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rohortIronsortiumWIAmericanhJournalhofhEpidemiologyUI2014UIZgYUIZYZgVaf

3.8 29

134 ≥arityVrelatedImolecularIsignaturesIandIbreastIcancerIsubtypesIbyIestrogenIreceptorIstatusWIBreasth
CancerhResearchUI2014UIZeUIκfc 8.3 29

133 venomeVwideIassociationIstudyIofIgermlineIvariantsIandIbreastIcancerVspecificImortalityWIBritishh
JournalhofhCancerUI2019UIZaYUIecfVedf 8.7 28

132
pIlargeVscaleIassessmentIofItwoVwayISN≥IinteractionsIinIbreastIcancerIsusceptibilityIusingIceUcdYI
casesIandIcaUceZIcontrolsIfromItheIbreastIcancerIassociationIconsortiumWIHumanhMolecularh
GeneticsUI2014UIabUIZhbcVce

5.6 28

131 qodyImassIindexIandIbreastIcancerIsurvivaliIaI endelianIrandomizationIanalysisWIInternationalh
JournalhofhEpidemiologyUI2017UIceUIZgZcVZgaa 7.8 27

130 ronfirmationIofIdpZaIasIaIsusceptibilityIlocusIforIprogesteroneVreceptorVpositiveUIlowerIgradeI
breastIcancerWICancerhEpidemiologyhBiomarkershandhPreventionUI2011UIaYUIaaaaVbZ 4 27

129 ≥olymorphismsIinIaI≥utativeItnhancerIatItheIZYqaZWaIqreastIrancerIκiskI–ocusIκegulateINκquaI
txpressionWIAmericanhJournalhofhHumanhGeneticsUI2015UIhfUIaaVbc 11 26

128 κeproductiveIprofilesIandIriskIofIbreastIcancerIsubtypesiIaImultiVcenterIcaseVonlyIstudyWIBreasth
CancerhResearchUI2017UIZhUIZZh 8.3 26

127
≥rolactinIreceptorIexpressionIandIbreastIcanceriIrelationshipsIwithItumorIcharacteristicsIamongI
preVIandIpostVmenopausalIwomenIinIaIpopulationVbasedIcaseVcontrolIstudyIfromI≥olandWIHormonesh
andhCancerUI2014UIdUIcaVdY

5 26

126 UrinaryIbisphenolIpVglucuronideIandIpostmenopausalIbreastIcancerIinI≥olandWICancerhCauseshandh
ControlUI2014UIadUIZdgfVhb 2.8 26
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125 ≥olymorphicIvariantsIinI≥TvSaIandIprostateIcancerIriskiIresultsIfromItwoIlargeInestedIcaseVcontrolI
studiesWICarcinogenesisUI2008UIahUIdegVfa 4.6 26

124 ≥atientIsurvivalIandItumorIcharacteristicsIassociatedIwithIrwtzaipWxZdfTIVIfindingsIfromItheIqreastI
rancerIpssociationIronsortiumWIBreasthCancerhResearchUI2016UIZgUIhg 8.3 26

123 veneticIvariationIinIhormoneImetabolizingIgenesIandIriskIofItesticularIgermIcellItumorsWICancerh
CauseshandhControlUI2008UIZhUIhZfVah 2.8 25

122 xdentificationIofIindependentIassociationIsignalsIandIputativeIfunctionalIvariantsIforIbreastIcancerI
riskIthroughIfineVscaleImappingIofItheIZapZZIlocusWIBreasthCancerhResearchUI2016UIZgUIec 8.3 25

121 rombinedIquantitativeImeasuresIofItκUI≥κUIwtκaUIandIzxefIprovideImoreIprognosticIinformationI
thanIcategoricalIcombinationsIinIluminalIbreastIcancerWIModernhPathologyUI2019UIbaUIZaccVZade 9.8 24

120 pnIintergenicIriskIlocusIcontainingIanIenhancerIdeletionIinIaqbdImodulatesIbreastIcancerIriskIbyI
deregulatingIxvuq≥dIexpressionWIHumanhMolecularhGeneticsUI2016UIadUIbgebVbgfe 5.6 24

119 xdentificationIofInewIgeneticIsusceptibilityIlociIforIbreastIcancerIthroughIconsiderationIofI
geneVenvironmentIinteractionsWIGenetichEpidemiologyUI2014UIbgUIgcVhb 2.6 24

