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68 MultidomicsNanalysesNofNtheNulcerativeNcolitisNgutNmicrobiomeNlinkNzacteroidesNvulgatusNproteasesN
withNdiseaseNseverityeeNNatureoMicrobiologycN2022cN 26.6 13

67 CombinedNeffectsNofNhostNgeneticsNandNdietNonNhumanNgutNmicrobiotaNandNincidentNdiseaseNinNaN
singleNpopulationNcohorteeNNatureoGeneticscN2022cNlkcNhjkdhki 36.3 18

66 EarlyNpredictionNofNincidentNliverNdiseaseNusingNconventionalNriskNfactorsNandN
gutdmicrobiomedaugmentedNgradientNboostingeeNCelloMetabolismcN2022cN 24.6 2

65 PhylogenydywareNynalysisNofNMetagenomeNCommunityNEcologyNzasedNonNMatchedNReferenceN
GenomesNwhileNzypassingNTaxonomyeeNMSystemscN2022cNegghmnii 7.6 3

64 CompositionallyNywareNPhylogeneticNzetadDiversityNMeasuresNzetterNResolveNMicrobiomesN
yssociatedNwithNPhenotypeeeNMSystemscN2022cNeggglgii 7.6 0

63 UniformNManifoldNypproximationNandNProjectionNVUMyPYNRevealsNCompositeNPatternsNandNResolvesN
VisualizationNyrtifactsNinNMicrobiomeNDataeNMSystemscN2021cNmcNeggmphih 7.6 4

62 EMPressNEnablesNTreedGuidedcNInteractivecNandNExploratoryNynalysesNofNMultidomicNDataNSetseN
MSystemscN2021cNmcN 7.6 14

61 ChallengesNinNbenchmarkingNmetagenomicNprofilerseNNatureoMethodscN2021cNhocNmhodmim 21.6 15

60
CandidateNprobioticNLactiplantibacillusNplantarumNHNUgoiNrapidlyNandNconvergentlyNevolvesNwithinN
humancNmicecNandNzebrafishNgutNbutNdifferentiallyNinfluencesNtheNresidentNmicrobiomeeNMicrobiomecN
2021cNpcNhlh

16.6 5

59 ExperiencesNandNlessonsNlearnedNfromNtwoNvirtualcNhandsdonNmicrobiomeNbioinformaticsNworkshopseN
PLoSoComputationaloBiologycN2021cNhncNehggpglm 5 0

58 CompositionalNandNgeneticNalterationsNinNGravesUNdiseaseNgutNmicrobiomeNrevealNspecificNdiagnosticN
biomarkerseNISMEoJournalcN2021cNhlcNjjppdjkhh 11.9 7

57 SyRSdCoVdiNdetectionNstatusNassociatesNwithNbacterialNcommunityNcompositionNinNpatientsNandNtheN
hospitalNenvironmenteNMicrobiomecN2021cNpcNhji 16.6 15

56 GastrointestinalNSurgeryNforNInflammatoryNzowelNDiseaseNPersistentlyNLowersNMicrobiomeNandN
MetabolomeNDiversityeNInflammatoryoBoweloDiseasescN2021cNincNmgjdmhm 4.5 8

55 ChemicallyNinformedNanalysesNofNmetabolomicsNmassNspectrometryNdataNwithNQemistreeeNNatureo
ChemicaloBiologycN2021cNhncNhkmdhlh 11.7 29

54 GutNmicrobiomeNinNSchizophreniarNylteredNfunctionalNpathwaysNrelatedNtoNimmuneNmodulationNandN
atheroscleroticNriskeNBrain,oBehavior,oandoImmunitycN2021cNphcNikldilm 16.6 17

53 ContextdawareNdimensionalityNreductionNdeconvolutesNgutNmicrobialNcommunityNdynamicseNNatureo
BiotechnologycN2021cNjpcNhmldhmo 44.5 23

52 ReplyNtorNExaminingNmicrobedmetaboliteNcorrelationsNbyNlinearNmethodseNNatureoMethodscN2021cNhocNkgdkh21.6 2
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51 EfficientNcomputationNofNFaithUsNphylogeneticNdiversityNwithNapplicationsNinNcharacterizingN
microbiomeseNGenomeoResearchcN2021cNjhcNihjhdihjn 9.7 3

50 LinksNbetweenNgutNmicrobiomeNcompositionNandNfattyNliverNdiseaseNinNaNlargeNpopulationNsampleeN
GutoMicrobescN2021cNhjcNhdii 8.8 12

