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k Paper IF Citations

209 RareHgermlineHcopyHnumberHvariantsHPrκVsQHandHbreastHcancerHriskVVHCommunicationskBiologyTH2022TH
cTHdc 6.7 0

208 veneUgeneHinteractionHofHphRwithHandHwithinHtheHWntcascadeHaffectsHsusceptibilityHtoHlungHcancerVVH
EuropeankJournalkofkMedicalkResearchTH2022THZeTHYb 4.8

207 rommonHvariantsHinHbreastHcancerHriskHlociHpredisposeHtoHdistinctHtumorHsubtypesVVHBreastkCancerk
ResearchTH2022THZbTHZ 8.3 3

206 xamHhiQUaHnovelHpairHofHaccuracyHindicesHforHimputedHgenotypesVVHBMCkBioinformaticsTH2022THZaTHcX 3.6 0

205 pHbiobankHperspectiveHonHuseHofHtissueHsamplesHdonatedHbyHtrialHparticipantsVVHLancetkOncology,kTheTH
2022THZaTHeZXc 21.7 2

204
uunctionalHannotationHofHtheHZqacHbreastHcancerHriskHlocusHimplicatesHaHstructuralHvariantHinH
influencingHactivityHofHaHlongUrangeHenhancerHelementVHAmericankJournalkofkHumankGeneticsTH2021TH
YXfTHYYgXUYZXa

11 1

203 rombinedHpssociationsHofHaHPolygenicHRiskHScoreHandHrlassicalHRiskHuactorsHWithHqreastHrancerHRiskVH
JournalkofkthekNationalkCancerkInstituteTH2021THYYaTHaZgUaae 9.7 14

202 rausalHrelationshipsHbetweenHbodyHmassHindexTHsmokingHandHlungHcancerhHUnivariableHandH
multivariableHMendelianHrandomizationVHInternationalkJournalkofkCancerTH2021THYbfTHYXeeUYXfd 7.5 18

201 rYPapeRYrHallelehHlinkingHpremenopausalHoestroneHandHprogesteroneHlevelsHwithHriskHofHhormoneH
receptorUpositiveHbreastHcancersVHBritishkJournalkofkCancerTH2021THYZbTHfbZUfcb 8.7 2

200 TheHutilityHofHtheH aplaceHeffectHsizeHpriorHdistributionHinHqayesianHfineUmappingHstudiesVHGenetick
EpidemiologyTH2021THbcTHafdUbXY 2.6 2

199
pssociationHofHgermlineHgeneticHvariantsHwithHbreastHcancerUspecificHsurvivalHinHpatientHsubgroupsH
definedHbyHclinicUpathologicalHvariablesHrelatedHtoHtumorHbiologyHandHtypeHofHsystemicHtreatmentVH
BreastkCancerkResearchTH2021THZaTHfd

8.3 1

198 MendelianHrandomisationHstudyHofHsmokingHexposureHinHrelationHtoHbreastHcancerHriskVHBritishk
JournalkofkCancerTH2021THYZcTHYYacUYYbc 8.7 0

197 veneticHinsightsHintoHbiologicalHmechanismsHgoverningHhumanHovarianHageingVHNatureTH2021THcgdTHagaUage50.4 28

196 qreastHrancerHRiskHuactorsHandHSurvivalHbyHTumorHSubtypehHPooledHpnalysesHfromHtheHqreastHrancerH
pssociationHronsortiumVHCancerkEpidemiologykBiomarkerskandkPreventionTH2021THaXTHdZaUdbZ 4 4

195 venomeUwideHassociationHstudyHidentifiesHaZHnovelHbreastHcancerHsusceptibilityHlociHfromHoverallH
andHsubtypeUspecificHanalysesVHNaturekGeneticsTH2020THcZTHceZUcfY 36.3 76

194 ProteinUalteringHgermlineHmutationsHimplicateHnovelHgenesHrelatedHtoHlungHcancerHdevelopmentVH
NaturekCommunicationsTH2020THYYTHZZZX 17.4 6

193 TranscriptomeUwideHassociationHstudyHofHbreastHcancerHriskHbyHestrogenUreceptorHstatusVHGenetick
EpidemiologyTH2020THbbTHbbZUbdf 2.6 9
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192 pHnetworkHanalysisHtoHidentifyHmediatorsHofHgermlineUdrivenHdifferencesHinHbreastHcancerHprognosisVH
NaturekCommunicationsTH2020THYYTHaYZ 17.4 20

191 uineUmappingHofHYcXHbreastHcancerHriskHregionsHidentifiesHYgYHlikelyHtargetHgenesVHNaturekGeneticsTH
2020THcZTHcdUea 36.3 56

190 qreastHrancerHPolygenicHRiskHScoreHandHrontralateralHqreastHrancerHRiskVHAmericankJournalkofk
HumankGeneticsTH2020THYXeTHfaeUfbf 11 12

189 SharedHheritabilityHandHfunctionalHenrichmentHacrossHsixHsolidHcancersVHNaturekCommunicationsTH2019
THYXTHbaY 17.4 45

188 tlevatedHPlateletHrountHpppearsHtoHqeHrausallyHpssociatedHwithHxncreasedHRiskHofH ungHrancerhHpH
MendelianHRandomizationHpnalysisVHCancerkEpidemiologykBiomarkerskandkPreventionTH2019THZfTHgacUgbZ 4 12

187 veneticHinteractionHanalysisHamongHoncogenesisUrelatedHgenesHrevealedHnovelHgenesHandHnetworksH
inHlungHcancerHdevelopmentVHOncotargetTH2019THYXTHYedXUYeeb 3.3 12

186 venomeUwideHassociationHandHtranscriptomeHstudiesHidentifyHtargetHgenesHandHriskHlociHforHbreastH
cancerVHNaturekCommunicationsTH2019THYXTHYebY 17.4 47

185 venomeUwideHassociationHstudyHofHgermlineHvariantsHandHbreastHcancerUspecificHmortalityVHBritishk
JournalkofkCancerTH2019THYZXTHdbeUdce 8.7 28

184 UsingHvWpSHtopHhitsHtoHinformHpriorsHinHqayesianHfineUmappingHassociationHstudiesVHGenetick
EpidemiologyTH2019THbaTHdecUdfg 2.6 6

183 qayesianHvariableHselectionHusingHpartiallyHobservedHcategoricalHpriorHinformationHinHfineUmappingH
associationHstudiesVHGenetickEpidemiologyTH2019THbaTHdgXUeXa 2.6 3

182 PolygenicHRiskHScoresHforHPredictionHofHqreastHrancerHandHqreastHrancerHSubtypesVHAmericank
JournalkofkHumankGeneticsTH2019THYXbTHZYUab 11 363

