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n Paper IF Citations

209 venomeUwideHassociationHstudyHidentifiesHnovelHbreastHcancerHsusceptibilityHlociVHNatureTH2007THbbeTHYXfeUga50.4 1957

208  argeUscaleHgenotypingHidentifiesHbYHnewHlociHassociatedHwithHbreastHcancerHriskVHNaturekGeneticsTH
2013THbcTHacaUdYTHadYeYUZ 36.3 813

207 pssociationHanalysisHidentifiesHdcHnewHbreastHcancerHriskHlociVHNatureTH2017THccYTHgZUgb 50.4 643

206
SubtypingHofHbreastHcancerHbyHimmunohistochemistryHtoHinvestigateHaHrelationshipHbetweenH
subtypeHandHshortHandHlongHtermHsurvivalhHaHcollaborativeHanalysisHofHdataHforHYXTYcgHcasesHfromHYZH
studiesVHPLoSkMedicineTH2010THeTHeYXXXZeg

11.6 616

205 pHcommonHcodingHvariantHinHrpSPfHisHassociatedHwithHbreastHcancerHriskVHNaturekGeneticsTH2007THagTHacZUf36.3 557

204 pssociationsHofHbreastHcancerHriskHfactorsHwithHtumorHsubtypeshHaHpooledHanalysisHfromHtheHqreastH
rancerHpssociationHronsortiumHstudiesVHJournalkofkthekNationalkCancerkInstituteTH2011THYXaTHZcXUda 9.7 513

203 xnheritedHmutationsHinHYeHbreastHcancerHsusceptibilityHgenesHamongHaHlargeHtripleUnegativeHbreastH
cancerHcohortHunselectedHforHfamilyHhistoryHofHbreastHcancerVHJournalkofkClinicalkOncologyTH2015THaaTHaXbUYY2.2 435

202 MultipleHindependentHvariantsHatHtheHTtRTHlocusHareHassociatedHwithHtelomereHlengthHandHrisksHofH
breastHandHovarianHcancerVHNaturekGeneticsTH2013THbcTHaeYUfbTHafbeYUZ 36.3 422

201 xdentificationHofHZaHnewHprostateHcancerHsusceptibilityHlociHusingHtheHirOvSHcustomHgenotypingH
arrayVHNaturekGeneticsTH2013THbcTHafcUgYTHagYeYUZ 36.3 413

200 venomeUwideHassociationHanalysisHofHmoreHthanHYZXTXXXHindividualsHidentifiesHYcHnewHsusceptibilityH
lociHforHbreastHcancerVHNaturekGeneticsTH2015THbeTHaeaUfX 36.3 406

199 ParentUofUoriginUspecificHallelicHassociationsHamongHYXdHgenomicHlociHforHageHatHmenarcheVHNatureTH
2014THcYbTHgZUge 50.4 401

198 κewlyHdiscoveredHbreastHcancerHsusceptibilityHlociHonHapZbHandHYeqZaVZVHNaturekGeneticsTH2009THbYTHcfcUgX36.3 393

197 PolygenicHRiskHScoresHforHPredictionHofHqreastHrancerHandHqreastHrancerHSubtypesVHAmericank
JournalkofkHumankGeneticsTH2019THYXbTHZYUab 11 363

196 xdentificationHofHsevenHnewHprostateHcancerHsusceptibilityHlociHthroughHaHgenomeUwideHassociationH
studyVHNaturekGeneticsTH2009THbYTHYYYdUZY 36.3 360

195 venomeUwideHassociationHstudiesHidentifyHfourHtRHnegativeUspecificHbreastHcancerHriskHlociVHNaturek
GeneticsTH2013THbcTHagZUfTHagfeYUZ 36.3 327

194 PredictionHofHbreastHcancerHriskHbasedHonHprofilingHwithHcommonHgeneticHvariantsVHJournalkofkthek
NationalkCancerkInstituteTH2015THYXeTH 9.7 324

193 weterogeneityHofHbreastHcancerHassociationsHwithHfiveHsusceptibilityHlociHbyHclinicalHandHpathologicalH
characteristicsVHPLoSkGeneticsTH2008THbTHeYXXXXcb 6 280
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192 pHlocusHonHYgpYaHmodifiesHriskHofHbreastHcancerHinHqRrpYHmutationHcarriersHandHisHassociatedHwithH
hormoneHreceptorUnegativeHbreastHcancerHinHtheHgeneralHpopulationVHNaturekGeneticsTH2010THbZTHffcUgZ 36.3 276

