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A mega-analysis of genome-wide association studies for major depressive disorder. Molecular 79 1002
Psychiatry, 2013, 18, 497-511. ) >

A common biological basis of obesity and nicotine addiction. Translational Psychiatry, 2013, 3,

€308-e308.

Increased Genetic Vulnerability to Smoking at CHRNADS in Early-Onset Smokers. Archives of General 123 -
Psychiatry, 2012, 69, 854. :



38

40

42

44

46

48

50

52

54

THORGEIR E THORGEIRSSON

ARTICLE IF CITATIONS

Expanding the range of ZNF804A variants conferring risk of psychosis. Molecular Psychiatry, 2011, 16,
59-66.

Sequence variants at CYP1A14€“CYP1A2 and AHR associate with coffee consumption. Human Molecular 2.9 114
Genetics, 2011, 20, 2071-2077. :

Genome-Wide Significant Association Between a Sequence Variant at 15q15.2 and Lung Cancer Risk.
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