181 veneticHsusceptibilityHtoHradiationUinducedHbreastHcancerHafterHwodgkinHlymphomaVHBloodTH2019TH
YaaTHYYaXUYYag 2.2 17

180 pssociationsHofHobesityHandHcirculatingHinsulinHandHglucoseHwithHbreastHcancerHriskhHaHMendelianH
randomizationHanalysisVHInternationalkJournalkofkEpidemiologyTH2019THbfTHegcUfXd 7.8 52

179 TheHqRrpZHcVdfUeT´ m´ pHvariantHisHnotHpathogenichHpHmodelHforHclinicalHcalibrationHofHspliceogenicityVH
HumankMutationTH2018THagTHeZgUebY 4.7 16

178 veneticHoverlapHbetweenHendometriosisHandHendometrialHcancerhHevidenceHfromHcrossUdiseaseH
geneticHcorrelationHandHvWpSHmetaUanalysesVHCancerkMedicineTH2018THeTHYgefUYgfe 4.8 40

177 venomeUwideHinteractionHstudyHofHsmokingHbehaviorHandHnonUsmallHcellHlungHcancerHriskHinH
raucasianHpopulationVHCarcinogenesisTH2018THagTHaadUabd 4.6 11

176 yointHassociationsHofHaHpolygenicHriskHscoreHandHenvironmentalHriskHfactorsHforHbreastHcancerHinHtheH
qreastHrancerHpssociationHronsortiumVHInternationalkJournalkofkEpidemiologyTH2018THbeTHcZdUcad 7.8 53

175 TripleUκegativeHqreastHrancerHRiskHvenesHxdentifiedHbyHMultigeneHwereditaryHrancerHPanelHTestingVH
JournalkofkthekNationalkCancerkInstituteTH2018THYYXTHfccUfdZ 9.7 145

(2018-2020)
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174 xdentificationHofHnineHnewHsusceptibilityHlociHforHendometrialHcancerVHNaturekCommunicationsTH2018TH
gTHaYdd 17.4 70

173 xdentificationHofHsusceptibilityHpathwaysHforHtheHroleHofHchromosomeHYcqZcVYHinHmodifyingHlungH
cancerHriskVHNaturekCommunicationsTH2018THgTHaZZY 17.4 29

172 pHtranscriptomeUwideHassociationHstudyHofHZZgTXXXHwomenHidentifiesHnewHcandidateHsusceptibilityH
genesHforHbreastHcancerVHNaturekGeneticsTH2018THcXTHgdfUgef 36.3 101

171 venomeUWideHpnalysisHofHrirculatingHrellUureeHsκpHropyHκumberHsetectsHpctiveHMelanomaHandH
PredictsHSurvivalVHClinicalkChemistryTH2018THdbTHYaafUYabd 5.5 7

170 wypomorphicHMissenseHVariantsHronferHModerateHRisksHofHqreastHrancerVHCancerkResearchTH2017TH
eeTHZefgUZegg 10.1 49

169 venomicHanalysesHidentifyHhundredsHofHvariantsHassociatedHwithHageHatHmenarcheHandHsupportHaHroleH
forHpubertyHtimingHinHcancerHriskVHNaturekGeneticsTH2017THbgTHfabUfbY 36.3 257

168  argeUscaleHassociationHanalysisHidentifiesHnewHlungHcancerHsusceptibilityHlociHandHheterogeneityHinH
geneticHsusceptibilityHacrossHhistologicalHsubtypesVHNaturekGeneticsTH2017THbgTHYYZdUYYaZ 36.3 246

167 pssociationHanalysisHidentifiesHdcHnewHbreastHcancerHriskHlociVHNatureTH2017THccYTHgZUgb 50.4 643

166 xdentificationHofHtenHvariantsHassociatedHwithHriskHofHestrogenUreceptorUnegativeHbreastHcancerVH
NaturekGeneticsTH2017THbgTHYedeUYeef 36.3 186

165 ReproductiveHprofilesHandHriskHofHbreastHcancerHsubtypeshHaHmultiUcenterHcaseUonlyHstudyVHBreastk
CancerkResearchTH2017THYgTHYYg 8.3 26

164  ungHcancerHandHchronicHobstructiveHpulmonaryHdiseasehHuromHaHclinicalHperspectiveVHOncotargetTH
2017THfTHYfcYaUYfcZb 3.3 29

163 veneUenvironmentHinteractionsHinvolvingHfunctionalHvariantshHResultsHfromHtheHqreastHrancerH
pssociationHronsortiumVHInternationalkJournalkofkCancerTH2017THYbYTHYfaXUYfbX 7.5 13

162 veneticHmodifiersHofHrwtzZRYYXXdelrUassociatedHbreastHcancerHriskVHGeneticskinkMedicineTH2017THYgTHcggUdXa8.1 51

161 qodyHmassHindexHandHbreastHcancerHsurvivalhHaHMendelianHrandomizationHanalysisVHInternationalk
JournalkofkEpidemiologyTH2017THbdTHYfYbUYfZZ 7.8 27

160 UHaHnovelHcandidateHbreastHcancerHsusceptibilityHlocusHonHdqYbVYVHOncotargetTH2017THfTHYXZedgUYXZefZ 3.3 3

159 κoHclinicalHutilityHofHzRpSHvariantHrsdYedbaeXHforHovarianHorHbreastHcancerVHGynecologickOncologyTH
2016THYbYTHafdUbXY 4.9 15

158 pnHintergenicHriskHlocusHcontainingHanHenhancerHdeletionHinHZqacHmodulatesHbreastHcancerHriskHbyH
deregulatingHxvuqPcHexpressionVHHumankMolecularkGeneticsTH2016THZcTHafdaUafed 5.6 24

157
veneticHRiskHScoreHMendelianHRandomizationHShowsHthatHObesityHMeasuredHasHqodyHMassHxndexTH
butHnotHWaisthwipHRatioTHxsHrausalHforHtndometrialHrancerVHCancerkEpidemiologykBiomarkerskandk
PreventionTH2016THZcTHYcXaUYcYX

4 42

Angela Cox

4



156 rsZeacafaTHlocatedHatHaHmicroRκpHbindingHsiteHinHtheHaOUTRHofHκqSYTHisHnotHassociatedHwithHbreastH
cancerHriskVHScientifickReportsTH2016THdTHadfeb 4.9 2

155 venomeUWideHMetaUpnalysesHofHqreastTHOvarianTHandHProstateHrancerHpssociationHStudiesHxdentifyH
MultipleHκewHSusceptibilityH ociHSharedHbyHatH eastHTwoHrancerHTypesVHCancerkDiscoveryTH2016THdTHYXcZUde24.4 104