49 HighdResolutionNLongitudinalNDynamicsNofNtheNCysticNFibrosisNSputumNMicrobiomeNandNMetabolomeN
throughNyntibioticNTherapyeNMSystemscN2020cNlcN 7.6 24

48 HumanNSkincNOralcNandNGutNMicrobiomesNPredictNChronologicalNygeeNMSystemscN2020cNlcN 7.6 33

47 SciPyNhegrNfundamentalNalgorithmsNforNscientificNcomputingNinNPythoneNNatureoMethodscN2020cNhncNimhdini21.6 6244

46 QIIMENiNEnablesNComprehensiveNEnddtodEndNynalysisNofNDiverseNMicrobiomeNDataNandNComparativeN
StudiesNwithNPubliclyNyvailableNDataeNCurrentoProtocolsoinoBioinformaticscN2020cNngcNehgg 24.2 63

45 MicrobialNcontextNpredictsNSyRSdCoVdiNprevalenceNinNpatientsNandNtheNhospitalNbuiltNenvironmentN
2020cN 10

44 MolecularNandNMicrobialNMicroenvironmentsNinNChronicallyNDiseasedNLungsNyssociatedNwithNCysticN
FibrosiseNMSystemscN2019cNkcN 7.6 15

43 SuppressionNofNtheNgutNmicrobiomeNamelioratesNagedrelatedNarterialNdysfunctionNandNoxidativeN
stressNinNmiceeNJournaloofoPhysiologycN2019cNlpncNijmhdijno 3.9 64

42 MultidomicsNofNtheNgutNmicrobialNecosystemNinNinflammatoryNbowelNdiseaseseNNaturecN2019cNlmpcNmlldmmi 50.4 761

41 EvaluatingNMetagenomicNPredictionNofNtheNMetaproteomeNinNaNkeldYearNStudyNofNaNPatientNwithN
CrohnUsNDiseaseeNMSystemscN2019cNkcN 7.6 24

40 ReproduciblecNinteractivecNscalableNandNextensibleNmicrobiomeNdataNscienceNusingNQIIMENieNNatureo
BiotechnologycN2019cNjncNolidoln 44.5 4050

39 GutNmicrobiomeNcompositionNinNtheNHispanicNCommunityNHealthNStudyfStudyNofNLatinosNisNshapedN
byNgeographicNrelocationcNenvironmentalNfactorscNandNobesityeNGenomeoBiologycN2019cNigcNihp 18.3 41

38 LearningNrepresentationsNofNmicrobedmetaboliteNinteractionseNNatureoMethodscN2019cNhmcNhjgmdhjhk 21.6 79

37 MicrobiomeNhghrNStudyingcNynalyzingcNandNInterpretingNGutNMicrobiomeNDataNforNClinicianseNClinicalo
GastroenterologyoandoHepatologycN2019cNhncNihodijg 6.9 107

36 CreatingNaNjDNmicrobialNandNchemicalNsnapshotNofNaNhumanNhabitateNScientificoReportscN2018cNocNjmmp 4.9 23

35 GuidingNlongitudinalNsamplingNinNIzDNcohortseNGutcN2018cNmncNhnkjdhnkl 19.2 23

34 ImpactsNofNtheNHumanNGutNMicrobiomeNonNTherapeuticseNAnnualoReviewoofoPharmacologyoando
ToxicologycN2018cNlocNiljding 17.9 51

(2018-2021)
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33 yreNmicrobiomeNstudiesNreadyNforNhypothesisddrivenNresearchweNCurrentoOpinionoinoMicrobiologycN
2018cNkkcNmhdmp 7.9 18

32 QIIMENirNReproduciblecNinteractivecNscalablecNandNextensibleNmicrobiomeNdataNscienceN2018cN 78

31 QiitarNrapidcNwebdenabledNmicrobiomeNmetadanalysiseNNatureoMethodscN2018cNhlcNnpmdnpo 21.6 231

30 StripedNUniFracrNenablingNmicrobiomeNanalysisNatNunprecedentedNscaleeNNatureoMethodscN2018cNhlcNokndoko21.6 40

29 ymericanNGutrNanNOpenNPlatformNforNCitizenNScienceNMicrobiomeNResearcheNMSystemscN2018cNjcN 7.6 336

28 zalanceNTreesNRevealNMicrobialNNicheNDifferentiationeNMSystemscN2017cNicN 7.6 177

27 zringingNtheNDynamicNMicrobiomeNtoNLifeNwithNynimationseNCelloHostoandoMicrobecN2017cNihcNndhg 23.4 44

26 NormalizationNandNmicrobialNdifferentialNabundanceNstrategiesNdependNuponNdataNcharacteristicseN
MicrobiomecN2017cNlcNin 16.6 840

