engineering impact of a single tree species on the soil microbial community. Journal of
Ecology, 2010, 98, 50-61.

The influence of vegetation type, soil properties and precipitation on the composition of soil mite and

microbial communities at the landscape scale. Journal of Biogeography, 2010, 37, 1317-1328. 3.0 197
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comparison of soil and the influence of sample condition. Journal of Applied Microbiology, 2008, 105,
813-821.

Soil Eore volume and the abundance of soil mites in two contrasting habitats. Soil Biology and 8.8 58
Biochemistry, 2008, 40, 1538-1541. :

Population size of indigenous Rhizobium leguminosarum biovar trifolii in long-term field experiments
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Pine microsatellite markers allow roots and ectomycorrhizas to be linked to individual trees. New
Phytologist, 2005, 165, 295-304.

Rock fragments in soil support a different microbial community from the fine earth. Soil Biology and 8.8 111
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