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Afforestation of moorland leads to changes in crenarchaeal community structure. FEMS 07 35
Microbiology Ecology, 2007, 60, 51-59. :

Microbial DNA profiling by multiplex terminal restriction fragment length polymorphism for forensic
comparison of soil and the influence of sample condition. Journal of Applied Microbiology, 2008, 105,
813-821.

Native woodland expansion: soil chemical and microbiological indicators of change. Soil Biology and 8.8 34
Biochemistry, 2003, 35, 753-764. :

Linking biosensor responses to Cd, Cu and Zn partitioning in soils. Environmental Pollution, 2006, 142,
493-500.

Long-term exposure to Zn-spiked sewage sludge alters soil community structure. Soil Biology and 8.8 33
Biochemistry, 2007, 39, 2576-2586. ’

Comparison of response of six different luminescent bacterial bioassays to bioremediation of five

contrasting oils. Journal of Environmental Monitoring, 2001, 3, 404-410.

Depth distribution of cherry (Prunus avium L.) tree roots as influenced by grass root competition. 3.7 39
Plant and Soil, 2001, 231, 11-19. ’



74

76

78

80

82

84

86

88

90

CoLIN D. CAMPBELL

ARTICLE IF CITATIONS

Soil amendment affects Cd uptake by wheat 4€” are we underestimating the risks from chloride inputs?.

Science of the Total Environment, 2016, 554-555, 349-357.

A method for counting roots observed in minirhizotrons and their theoretical conversion to root

length density. Plant and Soil, 1993, 153, 1-9. 3.7 30

Direct toxicity assessment of two soils amended with sewage sludge contaminated with heavy metals
using a protozoan (Colpoda steinii) bioassay.. Chemosphere, 1997, 34, 501-514.

Characterisation of rhizobia from African acacias and other tropical woody legumes using Biologa,,¢

and partial 16S rRNA sequencing. FEMS Microbiology Letters, 1999, 170, 111-117. 1.8 29

Long term repeated prescribed burning increases evenness in the basidiomycete laccase gene pool in
forest soils. FEMS Microbiology Ecology, 2009, 67, 397-410.

An inter-laboratory comparison of multi-enzyme and multiple substrate-induced respiration assays to

assess method consistency in soil monitoring. Biology and Fertility of Soils, 2009, 45, 623-633. 4.3 28

Degradation of yew, ragwort and rhododendron toxins during composting. Science of the Total
Environment, 2010, 408, 4128-4137.

Addition of a volcanic rockdust to soils has no observable effects on plant yield and nutrient status

or on soil microbial activity. Plant and Soil, 2013, 367, 419-436. 3.7 26

The extended phenotype of Scots pine Pinus sylvestris structures the understorey assemblage.
Ecography, 2006, 29, 451-457.

Multiple profiling of soil microbial communities identifies potential genetic markers of

metal-enriched sewage sludge. FEMS Microbiology Ecology, 2008, 65, 555-564. 2.7 25

Effects of nitrogen fertiliser on tree| pasture competition during the establishment phase of a
silvopastoral system. Annals of Applied Biology, 1994, 124, 83-96.

Environmental risk factors in the incidence of Johned€™s disease. Critical Reviews in Microbiology, 2015,

41, 488-507. 6.1 23

Does the preferential microbial colonisation of ferromagnesian minerals affect mineral weathering
in soil?. Die Naturwissenschaften, 2008, 95, 851-858.

Miniaturized test system for soil respiration induced by volatile pollutants. Environmental Pollution,

2006, 140, 269-278. 7.5 20

Degradation of metalaxyl-M in contrasting soils is influenced more by differences in physicochemical
characteristics than in microbial community composition after re-inoculation of sterilised soils. Soil
Biology and Biochemistry, 2010, 42, 1123-1131.

Risk assessment of the use of PAS100 green composts in sheep and cattle production in Scotland.

Waste Management, 2012, 32, 117-130. 74 19

Seasonal dynamics of the soil microbial community: assimilation of old and young carbon sources in

a longa€term field experiment as revealed by natural <scp><sup>13</sup>C<[scp> abundance. European
Journal of Soil Science, 2016, 67, 79-89.