191 venomicHanalysesHidentifyHhundredsHofHvariantsHassociatedHwithHageHatHmenarcheHandHsupportHaHroleH
forHpubertyHtimingHinHcancerHriskVHNaturekGeneticsTH2017THbgTHfabUfbY 36.3 257

190 pHcommonHvariantHatHtheHTtRTUr PTMY HlocusHisHassociatedHwithHestrogenHreceptorUnegativeHbreastH
cancerVHNaturekGeneticsTH2011THbaTHYZYXUb 36.3 253

189 rriticalHresearchHgapsHandHtranslationalHprioritiesHforHtheHsuccessfulHpreventionHandHtreatmentHofH
breastHcancerVHBreastkCancerkResearchTH2013THYcTHRgZ 8.3 248

188  argeUscaleHassociationHanalysisHidentifiesHnewHlungHcancerHsusceptibilityHlociHandHheterogeneityHinH
geneticHsusceptibilityHacrossHhistologicalHsubtypesVHNaturekGeneticsTH2017THbgTHYYZdUYYaZ 36.3 246

187 SevenHprostateHcancerHsusceptibilityHlociHidentifiedHbyHaHmultiUstageHgenomeUwideHassociationHstudyVH
NaturekGeneticsTH2011THbaTHefcUgY 36.3 243

186 venomeUwideHassociationHanalysisHidentifiesHthreeHnewHbreastHcancerHsusceptibilityHlociVHNaturek
GeneticsTH2012THbbTHaYZUf 36.3 237

185  argeUscaleHgenomicHanalysesHlinkHreproductiveHagingHtoHhypothalamicHsignalingTHbreastHcancerH
susceptibilityHandHqRrpYUmediatedHsκpHrepairVHNaturekGeneticsTH2015THbeTHYZgbUYaXa 36.3 226

184 xdentificationHofHtenHvariantsHassociatedHwithHriskHofHestrogenUreceptorUnegativeHbreastHcancerVH
NaturekGeneticsTH2017THbgTHYedeUYeef 36.3 186

183 pssociationHofHaHcommonHvariantHofHtheHrpSPfHgeneHwithHreducedHriskHofHbreastHcancerVHJournalkofk
thekNationalkCancerkInstituteTH2004THgdTHYfddUg 9.7 173

182 uunctionalHvariantsHatHtheHYYqYaHriskHlocusHforHbreastHcancerHregulateHcyclinHsYHexpressionHthroughH
longUrangeHenhancersVHAmericankJournalkofkHumankGeneticsTH2013THgZTHbfgUcXa 11 167

181 pnHanalysisHofHlinkageHdisequilibriumHinHtheHinterleukinUYHgeneHclusterTHusingHaHnovelHgroupingH
methodHforHmultiallelicHmarkersVHAmericankJournalkofkHumankGeneticsTH1998THdZTHYYfXUf 11 165

180 venomeUwideHassociationHstudyHidentifiesHmultipleHriskHlociHforHchronicHlymphocyticHleukemiaVH
NaturekGeneticsTH2013THbcTHfdfUed 36.3 147

179 TripleUκegativeHqreastHrancerHRiskHvenesHxdentifiedHbyHMultigeneHwereditaryHrancerHPanelHTestingVH
JournalkofkthekNationalkCancerkInstituteTH2018THYYXTHfccUfdZ 9.7 145

178 pHmetaUanalysisHofHgenomeUwideHassociationHstudiesHofHbreastHcancerHidentifiesHtwoHnovelH
susceptibilityHlociHatHdqYbHandHZXqYYVHHumankMolecularkGeneticsTH2012THZYTHcaeaUfb 5.6 143

177
 owHpenetranceHbreastHcancerHsusceptibilityHlociHareHassociatedHwithHspecificHbreastHtumorH
subtypeshHfindingsHfromHtheHqreastHrancerHpssociationHronsortiumVHHumankMolecularkGeneticsTH2011
THZXTHaZfgUaXa