118 rommonIgermlineIpolymorphismsIassociatedIwithIbreastIcancerVspecificIsurvivalWIBreasthCancerh
ResearchUI2015UIZfUIdg 8.3 24

117
≥rolactinIserumIlevelsIandIbreastIcanceriIrelationshipsIwithIriskIfactorsIandItumourIcharacteristicsI
amongIpreVIandIpostmenopausalIwomenIinIaIpopulationVbasedIcaseVcontrolIstudyIfromI≥olandWI
BritishhJournalhofhCancerUI2010UIZYbUIZYhfVZYa

8.7 24

116 tffectImodificationIofIendocrineIdisruptorsIandItesticularIgermIcellItumourIriskIbyI
hormoneVmetabolizingIgenesWIJournalhofhDevelopmentalhandhPhysicalhDisabilitiesUI2010UIbbUIdggVhe 24

115 βuantitativeIassessmentIofImiκbcaIasIanIindependentIprognosticImarkerIinIbreastIcancerWIBritishh
JournalhofhCancerUI2015UIZZaUIeZVg 8.7 23

114  odificationIofIOccupationalItxposuresIonIqladderIrancerIκiskIbyIrommonIveneticI
≥olymorphismsWIJournalhofhthehNationalhCancerhInstituteUI2015UIZYfUI 9.7 23

113 sifferentialIurinaryIspecificIgravityIasIaImolecularIphenotypeIofItheIbladderIcancerIgeneticI
associationIinItheIureaItransporterIgeneUIS–rZcpZWIInternationalhJournalhofhCancerUI2013UIZbbUIbYYgVZb 7.5 22

112 pssociationIofIbreastIcancerIriskIwithIgeneticIvariantsIshowingIdifferentialIallelicIexpressioniI
xdentificationIofIaInovelIbreastIcancerIsusceptibilityIlocusIatIcqaZWIOncotargetUI2016UIfUIgYZcYVgYZeb 3.3 21

111 pInetworkIanalysisItoIidentifyImediatorsIofIgermlineVdrivenIdifferencesIinIbreastIcancerIprognosisWI
NaturehCommunicationsUI2020UIZZUIbZa 17.4 20

110
xdentificationIofIaInovelIsusceptibilityIlocusIatIZbqbcIandIrefinementIofItheIaYpZaWaIregionIasIaI
multiVsignalIlocusIassociatedIwithIbladderIcancerIriskIinIindividualsIofIturopeanIancestryWIHumanh
MolecularhGeneticsUI2016UIadUIZaYbVZc

5.6 20

109 uvuIreceptorIgenesIandIbreastIcancerIsusceptibilityiIresultsIfromItheIqreastIrancerIpssociationI
ronsortiumWIBritishhJournalhofhCancerUI2014UIZZYUIZYggVZYY 8.7 20

108 tVcadherinIbreastItumorIexpressionUIriskIfactorsIandIsurvivaliI≥ooledIanalysisIofIdUhbbIcasesIfromI
ZaIstudiesIinItheIqreastIrancerIpssociationIronsortiumWIScientifichReportsUI2018UIgUIedfc 4.9 19

(2018-2008)
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107 TheIZhqZaIbladderIcancerIvWpSIsignaliIassociationIwithIcyclinItIfunctionIandIaggressiveIdiseaseWI
CancerhResearchUI2014UIfcUIdgYgVZg 10.1 19

106 qenignIbreastItissueIcompositionIinIbreastIcancerIpatientsiIassociationIwithIriskIfactorsUIclinicalI
variablesUIandIgeneIexpressionWICancerhEpidemiologyhBiomarkershandhPreventionUI2014UIabUIagZYVg 4 19

105 SN≥VSN≥IinteractionIanalysisIofINuV˛”qIsignalingIpathwayIonIbreastIcancerIsurvivalWIOncotargetUI
2015UIeUIbfhfhVhc 3.3 19

104 veneticImodifiersIofImenopausalIhormoneIreplacementItherapyIandIbreastIcancerIriskiIaI
genomeVwideIinteractionIstudyWIEndocrinevRelatedhCancerUI2013UIaYUIgfdVgf 5.7 19