154 xdentificationHofHfourHnovelHsusceptibilityHlociHforHoestrogenHreceptorHnegativeHbreastHcancerVHNaturek
CommunicationsTH2016THeTHYYaec 17.4 64

153 uunctionalHmechanismsHunderlyingHpleiotropicHriskHallelesHatHtheHYgpYaVYHbreastUovarianHcancerH
susceptibilityHlocusVHNaturekCommunicationsTH2016THeTHYZdec 17.4 53

152 uineHscaleHmappingHofHtheHYeqZZHbreastHcancerHlocusHusingHdenseHSκPsTHgenotypedHwithinHtheH
rollaborativeHOncologicalHveneUtnvironmentHStudyHPrOvsQVHScientifickReportsTH2016THdTHaZcYZ 4.9 16

151 MetaUanalysisHofHgenomeUwideHassociationHstudiesHdiscoversHmultipleHlociHforHchronicHlymphocyticH
leukemiaVHNaturekCommunicationsTH2016THeTHYXgaa 17.4 70

150 pgeUHandHTumorHSubtypeUSpecificHqreastHrancerHRiskHtstimatesHforHrwtzZRYYXXdelrHrarriersVH
JournalkofkClinicalkOncologyTH2016THabTHZecXUdX 2.2 107

149 rYPYgpYHfineUmappingHandHMendelianHrandomizationhHestradiolHisHcausalHforHendometrialHcancerVH
Endocrine-RelatedkCancerTH2016THZaTHeeUgY 5.7 41

148 κoHevidenceHthatHproteinHtruncatingHvariantsHinHqRxPYHareHassociatedHwithHbreastHcancerHriskhH
implicationsHforHgeneHpanelHtestingVHJournalkofkMedicalkGeneticsTH2016THcaTHZgfUaXg 5.8 83

147 qreastHcancerHriskHvariantsHatHdqZcHdisplayHdifferentHphenotypeHassociationsHandHregulateHtSRYTH
RMκsYHandHrrsrYeXVHNaturekGeneticsTH2016THbfTHaebUfd 36.3 93

146 weterogeneityHofHluminalHbreastHcancerHcharacterisedHbyHimmunohistochemicalHexpressionHofHbasalH
markersVHBritishkJournalkofkCancerTH2016THYYbTHZgfUaXb 8.7 5

145
veneticHvariationHinHtheHimmunosuppressionHpathwayHgenesHandHbreastHcancerHsusceptibilityhHaH
pooledHanalysisHofHbZTcYXHcasesHandHbXTceeHcontrolsHfromHtheHqreastHrancerHpssociationH
ronsortiumVHHumankGeneticsTH2016THYacTHYaeUcb

6.3 6

144 qRrpZHPolymorphicHStopHrodonHzaaZdXHandHtheHRiskHofHqreastTHProstateTHandHOvarianHrancersVH
JournalkofkthekNationalkCancerkInstituteTH2016THYXfTH 9.7 65

143 RpscYqHinHuamilialHqreastHrancerVHPLoSkONETH2016THYYTHeXYcaeff 3.7 18

142  evelsHofHsκpHMethylationHVaryHatHrpvHSitesHacrossHtheHqRrpYHPromoterTHandHsifferHpccordingHtoH
TripleHκegativeHandHJqRrpU ikeJHStatusTHinHqothHqloodHandHTumourHsκpVHPLoSkONETH2016THYYTHeXYdXYeb 3.7 12

141 plteredHRtrQ cHexpressionHinHurothelialHbladderHcarcinomaHincreasesHcellularHproliferationHandH
makesHRtrQ cHhelicaseHactivityHaHnovelHtargetHforHchemotherapyVHOncotargetTH2016THeTHedYbXUedYcX 3.3 12

140 pssociationHofHbreastHcancerHriskHwithHgeneticHvariantsHshowingHdifferentialHallelicHexpressionhH
xdentificationHofHaHnovelHbreastHcancerHsusceptibilityHlocusHatHbqZYVHOncotargetTH2016THeTHfXYbXUfXYda 3.3 21

139 veneticallyHPredictedHqodyHMassHxndexHandHqreastHrancerHRiskhHMendelianHRandomizationHpnalysesH
ofHsataHfromHYbcTXXXHWomenHofHturopeanHsescentVHPLoSkMedicineTH2016THYaTHeYXXZYXc 11.6 80

(2016-2016)
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138 uineUMappingHofHtheHYpYYVZHqreastHrancerHSusceptibilityH ocusVHPLoSkONETH2016THYYTHeXYdXaYd 3.7 11

137
ronsensusHpnalysisHofHWholeHTranscriptomeHProfilesHfromHTwoHqreastHrancerHPatientHrohortsH
RevealsH ongHκonUrodingHRκpsHpssociatedHwithHxntrinsicHSubtypeHandHtheHTumourH
MicroenvironmentVHPLoSkONETH2016THYYTHeXYdaZaf

3.7 17

136 siscordantHwaplotypeHSequencingHxdentifiesHuunctionalHVariantsHatHtheHZqaaHqreastHrancerHRiskH
 ocusVHCancerkResearchTH2016THedTHYgYdUZc 10.1 5

135 uineUscaleHmappingHofHfqZbHlocusHidentifiesHmultipleHindependentHriskHvariantsHforHbreastHcancerVH
InternationalkJournalkofkCancerTH2016THYagTHYaXaUYaYe 7.5 26

134 Pp qZTHrwtzZHandHpTMHrareHvariantsHandHcancerHriskhHdataHfromHrOvSVHJournalkofkMedicalkGeneticsTH
2016THcaTHfXXUfYY 5.8 121

133 xdentificationHofHindependentHassociationHsignalsHandHputativeHfunctionalHvariantsHforHbreastHcancerH
riskHthroughHfineUscaleHmappingHofHtheHYZpYYHlocusVHBreastkCancerkResearchTH2016THYfTHdb 8.3 25

132 venesHassociatedHwithHhistopathologicHfeaturesHofHtripleHnegativeHbreastHtumorsHpredictHmolecularH
subtypesVHBreastkCancerkResearchkandkTreatmentTH2016THYceTHYYeUaY 4.4 17

131 veneticHpredispositionHtoHductalHcarcinomaHinHsituHofHtheHbreastVHBreastkCancerkResearchTH2016THYfTHZZ 8.3 31

130 pssociationHofHgeneticHsusceptibilityHvariantsHforHtypeHZHdiabetesHwithHbreastHcancerHriskHinHwomenH
ofHturopeanHancestryVHCancerkCauseskandkControlTH2016THZeTHdegUga 2.8 15

