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Communications, 2019, 10, 4403. :

Engineered SUMO/protease system identifies Pdr6 as a bidirectional nuclear transport receptor.
Journal of Cell Biology, 2019, 218, 2006-2020.
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Spatial structure of disordered proteins dictates conductance and selectivity in nuclear pore
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Surface Properties Determining Passage Rates of Proteins through Nuclear Pores. Cell, 2018, 174, 5
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Biomimetic Nanopores for Studying Yeast Nuclear Pore Transport. Biophysical Journal, 2016, 110, 335a.

A physical model describing the interaction of nuclear transport receptors with FG nucleoporin 6.0 69
domain assemblies. ELife, 2016, 5, . :
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tag-cleaving proteases. Journal of Chromatography A, 2014, 1337, 106-115. 3.7 51

A new set of highly efficient, tag-cleaving proteases for purifying recombinant proteins. Journal of
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The Supramolecular Assembly of Intrinsically Disordered Nucleoporin Domains is Tuned by Inter-Chain
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Cohesiveness tunes assembly and morphology of FG nucleoporin domain meshworks &€* Implications
for nuclear pore permeability. Biophysical Journal, 2013, 105, 1860-1870.
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Systematic analysis of barrier-forming FG hydrogels from Xenopus nuclear pore complexes. EMBO
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Viscoelasticity of Thin Biomolecular Films: A Case Study on Nucleoporin Phenylalanine-Glycine 5.4 86
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Structural Characterization of Nanoscale Meshworks within a Nucleoporin FG Hydrogel.
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