103
≥erformanceIofIautomatedIscoringIofItκUI≥κUIwtκaUIrzdXeIandItvuκIinIbreastIcancerItissueI
microarraysIinItheIqreastIrancerIpssociationIronsortiumWIJournalhofhPathology:hClinicalhResearchUI
2015UIZUIZgVba

5.3 18

102 rirculatingIsexIhormonesIandIterminalIductIlobularIunitIinvolutionIofItheInormalIbreastWICancerh
EpidemiologyhBiomarkershandhPreventionUI2014UIabUIafedVfb 4 18

101 UnlockingItheItranscriptomicIpotentialIofIformalinVfixedIparaffinIembeddedIclinicalItissuesiI
comparisonIofIgeneIexpressionIprofilingIapproachesWIBMChBioinformaticsUI2020UIaZUIbY 3.6 18

100 κpsdZqIinIuamilialIqreastIrancerWIPLoShONEUI2016UIZZUIeYZdbfgg 3.7 18

99 sesignIconsiderationsIforIidentifyingIbreastIcancerIriskIfactorsIinIaIpopulationVbasedIstudyIinI
pfricaWIInternationalhJournalhofhCancerUI2017UIZcYUIaeefVaeff 7.5 17

98
pssessmentIofIvariationIinIimmunosuppressiveIpathwayIgenesIrevealsITvuqκaItoIbeIassociatedI
withIprognosisIofIestrogenIreceptorVnegativeIbreastIcancerIafterIchemotherapyWIBreasthCancerh
ResearchUI2015UIZfUIZg

8.3 17

97 NonsteroidalIantiVinflammatoryIdrugsIandIotherIanalgesicIuseIandIbladderIcancerIinInorthernINewI
tnglandWIInternationalhJournalhofhCancerUI2013UIZbaUIZeaVfb 7.5 17

96 TheIqκrpaIcWegVfT´ m´ pIvariantIisInotIpathogeniciIpImodelIforIclinicalIcalibrationIofIspliceogenicityWI
HumanhMutationUI2018UIbhUIfahVfcZ 4.7 16

95 uineIscaleImappingIofItheIZfqaaIbreastIcancerIlocusIusingIdenseISN≥sUIgenotypedIwithinItheI
rollaborativeIOncologicalIveneVtnvironmentIStudyIQrOvsRWIScientifichReportsUI2016UIeUIbadZa 4.9 16

94 wighVthroughputIautomatedIscoringIofIziefIinIbreastIcancerItissueImicroarraysIfromItheIqreastI
rancerIpssociationIronsortiumWIJournalhofhPathology:hClinicalhResearchUI2016UIaUIZbgVdb 5.3 16

93 tstrogenIreceptorIandIprogesteroneIreceptorIexpressionIinInormalIterminalIductIlobularIunitsI
surroundingIinvasiveIbreastIcancerWIBreasthCancerhResearchhandhTreatmentUI2013UIZbfUIgbfVcf 4.4 16

92 veneticIvariationIinI≥κ–IandI≥κ–κUIandIrelationshipsIwithIserumIprolactinIlevelsIandIbreastIcancerI
riskiIresultsIfromIaIpopulationVbasedIcaseVcontrolIstudyIinI≥olandWIBreasthCancerhResearchUI2011UIZbUIκca8.3 16

91 NoIclinicalIutilityIofIzκpSIvariantIrseZfecbfYIforIovarianIorIbreastIcancerWIGynecologichOncologyUI
2016UIZcZUIbgeVcYZ 4.9 15

90 SmokingIstatusUIusualIadultIoccupationUIandIriskIofIrecurrentIurothelialIbladderIcarcinomaiIdataI
fromITheIrancerIvenomeIptlasIQTrvpRI≥rojectWICancerhCauseshandhControlUI2016UIafUIZcahVZcbd 2.8 15
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89
rirculatingIinsulinVlikeIgrowthIfactorVxUIinsulinVlikeIgrowthIfactorIbindingIproteinVbIandIterminalI
ductIlobularIunitIinvolutionIofItheIbreastiIaIcrossVsectionalIstudyIofIwomenIwithIbenignIbreastI
diseaseWIBreasthCancerhResearchUI2016UIZgUIac

8.3 15

88 TheIassociationsIbetweenIaIpolygenicIscoreUIreproductiveIandImenstrualIriskIfactorsIandIbreastI
cancerIriskWIBreasthCancerhResearchhandhTreatmentUI2013UIZcYUIcafVbc 4.4 15