129 uiveHendometrialHcancerHriskHlociHidentifiedHthroughHgenomeUwideHassociationHanalysisVHNaturek
GeneticsTH2016THbfTHddeUdeb 36.3 56

128
tvidenceHthatHtheHcpYZHVariantHrsYXgbYdegHronfersHSusceptibilityHtoHtstrogenUReceptorUPositiveH
qreastHrancerHthroughHuvuYXHandHMRPSaXHRegulationVHAmericankJournalkofkHumankGeneticsTH2016TH
ggTHgXaUgYY

11 43

127 xncorporatingHuunctionalHvenomicHxnformationHinHveneticHpssociationHStudiesHUsingHanHtmpiricalH
qayesHppproachVHGenetickEpidemiologyTH2016THbXTHYedUfe 2.6 12

126 xnheritedHvariantsHinHtheHinnerHcentromereHproteinHPxκrtκPQHgeneHofHtheHchromosomalHpassengerH
complexHcontributeHtoHtheHsusceptibilityHofHtRUnegativeHbreastHcancerVHCarcinogenesisTH2015THadTHZcdUeY 4.6 12

125 venomeUwideHassociationHanalysisHofHmoreHthanHYZXTXXXHindividualsHidentifiesHYcHnewHsusceptibilityH
lociHforHbreastHcancerVHNaturekGeneticsTH2015THbeTHaeaUfX 36.3 406

124 PolymorphismsHinHaHPutativeHtnhancerHatHtheHYXqZYVZHqreastHrancerHRiskH ocusHRegulateHκRquZH
txpressionVHAmericankJournalkofkHumankGeneticsTH2015THgeTHZZUab 11 26

123 xdentificationHofHnovelHgeneticHmarkersHofHbreastHcancerHsurvivalVHJournalkofkthekNationalkCancerk
InstituteTH2015THYXeTH 9.7 38

122 RiskHpnalysisHofHProstateHrancerHinHPRprTxrp THaHMultinationalHronsortiumTHUsingHZcHznownH
ProstateHrancerHSusceptibilityH ociVHCancerkEpidemiologykBiomarkerskandkPreventionTH2015THZbTHYYZYUg 4 46

121 randidateHlocusHanalysisHofHtheHTtRTUr PTMY HcancerHriskHregionHonHchromosomeHcpYcHidentifiesH
multipleHindependentHvariantsHassociatedHwithHendometrialHcancerHriskVHHumankGeneticsTH2015THYabTHZaYUbc6.3 30
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120  argeUscaleHgenomicHanalysesHlinkHreproductiveHagingHtoHhypothalamicHsignalingTHbreastHcancerH
susceptibilityHandHqRrpYUmediatedHsκpHrepairVHNaturekGeneticsTH2015THbeTHYZgbUYaXa 36.3 226

119 rontemporaryHOccupationalHrarcinogenHtxposureHandHqladderHrancerhHpHSystematicHReviewHandH
MetaUanalysisVHJAMAkOncologyTH2015THYTHYZfZUgX 13.4 135

118 weightHandHqreastHrancerHRiskhHtvidenceHuromHProspectiveHStudiesHandHMendelianHRandomizationVH
JournalkofkthekNationalkCancerkInstituteTH2015THYXeTH 9.7 74

117 romprehensiveHgeneticHassessmentHofHtheHtSRYHlocusHidentifiesHaHriskHregionHforHendometrialH
cancerVHEndocrine-RelatedkCancerTH2015THZZTHfcYUdY 5.7 19

116 uineUscaleHmappingHofHtheHbqZbHlocusHidentifiesHtwoHindependentHlociHassociatedHwithHbreastHcancerH
riskVHCancerkEpidemiologykBiomarkerskandkPreventionTH2015THZbTHYdfXUgY 4 17

115 xdentificationHandHcharacterizationHofHnovelHassociationsHinHtheHrpSPfWp SZrRYZHregionHonH
chromosomeHZHwithHbreastHcancerHriskVHHumankMolecularkGeneticsTH2015THZbTHZfcUgf 5.6 35

114 uineUmappingHofHtheHwκuYqHmulticancerHlocusHidentifiesHcandidateHvariantsHthatHmediateH
endometrialHcancerHriskVHHumankMolecularkGeneticsTH2015THZbTHYbefUgZ 5.6 46

113 κovelHbayesHfactorsHthatHcaptureHexpertHuncertaintyHinHpriorHdensityHspecificationHinHgeneticH
associationHstudiesVHGenetickEpidemiologyTH2015THagTHZagUbf 2.6 9

112 xnvestigationHofHgeneUenvironmentHinteractionsHbetweenHbeHnewlyHidentifiedHbreastHcancerH
susceptibilityHlociHandHenvironmentalHriskHfactorsVHInternationalkJournalkofkCancerTH2015THYadTHtdfcUgd 7.5 26

111 MetaUanalysisHofHgenomeUwideHassociationHstudiesHidentifiesHcommonHsusceptibilityHpolymorphismsH
forHcolorectalHandHendometrialHcancerHnearHSwZqaHandHTSwZYVHScientifickReportsTH2015THcTHYeadg 4.9 27

110 rommonHgermlineHpolymorphismsHassociatedHwithHbreastHcancerUspecificHsurvivalVHBreastkCancerk
ResearchTH2015THYeTHcf 8.3 24

109 SκPUSκPHinteractionHanalysisHofHκuU˛”qHsignalingHpathwayHonHbreastHcancerHsurvivalVHOncotargetTH
2015THdTHaegegUgb 3.3 19

108 PredictionHofHbreastHcancerHriskHbasedHonHprofilingHwithHcommonHgeneticHvariantsVHJournalkofkthek
NationalkCancerkInstituteTH2015THYXeTH 9.7 324

107
PerformanceHofHautomatedHscoringHofHtRTHPRTHwtRZTHrzcWdHandHtvuRHinHbreastHcancerHtissueH
microarraysHinHtheHqreastHrancerHpssociationHronsortiumVHJournalkofkPathology:kClinicalkResearchTH
2015THYTHYfUaZ

5.3 18

106 rrowdsourcingHtheHveneralHPublicHforH argeHScaleHMolecularHPathologyHStudiesHinHrancerVH
EBioMedicineTH2015THZTHdfYUg 8.8 44

105 xnheritedHmutationsHinHYeHbreastHcancerHsusceptibilityHgenesHamongHaHlargeHtripleUnegativeHbreastH
cancerHcohortHunselectedHforHfamilyHhistoryHofHbreastHcancerVHJournalkofkClinicalkOncologyTH2015THaaTHaXbUYY2.2 435