5.6 140

176 rontemporaryHOccupationalHrarcinogenHtxposureHandHqladderHrancerhHpHSystematicHReviewHandH
MetaUanalysisVHJAMAkOncologyTH2015THYTHYZfZUgX 13.4 135

175 xnterleukinUYHreceptorHantagonistHalleleHPx YRκRZQHassociatedHwithHnephropathyHinHdiabetesH
mellitusVHHumankGeneticsTH1996THgeTHadgUeb 6.3 135
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174
rwtzZRYYXXdelrHheterozygosityHinHwomenHwithHbreastHcancerHassociatedHwithHearlyHdeathTHbreastH
cancerUspecificHdeathTHandHincreasedHriskHofHaHsecondHbreastHcancerVHJournalkofkClinicalkOncologyTH
2012THaXTHbaXfUYd

2.2 134

173 MultipleHnovelHprostateHcancerHpredispositionHlociHconfirmedHbyHanHinternationalHstudyhHtheH
PRprTxrp HronsortiumVHCancerkEpidemiologykBiomarkerskandkPreventionTH2008THYeTHZXcZUdY 4 134

172 venomeUwideHassociationHstudyHidentifiesHZcHknownHbreastHcancerHsusceptibilityHlociHasHriskHfactorsH
forHtripleUnegativeHbreastHcancerVHCarcinogenesisTH2014THacTHYXYZUg 4.6 121

171 Pp qZTHrwtzZHandHpTMHrareHvariantsHandHcancerHriskhHdataHfromHrOvSVHJournalkofkMedicalkGeneticsTH
2016THcaTHfXXUfYY 5.8 121

170 tvidenceHofHgeneUenvironmentHinteractionsHbetweenHcommonHbreastHcancerHsusceptibilityHlociHandH
establishedHenvironmentalHriskHfactorsVHPLoSkGeneticsTH2013THgTHeYXXaZfb 6 112

169 TheHinterleukinHYHreceptorHantagonistHgeneHalleleHZHasHaHpredictorHofHpouchitisHfollowingHcolectomyH
andHxPppHinHulcerativeHcolitisVHGastroenterologyTH2001THYZYTHfXcUYY 13.3 111

168 pHmetaUanalysisHofHgenomeUwideHassociationHstudiesHtoHidentifyHprostateHcancerHsusceptibilityHlociH
associatedHwithHaggressiveHandHnonUaggressiveHdiseaseVHHumankMolecularkGeneticsTH2013THZZTHbXfUYc 5.6 109

167 pgeUHandHTumorHSubtypeUSpecificHqreastHrancerHRiskHtstimatesHforHrwtzZRYYXXdelrHrarriersVH
JournalkofkClinicalkOncologyTH2016THabTHZecXUdX 2.2 107

166 venomeUWideHMetaUpnalysesHofHqreastTHOvarianTHandHProstateHrancerHpssociationHStudiesHxdentifyH
MultipleHκewHSusceptibilityH ociHSharedHbyHatH eastHTwoHrancerHTypesVHCancerkDiscoveryTH2016THdTHYXcZUde24.4 104

165 pHtranscriptomeUwideHassociationHstudyHofHZZgTXXXHwomenHidentifiesHnewHcandidateHsusceptibilityH
genesHforHbreastHcancerVHNaturekGeneticsTH2018THcXTHgdfUgef 36.3 101

164 rommonHbreastHcancerHsusceptibilityHlociHareHassociatedHwithHtripleUnegativeHbreastHcancerVHCancerk
ResearchTH2011THeYTHdZbXUg 10.1 100

163 qreastHcancerHriskHvariantsHatHdqZcHdisplayHdifferentHphenotypeHassociationsHandHregulateHtSRYTH
RMκsYHandHrrsrYeXVHNaturekGeneticsTH2016THbfTHaebUfd 36.3 93

162 YgpYaVYHisHaHtripleUnegativeUspecificHbreastHcancerHsusceptibilityHlocusVHCancerkResearchTH2012THeZTHYegcUfXa10.1 93

161 pHpotentialHroleHforHtheHXRrrZHRYffwHpolymorphicHsiteHinHsκpUdamageHrepairHandHbreastHcancerVH
HumankMolecularkGeneticsTH2002THYYTHYbaaUf 5.6 93