87 qreastIcancerIsusceptibilityIriskIassociationsIandIheterogeneityIbyItVcadherinItumorItissueI
expressionWIBreasthCancerhResearchhandhTreatmentUI2014UIZcbUIZgZVf 4.4 15

86 pssociationIofIgeneticIsusceptibilityIvariantsIforItypeIaIdiabetesIwithIbreastIcancerIriskIinIwomenI
ofIturopeanIancestryWICancerhCauseshandhControlUI2016UIafUIefhVhb 2.8 15

85
≥lasmaIcarotenoidVIandIretinolVweightedImultiVSN≥IscoresIandIriskIofIbreastIcancerIinItheINationalI
rancerIxnstituteIqreastIandI≥rostateIrancerIrohortIronsortiumWICancerhEpidemiologyhBiomarkersh
andhPreventionUI2013UIaaUIhafVbe

4 14

84 βuantitativeIpnalysisIofITs–UsIusingIpdaptiveI orphologicalIShapeITechniquesWIProceedingshofh
SPIEUI2013UIgefeUI 1.7 14

83 TheISN≥IrsedYYgcbIinIZepZbWbIisIassociatedIwithIsurvivalIspecificallyIamongIchemotherapyVtreatedI
breastIcancerIpatientsWIOncotargetUI2015UIeUIfbhYVcYf 3.3 14

82 rombinedIpssociationsIofIaI≥olygenicIκiskIScoreIandIrlassicalIκiskIuactorsIWithIqreastIrancerIκiskWI
JournalhofhthehNationalhCancerhInstituteUI2021UIZZbUIbahVbbf 9.7 14

81 SkinIlightenersIandIhairIrelaxersIasIriskIfactorsIforIbreastIcanceriIresultsIfromItheIvhanaIbreastI
healthIstudyWICarcinogenesisUI2018UIbhUIdfZVdfh 4.6 13

80 veneVenvironmentIinteractionsIinvolvingIfunctionalIvariantsiIκesultsIfromItheIqreastIrancerI
pssociationIronsortiumWIInternationalhJournalhofhCancerUI2017UIZcZUIZgbYVZgcY 7.5 13

79 xnheritedIvariantsIinItheIinnerIcentromereIproteinIQxNrtN≥RIgeneIofItheIchromosomalIpassengerI
complexIcontributeItoItheIsusceptibilityIofItκVnegativeIbreastIcancerWICarcinogenesisUI2015UIbeUIadeVfZ 4.6 12

78 TheIipWprgedgSItruncatingIvariantIisIassociatedIwithIriskIofItripleVnegativeIbreastIcancerWINpjhBreasth
CancerUI2019UIdUIbg 7.8 12

77 veneticIvariationIatIrY≥bpIisIassociatedIwithIageIatImenarcheIandIbreastIcancerIriskiIaI
caseVcontrolIstudyWIBreasthCancerhResearchUI2014UIZeUIκdZ 8.3 12

76
qreastIcancerIsusceptibilityIassociatedIwithIrsZaZhecgIQfibroblastIgrowthIfactorIreceptorIaRIandI
postmenopausalIhormoneItherapyIuseIinIaIpopulationVbasedIUnitedIStatesIstudyWIMenopauseUI2013
UIaYUIbdcVg

2.5 12

75 sistinctItemporalItrendsIinIbreastIcancerIincidenceIfromIZhhfItoIaYZeIbyImolecularIsubtypesiIaI
populationVbasedIstudyIofIScottishIcancerIregistryIdataWIBritishhJournalhofhCancerUI2020UIZabUIgdaVgdh 8.7 11

74 veneticIvariationIinImitoticIregulatoryIpathwayIgenesIisIassociatedIwithIbreastItumorIgradeWI
HumanhMolecularhGeneticsUI2014UIabUIeYbcVce 5.6 11

73 –argeVscaleIgenotypingIidentifiesIaInewIlocusIatIaaqZbWaIassociatedIwithIfemaleIbreastIsizeWI
JournalhofhMedicalhGeneticsUI2013UIdYUIeeeVfb 5.8 11

72 ≥athwayIanalysisIofIbladderIcancerIgenomeVwideIassociationIstudyIidentifiesInovelIpathwaysI
involvedIinIbladderIcancerIdevelopmentWIGeneshandhCancerUI2016UIfUIaahVabh 2.9 11