25 DynamicsNofNtheNhumanNgutNmicrobiomeNinNinflammatoryNbowelNdiseaseeNNatureoMicrobiologycN2017cN
icNhnggk 26.6 533

24 ChangesNinNmicrobialNecologyNafterNfecalNmicrobiotaNtransplantationNforNrecurrentNCeNdifficileN
infectionNaffectedNbyNunderlyingNinflammatoryNbowelNdiseaseeNMicrobiomecN2017cNlcNll 16.6 74

23 yNcommunalNcatalogueNrevealsNEarthUsNmultiscaleNmicrobialNdiversityeNNaturecN2017cNllhcNklndkmj 50.4 1076

22 DogNandNhumanNinflammatoryNbowelNdiseaseNrelyNonNoverlappingNyetNdistinctNdysbiosisNnetworkseN
NatureoMicrobiologycN2016cNhcNhmhnn 26.6 97

21 TinyNmicrobescNenormousNimpactsrNwhatNmattersNinNgutNmicrobiomeNstudiesweNGenomeoBiologycN2016cN
hncNihn 18.3 86

20 TurningNParticipatoryNMicrobiomeNResearchNintoNUsableNDatarNLessonsNfromNtheNymericanNGutN
ProjecteNJournaloofoMicrobiologyoandoBiologyoEducationcN2016cNhncNkmdlg 1.3 28

19 FromNSampleNtoNMultidOmicsNConclusionsNinNunderNkoNHourseNMSystemscN2016cNhcN 7.6 45

18 DynamicNchangesNinNshortdNandNlongdtermNbacterialNcompositionNfollowingNfecalNmicrobiotaN
transplantationNforNrecurrentNClostridiumNdifficileNinfectioneNMicrobiomecN2015cNjcNhg 16.6 175

17 TheNtreatmentdnaiveNmicrobiomeNinNnewdonsetNCrohnUsNdiseaseeNCelloHostoandoMicrobecN2014cNhlcNjoidjpi23.4 1836

16 LongitudinalNanalysisNofNmicrobialNinteractionNbetweenNhumansNandNtheNindoorNenvironmenteN
SciencecN2014cNjklcNhgkodli 33.3 543

Yoshiki Vˆ¡zquez-Baeza

4



15 SnapShotrNtheNhumanNmicrobiomeeNCellcN2014cNhlocNmpgdmpgeeh 56.2 20

14 MetadanalysesNofNstudiesNofNtheNhumanNmicrobiotaeNGenomeoResearchcN2013cNijcNhngkdhk 9.7 289

13 EMPerorrNaNtoolNforNvisualizingNhighdthroughputNmicrobialNcommunityNdataeNGigaSciencecN2013cNicNhm 7.6 711

12 ydvancingNourNunderstandingNofNtheNhumanNmicrobiomeNusingNQIIMEeNMethodsoinoEnzymologycN2013cN
ljhcNjnhdkkk 1.7 373

11 FromNmoleculesNtoNdynamicNbiologicalNcommunitieseNBiologyoandoPhilosophycN2013cNiocNikhdilp 1.7 12

10 EffectsNofNlibraryNsizeNvariancecNsparsitycNandNcompositionalityNonNtheNanalysisNofNmicrobiomeNdata 5

9 EffectsNofNlibraryNsizeNvariancecNsparsitycNandNcompositionalityNonNtheNanalysisNofNmicrobiomeNdata 23

8 QIIMENirNReproduciblecNinteractivecNscalablecNandNextensibleNmicrobiomeNdataNscience 36

7 QIIMENirNReproduciblecNinteractivecNscalablecNandNextensibleNmicrobiomeNdataNscience 138

6 ChemicallydinformedNynalysesNofNMetabolomicsNMassNSpectrometryNDataNwithNQemistree 3

5 EarlyNpredictionNofNliverNdiseaseNusingNconventionalNriskNfactorsNandNgutNmicrobiomedaugmentedN
gradientNboosting 10

4 LinksNbetweenNgutNmicrobiomeNcompositionNandNfattyNliverNdiseaseNinNaNlargeNpopulationNsample 2

3 CombinedNeffectsNofNhostNgeneticsNandNdietNonNhumanNgutNmicrobiotaNandNincidentNdiseaseNinNaN
singleNpopulationNcohort 4

2 EMPressNenablesNtreedguidedcNinteractivecNandNexploratoryNanalysesNofNmultidomicNdatasets 5

1 OGUsNenableNeffectivecNphylogenydawareNanalysisNofNevenNshallowNmetagenomeNcommunityNstructures 7
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