104 uineUmappingHidentifiesHtwoHadditionalHbreastHcancerHsusceptibilityHlociHatHgqaYVZVHHumankMoleculark
GeneticsTH2015THZbTHZgddUfb 5.6 36

103 uineUscaleHmappingHofHtheHcqYYVZHbreastHcancerHlocusHrevealsHatHleastHthreeHindependentHriskH
variantsHregulatingHMpPazYVHAmericankJournalkofkHumankGeneticsTH2015THgdTHcUZX 11 59

(2015-2015)
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102 PatientUReportedHOutcomesHPPROQHinHtheHSettingHofHRelapsedHMyelomahHTheHxnfluenceHofHTreatmentH
StrategiesHandHveneticHVariantsHPredictHQualityHofH ifeHandHPainHtxperienceVHBloodTH2015THYZdTHaYfXUaYfX2.2

101
pHlargeUscaleHassessmentHofHtwoUwayHSκPHinteractionsHinHbreastHcancerHsusceptibilityHusingHbdTbcXH
casesHandHbZTbdYHcontrolsHfromHtheHbreastHcancerHassociationHconsortiumVHHumankMoleculark
GeneticsTH2014THZaTHYgabUbd

5.6 28

100 xdentificationHofHnewHgeneticHsusceptibilityHlociHforHbreastHcancerHthroughHconsiderationHofH
geneUenvironmentHinteractionsVHGenetickEpidemiologyTH2014THafTHfbUga 2.6 24

99 venomeUwideHassociationHstudyHidentifiesHZcHknownHbreastHcancerHsusceptibilityHlociHasHriskHfactorsH
forHtripleUnegativeHbreastHcancerVHCarcinogenesisTH2014THacTHYXYZUg 4.6 121

98 ParentUofUoriginUspecificHallelicHassociationsHamongHYXdHgenomicHlociHforHageHatHmenarcheVHNatureTH
2014THcYbTHgZUge 50.4 401

97 tvidenceHthatHbreastHcancerHriskHatHtheHZqacHlocusHisHmediatedHthroughHxvuqPcHregulationVHNaturek
CommunicationsTH2014THbTHbggg 17.4 87

96 veneticHvariationHinHmitoticHregulatoryHpathwayHgenesHisHassociatedHwithHbreastHtumorHgradeVH
HumankMolecularkGeneticsTH2014THZaTHdXabUbd 5.6 11

95 MicroRκpHrelatedHpolymorphismsHandHbreastHcancerHriskVHPLoSkONETH2014THgTHeYXggea 3.7 37

94 veneticHpredispositionHtoHinHsituHandHinvasiveHlobularHcarcinomaHofHtheHbreastVHPLoSkGeneticsTH2014TH
YXTHeYXXbZfc 6 38

93 romparingHtheHefficacyHofHSκPHfilteringHmethodsHforHidentifyingHaHsingleHcausalHSκPHinHaHknownH
associationHregionVHAnnalskofkHumankGeneticsTH2014THefTHcXUdY 2.2 12

92 rommonHnonUsynonymousHSκPsHassociatedHwithHbreastHcancerHsusceptibilityhHfindingsHfromHtheH
qreastHrancerHpssociationHronsortiumVHHumankMolecularkGeneticsTH2014THZaTHdXgdUYYY 5.6 48

91
RefinedHhistopathologicalHpredictorsHofHqRrpYHandHqRrpZHmutationHstatushHaHlargeUscaleHanalysisHofH
breastHcancerHcharacteristicsHfromHtheHqrprTHrxMqpTHandHtκxvMpHconsortiaVHBreastkCancerkResearch
TH2014THYdTHabYg

8.3 82

90 sκpHmismatchHrepairHgeneHMSwdHimplicatedHinHdeterminingHageHatHnaturalHmenopauseVHHumank
MolecularkGeneticsTH2014THZaTHZbgXUe 5.6 35

89 upκrsZHreUexpressionHisHassociatedHwithHgliomaHgradeHandHchemicalHinhibitionHofHtheHuanconiH
pnaemiaHpathwayHsensitisesHgliomasHtoHchemotherapeuticHagentsVHOncotargetTH2014THcTHdbYbUZb 3.3 22

88 wumanHPxuYHhelicaseHsupportsHsκpHreplicationHandHcellHgrowthHunderHoncogenicUstressVHOncotargetTH
2014THcTHYYafYUgf 3.3 22

87 PerformanceHofHautomatedHscoringHofHtRTHPRTHwtRZTHrzcWdHandHtvuRHinHbreastHcancerHtissueH
microarraysHinHtheHqreastHrancerHpssociationHronsortiumH2014THnWaUnWa 1

86 uineUscaleHmappingHofHtheHuvuRZHbreastHcancerHriskHlocushHputativeHfunctionalHvariantsHdifferentiallyH
bindHuOXpYHandHtZuYVHAmericankJournalkofkHumankGeneticsTH2013THgaTHYXbdUdX 11 80

85 MultipleHindependentHvariantsHatHtheHTtRTHlocusHareHassociatedHwithHtelomereHlengthHandHrisksHofH
breastHandHovarianHcancerVHNaturekGeneticsTH2013THbcTHaeYUfbTHafbeYUZ 36.3 422
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84 rriticalHresearchHgapsHandHtranslationalHprioritiesHforHtheHsuccessfulHpreventionHandHtreatmentHofH
breastHcancerVHBreastkCancerkResearchTH2013THYcTHRgZ 8.3 248

83 VeryHlowHPSpHconcentrationsHandHdeletionsHofHtheHz zaHgeneVHClinicalkChemistryTH2013THcgTHZabUbb 5.5 10

82 uunctionalHvariantsHatHtheHYYqYaHriskHlocusHforHbreastHcancerHregulateHcyclinHsYHexpressionHthroughH
longUrangeHenhancersVHAmericankJournalkofkHumankGeneticsTH2013THgZTHbfgUcXa 11 167

81 venomeUwideHassociationHstudiesHidentifyHfourHtRHnegativeUspecificHbreastHcancerHriskHlociVHNaturek
GeneticsTH2013THbcTHagZUfTHagfeYUZ 36.3 327

80 xdentificationHofHZaHnewHprostateHcancerHsusceptibilityHlociHusingHtheHirOvSHcustomHgenotypingH
arrayVHNaturekGeneticsTH2013THbcTHafcUgYTHagYeYUZ 36.3 413

79  argeUscaleHgenotypingHidentifiesHbYHnewHlociHassociatedHwithHbreastHcancerHriskVHNaturekGeneticsTH
2013THbcTHacaUdYTHadYeYUZ 36.3 813

78 venomeUwideHassociationHstudyHidentifiesHmultipleHriskHlociHforHchronicHlymphocyticHleukemiaVH
NaturekGeneticsTH2013THbcTHfdfUed 36.3 147