(2016-2016)
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71 uineV appingIofItheIZpZZWaIqreastIrancerISusceptibilityI–ocusWIPLoShONEUI2016UIZZUIeYZeYbZe 3.7 11

70 ≥redictionIandIclinicalIutilityIofIaIcontralateralIbreastIcancerIriskImodelWIBreasthCancerhResearchUI
2019UIaZUIZcc 8.3 11

69 TheIimpactIofItheIrovidVZhIpandemicIonIbreastIcancerIearlyIdetectionIandIscreeningWIPreventiveh
MedicineUI2021UIZdZUIZYedgd 4.3 10

68 xdentificationIandIreplicationIofItheIinterplayIofIfourIgeneticIhighVriskIvariantsIforIurinaryIbladderI
cancerWICarcinogenesisUI2017UIbgUIZZefVZZfh 4.6 9

67 κeproductiveIfactorsIandIriskIofIbreastIcancerIbyItumorIsubtypesIamongIvhanaianIwomeniIpI
populationVbasedIcaseVcontrolIstudyWIInternationalhJournalhofhCancerUI2020UIZcfUIZdbdVZdcf 7.5 9

66 ttiologyIofIhormoneIreceptorIpositiveIbreastIcancerIdiffersIbyIlevelsIofIhistologicIgradeIandI
proliferationWIInternationalhJournalhofhCancerUI2018UIZcbUIfceVfdf 7.5 9

65 vermlineIvariationIinIT≥dbIregulatoryInetworkIgenesIassociatesIwithIbreastIcancerIsurvivalIandI
treatmentIoutcomeWIInternationalhJournalhofhCancerUI2013UIZbaUIaYccVdd 7.5 9

64 pgeVrelatedIterminalIductIlobularIunitIinvolutionIinIbenignItissuesIfromIrhineseIbreastIcancerI
patientsIwithIluminalIandItripleVnegativeItumorsWIBreasthCancerhResearchUI2017UIZhUIeZ 8.3 9

63 pssociationIbetweenIbreastIcancerIgeneticIsusceptibilityIvariantsIandIterminalIductIlobularIunitI
involutionIofItheIbreastWIInternationalhJournalhofhCancerUI2017UIZcYUIgadVgba 7.5 9

62 tvaluatingI≥olygenicIκiskIScoresIforIqreastIrancerIinIWomenIofIpfricanIpncestryWIJournalhofhtheh
NationalhCancerhInstituteUI2021UIZZbUIZZegVZZfe 9.7 9

61 κelationIofISerumItstrogenI etabolitesIwithITerminalIsuctI–obularIUnitIxnvolutionIpmongIWomenI
UndergoingIsiagnosticIxmageVvuidedIqreastIqiopsyWIHormoneshandhCancerUI2016UIfUIbYdVbZd 5 9

60 sistinguishingIbetweenIdirectIandIindirectIconsequencesIofIcovidVZhWIBMJuhTheUI2020UIbehUImabff 5.9 7

59 ≥redictionIofIcontralateralIbreastIcanceriIexternalIvalidationIofIriskIcalculatorsIinIaYIinternationalI
cohortsWIBreasthCancerhResearchhandhTreatmentUI2020UIZgZUIcabVcbc 4.4 7

58 κeproductiveIwindowsUIgeneticIlociUIandIbreastIcancerIriskWIAnnalshofhEpidemiologyUI2014UIacUIbfeVga 6.4 7

57 T≥dbVbasedIinteractionIanalysisIidentifiesIcisVeβT–IvariantsIforIT≥dbq≥aUIuqXOagUIandIup dbpI
thatIassociateIwithIsurvivalIandItreatmentIoutcomeIinIbreastIcancerWIOncotargetUI2017UIgUIZgbgZVZgbhg 3.3 7

56 TrendsIinIexcessIcancerIandIcardiovascularIdeathsIinIScotlandIduringItheIrOVxsVZhIpandemicIbYI
secemberIâ��IaYIpprilIsuggestIunderestimationIofIrOVxsVZhIrelatedIdeaths 7

55
xntegratedIanalysisIofIsNpImethylationUIimmunohistochemistryIandImκNpIexpressionUIdataI
identifiesIaImethylationIexpressionIindexIQ txRIrobustlyIassociatedIwithIsurvivalIofItκVpositiveI
breastIcancerIpatientsWIBreasthCancerhResearchhandhTreatmentUI2015UIZdYUIcdfVcee