160 xdentificationHofHaHqRrpZUspecificHmodifierHlocusHatHdpZbHrelatedHtoHbreastHcancerHriskVHPLoSk
GeneticsTH2013THgTHeYXXaYea 6 90

159 RiskHofHestrogenHreceptorUpositiveHandHUnegativeHbreastHcancerHandHsingleUnucleotideHpolymorphismH
ZqacUrsYaafeXbZVHJournalkofkthekNationalkCancerkInstituteTH2009THYXYTHYXYZUf 9.7 90

158 tvidenceHthatHbreastHcancerHriskHatHtheHZqacHlocusHisHmediatedHthroughHxvuqPcHregulationVHNaturek
CommunicationsTH2014THbTHbggg 17.4 87

157 κoHevidenceHthatHproteinHtruncatingHvariantsHinHqRxPYHareHassociatedHwithHbreastHcancerHriskhH
implicationsHforHgeneHpanelHtestingVHJournalkofkMedicalkGeneticsTH2016THcaTHZgfUaXg 5.8 83
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156 rombinationHofHpolymorphismsHfromHgenesHrelatedHtoHestrogenHmetabolismHandHriskHofHprostateH
cancershHtheHhiddenHfaceHofHestrogensVHJournalkofkClinicalkOncologyTH2007THZcTHacgdUdXZ 2.2 83

155
RefinedHhistopathologicalHpredictorsHofHqRrpYHandHqRrpZHmutationHstatushHaHlargeUscaleHanalysisHofH
breastHcancerHcharacteristicsHfromHtheHqrprTHrxMqpTHandHtκxvMpHconsortiaVHBreastkCancerkResearch
TH2014THYdTHabYg

8.3 82

154 uineUscaleHmappingHofHtheHuvuRZHbreastHcancerHriskHlocushHputativeHfunctionalHvariantsHdifferentiallyH
bindHuOXpYHandHtZuYVHAmericankJournalkofkHumankGeneticsTH2013THgaTHYXbdUdX 11 80

153 veneticallyHPredictedHqodyHMassHxndexHandHqreastHrancerHRiskhHMendelianHRandomizationHpnalysesH
ofHsataHfromHYbcTXXXHWomenHofHturopeanHsescentVHPLoSkMedicineTH2016THYaTHeYXXZYXc 11.6 80

152 venomeUwideHassociationHstudyHidentifiesHaZHnovelHbreastHcancerHsusceptibilityHlociHfromHoverallH
andHsubtypeUspecificHanalysesVHNaturekGeneticsTH2020THcZTHceZUcfY 36.3 76

151
pssociationHofHfolateUpathwayHgeneHpolymorphismsHwithHtheHriskHofHprostateHcancerhHaH
populationUbasedHnestedHcaseUcontrolHstudyTHsystematicHreviewTHandHmetaUanalysisVHCancerk
EpidemiologykBiomarkerskandkPreventionTH2009THYfTHZcZfUag

4 75

150 TheHroleHofHgeneticHbreastHcancerHsusceptibilityHvariantsHasHprognosticHfactorsVHHumankMoleculark
GeneticsTH2012THZYTHagZdUag 5.6 75

149 weightHandHqreastHrancerHRiskhHtvidenceHuromHProspectiveHStudiesHandHMendelianHRandomizationVH
JournalkofkthekNationalkCancerkInstituteTH2015THYXeTH 9.7 74

148
pssessingHinteractionsHbetweenHtheHassociationsHofHcommonHgeneticHsusceptibilityHvariantsTH
reproductiveHhistoryHandHbodyHmassHindexHwithHbreastHcancerHriskHinHtheHbreastHcancerHassociationH
consortiumhHaHcombinedHcaseUcontrolHstudyVHBreastkCancerkResearchTH2010THYZTHRYYX

8.3 74

147 MetaUanalysisHofHgenomeUwideHassociationHstudiesHdiscoversHmultipleHlociHforHchronicHlymphocyticH
leukemiaVHNaturekCommunicationsTH2016THeTHYXgaa 17.4 70

146 xdentificationHofHnineHnewHsusceptibilityHlociHforHendometrialHcancerVHNaturekCommunicationsTH2018TH
gTHaYdd 17.4 70

145 MetaHassociationHofHcolorectalHcancerHconfirmsHriskHallelesHatHfqZbHandHYfqZYVHCancerkEpidemiologyk
BiomarkerskandkPreventionTH2009THYfTHdYdUZY 4 66