77 pHmetaUanalysisHofHgenomeUwideHassociationHstudiesHtoHidentifyHprostateHcancerHsusceptibilityHlociH
associatedHwithHaggressiveHandHnonUaggressiveHdiseaseVHHumankMolecularkGeneticsTH2013THZZTHbXfUYc 5.6 109

76 xdentificationHofHaHqRrpZUspecificHmodifierHlocusHatHdpZbHrelatedHtoHbreastHcancerHriskVHPLoSk
GeneticsTH2013THgTHeYXXaYea 6 90

75 tvidenceHofHgeneUenvironmentHinteractionsHbetweenHcommonHbreastHcancerHsusceptibilityHlociHandH
establishedHenvironmentalHriskHfactorsVHPLoSkGeneticsTH2013THgTHeYXXaZfb 6 112

74 rirculatingHcellUfreeHsκphHaHpotentialHbiomarkerHinHlungHcancerVHLungkCancerkManagementTH2013THZTHbXeUbZZ2.6

73 xdentificationHofHcandidateHdriverHgenesHinHcommonHfocalHchromosomalHaberrationsHofH
microsatelliteHstableHcolorectalHcancerVHPLoSkONETH2013THfTHefafcg 3.7 23

72 pssociationsHofHpTRHandHrwtzYHsingleHnucleotideHpolymorphismsHwithHbreastHcancerVHPLoSkONETH
2013THfTHedfcef 3.7 8

71 venomeUwideHassociationHanalysisHidentifiesHthreeHnewHbreastHcancerHsusceptibilityHlociVHNaturek
GeneticsTH2012THbbTHaYZUf 36.3 237

70  ackHofHassociationHbetweenHpolymorphismsHinHtheHinterleukinUYHgeneHclusterHandHfamilialH
thrombophiliaVHThrombosiskResearchTH2012THYZgTHdZgUab 8.2

69
gqaYVZUrsfdcdfdHasHaHsusceptibilityHlocusHforHestrogenHreceptorUpositiveHbreastHcancerhHevidenceH
fromHtheHqreastHrancerHpssociationHronsortiumVHCancerkEpidemiologykBiomarkerskandkPreventionTH
2012THZYTHYefaUgY

4 17

68 pHqr ZHpromoterHpolymorphismHrsZZegYYcHisHnotHassociatedHwithHqr ZHproteinHexpressionHorH
patientHsurvivalHinHbreastHcancerHpatientsVHSpringerPlusTH2012THYTHaf 8

67 pHmetaUanalysisHofHgenomeUwideHassociationHstudiesHofHbreastHcancerHidentifiesHtwoHnovelH
susceptibilityHlociHatHdqYbHandHZXqYYVHHumankMolecularkGeneticsTH2012THZYTHcaeaUfb 5.6 143

(2012-2013)
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66 qreastHcancerHriskHandHdqZZVaahHcombinedHresultsHfromHqreastHrancerHpssociationHronsortiumHandH
ronsortiumHofHxnvestigatorsHonHModifiersHofHqRrpYWZVHPLoSkONETH2012THeTHeaceXd 3.7 10

65 YYqYaHisHaHsusceptibilityHlocusHforHhormoneHreceptorHpositiveHbreastHcancerVHHumankMutationTH2012TH
aaTHYYZaUaZ 4.7 33

64 YgpYaVYHisHaHtripleUnegativeUspecificHbreastHcancerHsusceptibilityHlocusVHCancerkResearchTH2012THeZTHYegcUfXa10.1 93

63 uineUmappingHrpSPfHriskHvariantsHinHbreastHcancerVHCancerkEpidemiologykBiomarkerskandkPreventionTH
2012THZYTHYedUfY 4 19

62
rwtzZRYYXXdelrHheterozygosityHinHwomenHwithHbreastHcancerHassociatedHwithHearlyHdeathTHbreastH
cancerUspecificHdeathTHandHincreasedHriskHofHaHsecondHbreastHcancerVHJournalkofkClinicalkOncologyTH
2012THaXTHbaXfUYd

2.2 134

61 TheHroleHofHgeneticHbreastHcancerHsusceptibilityHvariantsHasHprognosticHfactorsVHHumankMoleculark
GeneticsTH2012THZYTHagZdUag 5.6 75

60 romparisonHofHdqZcHbreastHcancerHhitsHfromHpsianHandHturopeanHvenomeHWideHpssociationHStudiesH
inHtheHqreastHrancerHpssociationHronsortiumHPqrprQVHPLoSkONETH2012THeTHebZafX 3.7 49

59 pHroleHforHXRrrZHgeneHpolymorphismsHinHbreastHcancerHriskHandHsurvivalVHJournalkofkMedicalkGeneticsTH
2011THbfTHbeeUfb 5.8 42

58 ronfirmationHofHcpYZHasHaHsusceptibilityHlocusHforHprogesteroneUreceptorUpositiveTHlowerHgradeH
breastHcancerVHCancerkEpidemiologykBiomarkerskandkPreventionTH2011THZXTHZZZZUaY 4 27

57 pssociationsHofHbreastHcancerHriskHfactorsHwithHtumorHsubtypeshHaHpooledHanalysisHfromHtheHqreastH
rancerHpssociationHronsortiumHstudiesVHJournalkofkthekNationalkCancerkInstituteTH2011THYXaTHZcXUda 9.7 513

56
 owHpenetranceHbreastHcancerHsusceptibilityHlociHareHassociatedHwithHspecificHbreastHtumorH
subtypeshHfindingsHfromHtheHqreastHrancerHpssociationHronsortiumVHHumankMolecularkGeneticsTH2011
THZXTHaZfgUaXa

5.6 140

55 pHcommonHvariantHatHtheHTtRTUr PTMY HlocusHisHassociatedHwithHestrogenHreceptorUnegativeHbreastH
cancerVHNaturekGeneticsTH2011THbaTHYZYXUb 36.3 253

54 SevenHprostateHcancerHsusceptibilityHlociHidentifiedHbyHaHmultiUstageHgenomeUwideHassociationHstudyVH
NaturekGeneticsTH2011THbaTHefcUgY 36.3 243

53
pssociationsHofHcommonHvariantsHatHYpYYVZHandHYbqZbVYHPRpscY YQHwithHbreastHcancerHriskHandH
heterogeneityHbyHtumorHsubtypehHfindingsHfromHtheHqreastHrancerHpssociationHronsortiumVHHumank
MolecularkGeneticsTH2011THZXTHbdgaUeXd