The composting of tree bark in small reactorsa€”adiabatic and fixed-temperature experiments.

Biological Wastes, 1990, 31, 175-185. 0-2 18



92

94

96

98

100

102

104

106

108

CoLIN D. CAMPBELL

ARTICLE IF CITATIONS

The composting of tree bark in small reactorsa€” self-heating experiments. Biological Wastes, 1990, 31,

145-161.

Radiocaesium in an organic soil and the effect of treatment with the fungicide € Captana€™. Plant and a7 16
Soil, 1995, 170, 315-322. )

Land use and a low-carbon society. Earth and Environmental Science Transactions of the Royal
Society of Edinburgh, 2012, 103, 165-173.

Manual recording of minirhizotron data and its application to study the effect of herbicide and
nitrogen fertiliser on tree and pasture root growth in a silvopastoral system. Agroforestry Systems, 2.0 15
1994, 26, 75-87.

Developmental window of response to predator chemical cues in rough-skinned newt embryos.
Functional Ecology, 2007, 21, 880-885.

Soil physical factors affecting the growth of sycamore (Acer pseudoplatanus L.) in a silvopastoral

system on a stony upland soil in North-East Scotland. Agroforestry Systems, 1993, 24, 295-306. 2.0 13

FragMatcha€”a program for the analysis of DNA fragment data. Mycorrhiza, 2007, 17, 133-136.

Considerations for Scottish soil monitoring in the European context. European Journal of Soil 3.9 10
Science, 2009, 60, 833-843. )

Effect of heavy metal contamination on the rate of decomposition of sewage sludge and microbial
activity. Applied Geochemistry, 1996, 11, 331-333.

How Resilient Are Microbial Communities to Temperature Changes During Composting?., 2002, , 3-16. 9

Effect of nitrogen fertiliser on temporal and spatial variation of mineral nitrogen and microbial
biomass in a silvopastoral system. Biology and Fertility of Soils, 1995, 19, 177-185.

Early-life residential exposure to soil components in rural areas and childhood respiratory health

and allergy. Science of the Total Environment, 2014, 466-467, 338-344. 8.0 6

UV-B radiation and soil microbial communities. Nature, 2003, 423, 138-138.

Assessing biogas digestate, pot ale, wood ash and rockdust as soil amendments: effects on soil
chemistry and microbial community composition. Acta Agriculturae Scandinavica - Section B Soil and 0.6 5
Plant Science, 2015, 65, 383-399.

Investigating the specificity of regulators of degradation of hydrocarbons and hydrocarbon-based
compounds using structure-activity relationships. Biodegradation, 2000, 11, 37-47.

Title is missing!. Environmental Geochemistry and Health, 2001, 23, 213-217. 3.4 4

Letters to the Editor: Comments on &€ Baseline values and change in the soil, and implications for

monitoringd€™ by R.M. LarR, P.H. Bellamy &amp; G.J.D. Kirk. European Journal of Soil Science, 2009, 60,
481-483.

Longa€term Impact of Sewage Sludge Application on <i>Rhizobium leguminosarumc«/i> biovar
<i>trifolii</i>: An Evaluation Using Metad€Analysis. Journal of Environmental Quality, 2016, 45, 1572-1587.



CoLIN D. CAMPBELL

# ARTICLE IF CITATIONS

Scanning electron microscopy of the microbial colonization of composted tree bark. Micron, 1994, 25,

253-255.

Multiplex T-RFLP Allows for Increased Target Number and Specificity: Detection of Salmonella enterica

110 Jnd Six Species of Listeria in a Single Test. PLoS ONE, 2012, 7, e43672. 2:5 3

Distribution of soil invertase in relation to the root systems ofPicea sitchensis (Bong.) Carr. andAcer

pseudoplatanus L. during development of young plants. Plant and Soil, 1994, 167, 73-77.

The effect of culture conditions on the mycelial growth and luminescence of naturally

12 bioluminescent fungi. FEMS Microbiology Letters, 2001, 202, 165-170. 1.8 1