144
pssociationsHofHcommonHvariantsHatHYpYYVZHandHYbqZbVYHPRpscY YQHwithHbreastHcancerHriskHandH
heterogeneityHbyHtumorHsubtypehHfindingsHfromHtheHqreastHrancerHpssociationHronsortiumVHHumank
MolecularkGeneticsTH2011THZXTHbdgaUeXd

5.6 66

143 tvaluationHofHtheHcurrentHknowledgeHlimitationsHinHbreastHcancerHresearchhHaHgapHanalysisVHBreastk
CancerkResearchTH2008THYXTHRZd 8.3 66

142 qRrpZHPolymorphicHStopHrodonHzaaZdXHandHtheHRiskHofHqreastTHProstateTHandHOvarianHrancersVH
JournalkofkthekNationalkCancerkInstituteTH2016THYXfTH 9.7 65

141 xdentificationHofHfourHnovelHsusceptibilityHlociHforHoestrogenHreceptorHnegativeHbreastHcancerVHNaturek
CommunicationsTH2016THeTHYYaec 17.4 64

140
veneticHvariantsHinHtheHvitaminHdHreceptorHareHassociatedHwithHadvancedHprostateHcancerHatH
diagnosishHfindingsHfromHtheHprostateHtestingHforHcancerHandHtreatmentHstudyHandHaHsystematicH
reviewVHCancerkEpidemiologykBiomarkerskandkPreventionTH2009THYfTHZfebUfY

4 60

139 uineUscaleHmappingHofHtheHcqYYVZHbreastHcancerHlocusHrevealsHatHleastHthreeHindependentHriskH
variantsHregulatingHMpPazYVHAmericankJournalkofkHumankGeneticsTH2015THgdTHcUZX 11 59

(2015-2007)

5



138 RoleHofHtumourHnecrosisHfactorHgeneHpolymorphismsHPUaXfHandHUZafQHinHbreastHcancerHsusceptibilityH
andHseverityVHBreastkCancerkResearchTH2004THdTHRagcUbXX 8.3 59

137 uineUmappingHofHYcXHbreastHcancerHriskHregionsHidentifiesHYgYHlikelyHtargetHgenesVHNaturekGeneticsTH
2020THcZTHcdUea 36.3 56

136 uiveHendometrialHcancerHriskHlociHidentifiedHthroughHgenomeUwideHassociationHanalysisVHNaturek
GeneticsTH2016THbfTHddeUdeb 36.3 56

135 yointHassociationsHofHaHpolygenicHriskHscoreHandHenvironmentalHriskHfactorsHforHbreastHcancerHinHtheH
qreastHrancerHpssociationHronsortiumVHInternationalkJournalkofkEpidemiologyTH2018THbeTHcZdUcad 7.8 53

134 uunctionalHmechanismsHunderlyingHpleiotropicHriskHallelesHatHtheHYgpYaVYHbreastUovarianHcancerH
susceptibilityHlocusVHNaturekCommunicationsTH2016THeTHYZdec 17.4 53

133 uiveHpolymorphismsHandHbreastHcancerHriskhHresultsHfromHtheHqreastHrancerHpssociationHronsortiumVH
CancerkEpidemiologykBiomarkerskandkPreventionTH2009THYfTHYdYXUd 4 53

132 pssociationsHofHobesityHandHcirculatingHinsulinHandHglucoseHwithHbreastHcancerHriskhHaHMendelianH
randomizationHanalysisVHInternationalkJournalkofkEpidemiologyTH2019THbfTHegcUfXd 7.8 52

131 veneticHmodifiersHofHrwtzZRYYXXdelrUassociatedHbreastHcancerHriskVHGeneticskinkMedicineTH2017THYgTHcggUdXa8.1 51

130 wypomorphicHMissenseHVariantsHronferHModerateHRisksHofHqreastHrancerVHCancerkResearchTH2017TH
eeTHZefgUZegg 10.1 49

129
StructureHandHpolymorphismHofHtheHhumanHgeneHforHtheHinterferonUinducedHpefHproteinHPMXYQhH
evidenceHofHassociationHwithHalopeciaHareataHinHtheHsownHsyndromeHregionVHHumankGeneticsTH2000TH
YXdTHdagUbc