5.6 66

52 eqZYUrsdgdbcfeHandHbreastHcancerHriskhHanHextendedHcaseUcontrolHstudyHbyHtheHqreastHrancerH
pssociationHronsortiumVHJournalkofkMedicalkGeneticsTH2011THbfTHdgfUeXZ 5.8 5

51 rommonHbreastHcancerHsusceptibilityHlociHareHassociatedHwithHtripleUnegativeHbreastHcancerVHCancerk
ResearchTH2011THeYTHdZbXUg 10.1 100

50
TheHcausalHrolesHofHvitaminHqPYZQHandHtranscobalaminHinHprostateHcancerhHcanHMendelianH
randomizationHanalysisHprovideHdefinitiveHanswersnVHInternationalkJournalkofkMolecularkEpidemiologyk
andkGeneticsTH2011THZTHaYdUZe

0.9 9

49 pHlocusHonHYgpYaHmodifiesHriskHofHbreastHcancerHinHqRrpYHmutationHcarriersHandHisHassociatedHwithH
hormoneHreceptorUnegativeHbreastHcancerHinHtheHgeneralHpopulationVHNaturekGeneticsTH2010THbZTHffcUgZ 36.3 276
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48
pssociationsHofHfolateTHvitaminHqYZTHhomocysteineTHandHfolateUpathwayHpolymorphismsHwithH
prostateUspecificHantigenHvelocityHinHmenHwithHlocalizedHprostateHcancerVHCancerkEpidemiologyk
BiomarkerskandkPreventionTH2010THYgTHZfaaUf

4 20

47 MissenseHvariantsHinHpTMHinHZdTYXYHbreastHcancerHcasesHandHZgTfbZHcontrolsVHCancerkEpidemiologyk
BiomarkerskandkPreventionTH2010THYgTHZYbaUcY 4 31

46
SubtypingHofHbreastHcancerHbyHimmunohistochemistryHtoHinvestigateHaHrelationshipHbetweenH
subtypeHandHshortHandHlongHtermHsurvivalhHaHcollaborativeHanalysisHofHdataHforHYXTYcgHcasesHfromHYZH
studiesVHPLoSkMedicineTH2010THeTHeYXXXZeg

11.6 616

45 pssociationHbetweenHaHgermlineHOrpZHpolymorphismHatHchromosomeHYcqYaVYHandHestrogenH
receptorUnegativeHbreastHcancerHsurvivalVHJournalkofkthekNationalkCancerkInstituteTH2010THYXZTHdcXUdZ 9.7 45

44
pssessingHinteractionsHbetweenHtheHassociationsHofHcommonHgeneticHsusceptibilityHvariantsTH
reproductiveHhistoryHandHbodyHmassHindexHwithHbreastHcancerHriskHinHtheHbreastHcancerHassociationH
consortiumhHaHcombinedHcaseUcontrolHstudyVHBreastkCancerkResearchTH2010THYZTHRYYX

8.3 74

43 pssociationsHbetweenHanHobesityHrelatedHgeneticHvariantHPuTOHrsggagdXgQHandHprostateHcancerHriskVH
PLoSkONETH2010THcTHeYabfc 3.7 46

42 pHbreastHcancerHriskHhaplotypeHinHtheHcaspaseUfHgeneVHCancerkResearchTH2009THdgTHZeZbUf 10.1 23

41 veneticHvariantsHinHXRrrZhHnewHinsightsHintoHcolorectalHcancerHtumorigenesisVHCancerkEpidemiologyk
BiomarkerskandkPreventionTH2009THYfTHZbedUfb 4 37

40 RiskHofHestrogenHreceptorUpositiveHandHUnegativeHbreastHcancerHandHsingleUnucleotideHpolymorphismH
ZqacUrsYaafeXbZVHJournalkofkthekNationalkCancerkInstituteTH2009THYXYTHYXYZUf 9.7 90

39 MetaHassociationHofHcolorectalHcancerHconfirmsHriskHallelesHatHfqZbHandHYfqZYVHCancerkEpidemiologyk
BiomarkerskandkPreventionTH2009THYfTHdYdUZY 4 66

38
veneticHvariantsHinHtheHvitaminHdHreceptorHareHassociatedHwithHadvancedHprostateHcancerHatH
diagnosishHfindingsHfromHtheHprostateHtestingHforHcancerHandHtreatmentHstudyHandHaHsystematicH
reviewVHCancerkEpidemiologykBiomarkerskandkPreventionTH2009THYfTHZfebUfY

4 60

37
pssociationHofHfolateUpathwayHgeneHpolymorphismsHwithHtheHriskHofHprostateHcancerhHaH
populationUbasedHnestedHcaseUcontrolHstudyTHsystematicHreviewTHandHmetaUanalysisVHCancerk
EpidemiologykBiomarkerskandkPreventionTH2009THYfTHZcZfUag

4 75

36 xdentificationHofHnewHgeneticHriskHfactorsHforHprostateHcancerVHAsiankJournalkofkAndrologyTH2009THYYTHbgUcc2.8 20

35 κewlyHdiscoveredHbreastHcancerHsusceptibilityHlociHonHapZbHandHYeqZaVZVHNaturekGeneticsTH2009THbYTHcfcUgX36.3 393

34 xdentificationHofHsevenHnewHprostateHcancerHsusceptibilityHlociHthroughHaHgenomeUwideHassociationH
studyVHNaturekGeneticsTH2009THbYTHYYYdUZY 36.3 360

33 uiveHpolymorphismsHandHbreastHcancerHriskhHresultsHfromHtheHqreastHrancerHpssociationHronsortiumVH
CancerkEpidemiologykBiomarkerskandkPreventionTH2009THYfTHYdYXUd 4 53

32 tvaluationHofHtheHcurrentHknowledgeHlimitationsHinHbreastHcancerHresearchhHaHgapHanalysisVHBreastk
CancerkResearchTH2008THYXTHRZd 8.3 66

31 hapronstructorhHautomaticHconstructionHandHtestingHofHhaplotypesHinHaHMonteHrarloHframeworkVH
BioinformaticsTH2008THZbTHZYXcUe 7.2 14

(2008-2010)
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30 MultipleHnovelHprostateHcancerHpredispositionHlociHconfirmedHbyHanHinternationalHstudyhHtheH
PRprTxrp HronsortiumVHCancerkEpidemiologykBiomarkerskandkPreventionTH2008THYeTHZXcZUdY 4 134

29 weterogeneityHofHbreastHcancerHassociationsHwithHfiveHsusceptibilityHlociHbyHclinicalHandHpathologicalH
characteristicsVHPLoSkGeneticsTH2008THbTHeYXXXXcb 6 280