4.4 6

54
veneticIvariationIinItheIimmunosuppressionIpathwayIgenesIandIbreastIcancerIsusceptibilityiIaI
pooledIanalysisIofIcaUdZYIcasesIandIcYUdffIcontrolsIfromItheIqreastIrancerIpssociationI
ronsortiumWIHumanhGeneticsUI2016UIZbdUIZbfVdc

6.3 6
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53 tmergingIronceptsIinIqreastIrancerIκiskI≥redictionWICurrenthObstetricshandhGynecologyhReportsUI
2013UIaUIcbVda 0.6 6

52 κeplyItoIP osaicIlossIofIchromosomeIYIinIleukocytesImattersPWINaturehGeneticsUI2019UIdZUIfVh 36.3 6

51 κecruitingIpopulationIcontrolsIforIcaseVcontrolIstudiesIinIsubVSaharanIpfricaiITheIvhanaIqreastI
wealthIStudyWIPLoShONEUI2019UIZcUIeYaZdbcf 3.7 5

50 TheIκelationIofITypeIaIsiabetesIandIqreastIrancerIxncidenceIinIpsianUIwispanicIandIpfricanI
pmericanI≥opulationsVpIκeviewWICanadianhJournalhofhDiabetesUI2018UIcaUIZYYVZYd 2.1 5

49 pgesIatImenarcheVIandImenopauseVrelatedIgeneticIvariantsIinIrelationItoIterminalIductIlobularIunitI
involutionIinInormalIbreastItissueWIBreasthCancerhResearchhandhTreatmentUI2016UIZdgUIbcZVdY 4.4 5

48 weterogeneityIofIluminalIbreastIcancerIcharacterisedIbyIimmunohistochemicalIexpressionIofIbasalI
markersWIBritishhJournalhofhCancerUI2016UIZZcUIahgVbYc 8.7 5

47 uineImappingIofIZcqacWZIbreastIcancerIsusceptibilityIlocusWIHumanhGeneticsUI2012UIZbZUIcfhVhY 6.3 5

46 κiskIfactorsIforIbreastIcancerIdevelopmentIbyItumorIcharacteristicsIamongIwomenIwithIbenignI
breastIdiseaseWIBreasthCancerhResearchUI2021UIabUIbc 8.3 5

45 ≥athologyIofITumorsIpssociatedIWithI≥athogenicIvermlineIVariantsIinIhIqreastIrancerI
SusceptibilityIvenesWWIJAMAhOncologyUI2022UI 13.4 4

44 TheIrelationshipIbetweenIterminalIductIlobularIunitIfeaturesIandImammographicIdensityIamongI
rhineseIbreastIcancerIpatientsWIInternationalhJournalhofhCancerUI2019UIZcdUIfYVff 7.5 4

43
xnvolutionIofIqreastI–obulesUI ammographicIqreastIsensityIandI≥rognosisIpmongI
TamoxifenVTreatedItstrogenIκeceptorV≥ositiveIqreastIrancerI≥atientsWIJournalhofhClinicalhMedicineUI
2019UIgUI

5.1 3

42 rommonIvariantsIinIbreastIcancerIriskIlociIpredisposeItoIdistinctItumorIsubtypesWWIBreasthCancerh
ResearchUI2022UIacUIa 8.3 3

41 VIaInovelIcandidateIbreastIcancerIsusceptibilityIlocusIonIeqZcWZWIOncotargetUI2017UIgUIZYafehVZYafga 3.3 3

40
 ightIchangesIinIdiagnosticIpracticeIexplainIincreasingIincidenceIofIbrainIandIcentralInervousI
systemItumorsnIpIpopulationVbasedIstudyIinIWalesIQUnitedIzingdomRIandItheIUnitedIStatesWI
NeurovOncologyUI2021UIabUIhfhVhgh

1 3

39 qreastIcancerIriskIfactorsIinIrelationItoImolecularIsubtypesIinIbreastIcancerIpatientsIfromIzenyaWI
BreasthCancerhResearchUI2021UIabUIeg 8.3 3