6.3 49

128 romparisonHofHdqZcHbreastHcancerHhitsHfromHpsianHandHturopeanHvenomeHWideHpssociationHStudiesH
inHtheHqreastHrancerHpssociationHronsortiumHPqrprQVHPLoSkONETH2012THeTHebZafX 3.7 49

127 rommonHnonUsynonymousHSκPsHassociatedHwithHbreastHcancerHsusceptibilityhHfindingsHfromHtheH
qreastHrancerHpssociationHronsortiumVHHumankMolecularkGeneticsTH2014THZaTHdXgdUYYY 5.6 48

126 TheHrpSPfHUdcZHdκHdelHpromoterHpolymorphismHandHbreastHcancerHriskhHaHmulticenterHstudyVHBreastk
CancerkResearchkandkTreatmentTH2008THYYYTHYagUbb 4.4 48

125 venomeUwideHassociationHandHtranscriptomeHstudiesHidentifyHtargetHgenesHandHriskHlociHforHbreastH
cancerVHNaturekCommunicationsTH2019THYXTHYebY 17.4 47

124 RiskHpnalysisHofHProstateHrancerHinHPRprTxrp THaHMultinationalHronsortiumTHUsingHZcHznownH
ProstateHrancerHSusceptibilityH ociVHCancerkEpidemiologykBiomarkerskandkPreventionTH2015THZbTHYYZYUg 4 46

123 uineUmappingHofHtheHwκuYqHmulticancerHlocusHidentifiesHcandidateHvariantsHthatHmediateH
endometrialHcancerHriskVHHumankMolecularkGeneticsTH2015THZbTHYbefUgZ 5.6 46

122 pssociationsHbetweenHanHobesityHrelatedHgeneticHvariantHPuTOHrsggagdXgQHandHprostateHcancerHriskVH
PLoSkONETH2010THcTHeYabfc 3.7 46

121 SharedHheritabilityHandHfunctionalHenrichmentHacrossHsixHsolidHcancersVHNaturekCommunicationsTH2019
THYXTHbaY 17.4 45
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120 pssociationHbetweenHaHgermlineHOrpZHpolymorphismHatHchromosomeHYcqYaVYHandHestrogenH
receptorUnegativeHbreastHcancerHsurvivalVHJournalkofkthekNationalkCancerkInstituteTH2010THYXZTHdcXUdZ 9.7 45

119 rrowdsourcingHtheHveneralHPublicHforH argeHScaleHMolecularHPathologyHStudiesHinHrancerVH
EBioMedicineTH2015THZTHdfYUg 8.8 44

118 M wYHUgavmpHpromoterHpolymorphismHandHriskHofHmismatchHrepairHdeficientHcolorectalHcancerVH
InternationalkJournalkofkCancerTH2008THYZaTHZbcdUg 7.5 43

117
tvidenceHthatHtheHcpYZHVariantHrsYXgbYdegHronfersHSusceptibilityHtoHtstrogenUReceptorUPositiveH
qreastHrancerHthroughHuvuYXHandHMRPSaXHRegulationVHAmericankJournalkofkHumankGeneticsTH2016TH
ggTHgXaUgYY

11 43

116
veneticHRiskHScoreHMendelianHRandomizationHShowsHthatHObesityHMeasuredHasHqodyHMassHxndexTH
butHnotHWaisthwipHRatioTHxsHrausalHforHtndometrialHrancerVHCancerkEpidemiologykBiomarkerskandk
PreventionTH2016THZcTHYcXaUYcYX

4 42

115 pHroleHforHXRrrZHgeneHpolymorphismsHinHbreastHcancerHriskHandHsurvivalVHJournalkofkMedicalkGeneticsTH
2011THbfTHbeeUfb 5.8 42

114 rYPYgpYHfineUmappingHandHMendelianHrandomizationhHestradiolHisHcausalHforHendometrialHcancerVH
Endocrine-RelatedkCancerTH2016THZaTHeeUgY 5.7 41

113 veneticHoverlapHbetweenHendometriosisHandHendometrialHcancerhHevidenceHfromHcrossUdiseaseH
geneticHcorrelationHandHvWpSHmetaUanalysesVHCancerkMedicineTH2018THeTHYgefUYgfe 4.8 40