28 ThymidineHselectivelyHenhancesHgrowthHsuppressiveHeffectsHofHcamptothecinWirinotecanHinHMSxSH
cellsHandHtumorsHcontainingHaHmutationHofHMRtYYVHClinicalkCancerkResearchTH2008THYbTHcbedUfa 12.9 39

27 TheHrpSPfHUdcZHdκHdelHpromoterHpolymorphismHandHbreastHcancerHriskhHaHmulticenterHstudyVHBreastk
CancerkResearchkandkTreatmentTH2008THYYYTHYagUbb 4.4 48

26 M wYHUgavmpHpromoterHpolymorphismHandHriskHofHmismatchHrepairHdeficientHcolorectalHcancerVH
InternationalkJournalkofkCancerTH2008THYZaTHZbcdUg 7.5 43

25 pHcommonHcodingHvariantHinHrpSPfHisHassociatedHwithHbreastHcancerHriskVHNaturekGeneticsTH2007THagTHacZUf36.3 557

24 venomeUwideHassociationHstudyHidentifiesHnovelHbreastHcancerHsusceptibilityHlociVHNatureTH2007THbbeTHYXfeUga50.4 1957

23 tndostatinHgeneHvariationHandHproteinHlevelsHinHbreastHcancerHsusceptibilityHandHseverityVHBMCk
CancerTH2007THeTHYXe 4.8 20

22 rombinationHofHpolymorphismsHfromHgenesHrelatedHtoHestrogenHmetabolismHandHriskHofHprostateH
cancershHtheHhiddenHfaceHofHestrogensVHJournalkofkClinicalkOncologyTH2007THZcTHacgdUdXZ 2.2 83

21 MitoticHdefectsHinHXRrraHvariantsHTZbYMHandHsZYaκHandHtheirHrelationHtoHcancerHsusceptibilityVH
HumankMolecularkGeneticsTH2006THYcTHYZYeUZb 5.6 36

20 RtSPOκSthHRehHpssociationHofHaHrommonHVariantHofHtheHrpSPfHveneHWithHReducedHRiskHofHqreastH
rancerVHJournalkofkthekNationalkCancerkInstituteTH2005THgeTHYXYZUYXYa 9.7 1

19 pssociationHofHaHcommonHvariantHofHtheHrpSPfHgeneHwithHreducedHriskHofHbreastHcancerVHJournalkofk
thekNationalkCancerkInstituteTH2004THgdTHYfddUg 9.7 173

18 RoleHofHtumourHnecrosisHfactorHgeneHpolymorphismsHPUaXfHandHUZafQHinHbreastHcancerHsusceptibilityH
andHseverityVHBreastkCancerkResearchTH2004THdTHRagcUbXX 8.3 59

17 pHnaturallyHoccurringHmutationHinHanHpTPUbindingHdomainHofHtheHrecombinationHrepairHgeneHXRrraH
ablatesHitsHfunctionHwithoutHcausingHcancerHsusceptibilityVHHumankMolecularkGeneticsTH2003THYZTHgYcUZa 5.6 12

16 pHpotentialHroleHforHtheHXRrrZHRYffwHpolymorphicHsiteHinHsκpUdamageHrepairHandHbreastHcancerVH
HumankMolecularkGeneticsTH2002THYYTHYbaaUf 5.6 93

15 pssociationHanalysisHofHx YpHandHx YqHvariantsHinHalopeciaHareataVHHeredityTH2001THfeTHZYcUg 3.6 18

14 TheHinterleukinHYHreceptorHantagonistHgeneHalleleHZHasHaHpredictorHofHpouchitisHfollowingHcolectomyH
andHxPppHinHulcerativeHcolitisVHGastroenterologyTH2001THYZYTHfXcUYY 13.3 111

13
StructureHandHpolymorphismHofHtheHhumanHgeneHforHtheHinterferonUinducedHpefHproteinHPHMXYHQhH
evidenceHofHassociationHwithHalopeciaHareataHinHtheHsownHsyndromeHregionVHHumankGeneticsTH2000TH
YXdTHdagUdbc

6.3 17
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12
StructureHandHpolymorphismHofHtheHhumanHgeneHforHtheHinterferonUinducedHpefHproteinHPMXYQhH
evidenceHofHassociationHwithHalopeciaHareataHinHtheHsownHsyndromeHregionVHHumankGeneticsTH2000TH
YXdTHdagUbc

6.3 49

11 pnHanalysisHofHlinkageHdisequilibriumHinHtheHinterleukinUYHgeneHclusterTHusingHaHnovelHgroupingH
methodHforHmultiallelicHmarkersVHAmericankJournalkofkHumankGeneticsTH1998THdZTHYYfXUf 11 165

10
TheHhumanHgeneHencodingHtheHinterleukinUYHreceptorHaccessoryHproteinHPx YRpPQHmapsHtoH
chromosomeHaqZfHbyHfluorescenceHinHsituHhybridizationHandHradiationHhybridHmappingVHGenomicsTH
1998THbeTHaZcUd

4.3 11

9 MolecularHcloningHofHtheHinterleukinUYHgeneHclusterhHconstructionHofHanHintegratedHYprWPprHcontigH
andHaHpartialHtranscriptionalHmapHinHtheHregionHofHchromosomeHZqYaVHGenomicsTH1997THbYTHaeXUf 4.3 39

8 xnterleukinUYHreceptorHantagonistHalleleHPx YRκRZQHassociatedHwithHnephropathyHinHdiabetesH
mellitusVHHumankGeneticsTH1996THgeTHadgUeb 6.3 135

7 xnterleukinUYHreceptorHantagonistHalleleHPx xRκRZQHassociatedHwithHnephropathyHinHdiabetesHmellitusH
1996THgeTHadg 19

6 κovelHinterleukinUYHreceptorHantagonistHexonHpolymorphismsHandHtheirHuseHinHalleleUspecificHmRκpH
assessmentH1996THgeTHeZa 11

5 UltrabithoraxHmutationsHmapHtoHdistantHsitesHwithinHtheHbithoraxHcomplexHofHsrosophilaVHNatureTH
1984THaXgTHdacUdae 50.4 13

4 rommonHvariantsHinHbreastHcancerHriskHlociHpredisposeHtoHdistinctHtumorHsubtypes 1

3 uineUmappingHofHYcXHbreastHcancerHriskHregionsHidentifiesHYefHhighHconfidenceHtargetHgenes 2

2 venomeUwideHassociationHstudyHidentifiesHaZHnovelHbreastHcancerHsusceptibilityHlociHfromHoverallH
andHsubtypeUspecificHanalyses 2

1 venomicHanalysesHforHageHatHmenarcheHidentifyHafgHindependentHsignalsHandHindicateH
qMxUindependentHeffectsHofHpubertyHtimingHonHcancerHsusceptibility 1
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