38 pssociationsIofIfecalImicrobialIprofilesIwithIbreastIcancerIandInonmalignantIbreastIdiseaseIinItheI
vhanaIqreastIwealthIStudyWIInternationalhJournalhofhCancerUI2021UIZcgUIafZaVafab 7.5 3

37 TwoItruncatingIvariantsIinIupNrrIandIbreastIcancerIriskWIScientifichReportsUI2019UIhUIZadac 4.9 2

36 vermlineIwOXqZbImutationsIpWvgctIandIpWκaZfrIdoInotIconferIanIincreasedIbreastIcancerIriskWI
ScientifichReportsUI2020UIZYUIhegg 4.9 2

(2020-2013)

13



35
SerumIinsulinVlikeIgrowthIfactorIQxvuRVxIandIxvuIbindingIproteinVbIinIrelationItoIterminalIductIlobularI
unitIinvolutionIofItheInormalIbreastIinIraucasianIandIpfricanIpmericanIwomeniITheISusanIvWI
zomenITissueIqankWIInternationalhJournalhofhCancerUI2018UIZcbUIcheVdYf

7.5 2

34 rsafbdbgbUIlocatedIatIaImicroκNpIbindingIsiteIinItheIbPUTκIofINqSZUIisInotIassociatedIwithIbreastI
cancerIriskWIScientifichReportsUI2016UIeUIbegfc 4.9 2

33 TheIimpactIofImeasuresItoIcurbIrOVxsVZhIonIpatientIattendanceIatIZYIhospitalsIinI achakosI
rountyUIzenyaWIJournalhofhGlobalhHealthUI2021UIZZUIYdYZe 4.3 2

32 pbstractIcegaiIStandardizedImeasuresIofIlobularIinvolutionIandIsubsequentIbreastIcancerIriskI
amongIwomenIwithIbenignIbreastIdiseaseI2015UI 2

31 venomeVwideIassociationIstudyIidentifiesIbaInovelIbreastIcancerIsusceptibilityIlociIfromIoverallI
andIsubtypeVspecificIanalyses 2

30 qreastIcancerIgeneIexpressionIdatasetsIdoInotIreflectItheIdiseaseIatItheIpopulationIlevelWINpjh
BreasthCancerUI2020UIeUIbh 7.8 2

29
TumorVpssociatedIStromalIrellularIsensityIasIaI≥redictorIofIκecurrenceIandI ortalityIinIqreastI
ranceriIκesultsIfromItthnicallyIsiverseIStudyI≥opulationsWICancerhEpidemiologyhBiomarkershandh
PreventionUI2021UIbYUIZbhfVZcYf

4 2

28 rY≥bpfSZrIalleleiIlinkingIpremenopausalIoestroneIandIprogesteroneIlevelsIwithIriskIofIhormoneI
receptorVpositiveIbreastIcancersWIBritishhJournalhofhCancerUI2021UIZacUIgcaVgdc 8.7 2

27 pIrobustIassociationItestIforIdetectingIgeneticIvariantsIwithIheterogeneousIeffectsWIBiostatisticsUI
2015UIZeUIdVZe 3.7 1

26  easuredIbodyIsizeIandIserumIestrogenImetabolismIinIpostmenopausalIwomeniItheIvhanaIqreastI
wealthIStudyWWIBreasthCancerhResearchUI2022UIacUIh 8.3 1

25 TrackingItxcessIseathsIQTκprztsRIâ��IanIinteractiveIonlineItoolItoImonitorIexcessIdeathsIassociatedI
withItheIrOVxsVZhIpandemicIinItheIUnitedIzingdomWIWellcomehOpenhResearchUdUIZeg 4.8 1

24 TheIcrIxnitiativeIQrlinicalIrareIforIrardiovascularIdiseaseIinItheIrOVxsVZhIpandemicRIâ��ImonitoringI
theIindirectIimpactIofItheIcoronavirusIpandemicIonIservicesIforIcardiovascularIdiseasesIinItheIUz 1

23 κelationIofIβuantitativeIwistologicIandIκadiologicIqreastITissueIrompositionI etricsIwithIxnvasiveI
qreastIrancerIκisk 1

22 rommonIvariantsIinIbreastIcancerIriskIlociIpredisposeItoIdistinctItumorIsubtypes 1

21 sistinctItemporalItrendsIinIbreastIcancerIincidenceIfromIZhhfItoIaYZeIbyImolecularIsubtypesiIpI
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