112 MolecularHcloningHofHtheHinterleukinUYHgeneHclusterhHconstructionHofHanHintegratedHYprWPprHcontigH
andHaHpartialHtranscriptionalHmapHinHtheHregionHofHchromosomeHZqYaVHGenomicsTH1997THbYTHaeXUf 4.3 39

111 ThymidineHselectivelyHenhancesHgrowthHsuppressiveHeffectsHofHcamptothecinWirinotecanHinHMSxSH
cellsHandHtumorsHcontainingHaHmutationHofHMRtYYVHClinicalkCancerkResearchTH2008THYbTHcbedUfa 12.9 39

110 xdentificationHofHnovelHgeneticHmarkersHofHbreastHcancerHsurvivalVHJournalkofkthekNationalkCancerk
InstituteTH2015THYXeTH 9.7 38

109 veneticHpredispositionHtoHinHsituHandHinvasiveHlobularHcarcinomaHofHtheHbreastVHPLoSkGeneticsTH2014TH
YXTHeYXXbZfc 6 38

108 MicroRκpHrelatedHpolymorphismsHandHbreastHcancerHriskVHPLoSkONETH2014THgTHeYXggea 3.7 37

107 veneticHvariantsHinHXRrrZhHnewHinsightsHintoHcolorectalHcancerHtumorigenesisVHCancerkEpidemiologyk
BiomarkerskandkPreventionTH2009THYfTHZbedUfb 4 37

106 uineUmappingHidentifiesHtwoHadditionalHbreastHcancerHsusceptibilityHlociHatHgqaYVZVHHumankMoleculark
GeneticsTH2015THZbTHZgddUfb 5.6 36

105 MitoticHdefectsHinHXRrraHvariantsHTZbYMHandHsZYaκHandHtheirHrelationHtoHcancerHsusceptibilityVH
HumankMolecularkGeneticsTH2006THYcTHYZYeUZb 5.6 36

104 xdentificationHandHcharacterizationHofHnovelHassociationsHinHtheHrpSPfWp SZrRYZHregionHonH
chromosomeHZHwithHbreastHcancerHriskVHHumankMolecularkGeneticsTH2015THZbTHZfcUgf 5.6 35

103 sκpHmismatchHrepairHgeneHMSwdHimplicatedHinHdeterminingHageHatHnaturalHmenopauseVHHumank
MolecularkGeneticsTH2014THZaTHZbgXUe 5.6 35

(2014-2010)
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102 YYqYaHisHaHsusceptibilityHlocusHforHhormoneHreceptorHpositiveHbreastHcancerVHHumankMutationTH2012TH
aaTHYYZaUaZ 4.7 33

101 MissenseHvariantsHinHpTMHinHZdTYXYHbreastHcancerHcasesHandHZgTfbZHcontrolsVHCancerkEpidemiologyk
BiomarkerskandkPreventionTH2010THYgTHZYbaUcY 4 31

100 veneticHpredispositionHtoHductalHcarcinomaHinHsituHofHtheHbreastVHBreastkCancerkResearchTH2016THYfTHZZ 8.3 31

99 randidateHlocusHanalysisHofHtheHTtRTUr PTMY HcancerHriskHregionHonHchromosomeHcpYcHidentifiesH
multipleHindependentHvariantsHassociatedHwithHendometrialHcancerHriskVHHumankGeneticsTH2015THYabTHZaYUbc6.3 30

98  ungHcancerHandHchronicHobstructiveHpulmonaryHdiseasehHuromHaHclinicalHperspectiveVHOncotargetTH
2017THfTHYfcYaUYfcZb 3.3 29

97 xdentificationHofHsusceptibilityHpathwaysHforHtheHroleHofHchromosomeHYcqZcVYHinHmodifyingHlungH
cancerHriskVHNaturekCommunicationsTH2018THgTHaZZY 17.4 29

96 venomeUwideHassociationHstudyHofHgermlineHvariantsHandHbreastHcancerUspecificHmortalityVHBritishk
JournalkofkCancerTH2019THYZXTHdbeUdce 8.7 28

95
pHlargeUscaleHassessmentHofHtwoUwayHSκPHinteractionsHinHbreastHcancerHsusceptibilityHusingHbdTbcXH
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